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Sumoylation-independent 
activation of Calcineurin-NFAT-
signaling via SUMO2 mediates 
cardiomyocyte hypertrophy
Alexander Bernt1,2, Ashraf Y. Rangrez1,2, Matthias Eden1,2, Andreas Jungmann2,3, Sylvia Katz3, 
Claudia Rohr3, Oliver J. Müller2,3, Hugo A. Katus2,3, Samuel T. Sossalla1,2, Tatjana Williams2,4, 
Oliver Ritter2,4, Derk Frank1,2,† & Norbert Frey1,2,†

The objective of this study was to identify unknown modulators of Calcineurin (Cn)-NFAT signaling. 
Measurement of NFAT reporter driven luciferase activity was therefore utilized to screen a human 
cardiac cDNA-library (~107 primary clones) in C2C12 cells through serial dilutions until single clones 
could be identified. This extensive screening strategy culminated in the identification of SUMO2 as a 
most efficient Cn-NFAT activator. SUMO2-mediated activation of Cn-NFAT signaling in cardiomyocytes 
translated into a hypertrophic phenotype. Prohypertrophic effects were also observed in mice 
expressing SUMO2 in the heart using AAV9 (Adeno-associated virus), complementing the in vitro 
findings. In addition, increased SUMO2-mediated sumoylation in human cardiomyopathy patients 
and in mouse models of cardiomyopathy were observed. To decipher the underlying mechanism, we 
generated a sumoylation-deficient SUMO2 mutant (ΔGG). Surprisingly, ΔGG replicated Cn-NFAT-
activation and the prohypertrophic effects of native SUMO2, both in vitro and in vivo, suggesting a 
sumoylation-independent mechanism. Finally, we discerned a direct interaction between SUMO2 and 
CnA, which promotes CnA nuclear localization. In conclusion, we identified SUMO2 as a novel activator 
of Cn-NFAT signaling in cardiomyocytes. In broader terms, these findings reveal an unexpected role for 
SUMO2 in cardiac hypertrophy and cardiomyopathy, which may open the possibility for therapeutic 
manipulation of this pathway.

The heart reacts to any pathological biomechanical stress typically by developing myocardial hypertrophy. After 
an initial compensatory phase, hypertrophic growth of the myocardium as well as further remodeling eventu-
ally causes dilated cardiomyopathy, heart failure, arrhythmias, and sudden death. A broad network of signaling 
pathways controls physiological and pathophysiological cardiomyocyte growth1. One of the key signaling path-
ways associated with cardiac hypertrophy is mediated by calcineurin (Cn), a calcium-calmodulin dependent 
serine-threonine protein phosphatase, that has been identified as pro-hypertrophic signaling modulator more 
than a decade ago2. Once activated, calcineurin dephosphorylates N-terminal serine residues on cytoplasmic 
transcription factors of the NFAT family, leading to nuclear translocation of NFATs, enabling them, in con-
cert with other transcription factors such as MEF2 or GATA1, to activate a prohypertrophic set of genes3–5. 
Interestingly, it has been shown that a subpool of calcineurin itself also translocates to the nucleus6, implying the 
existence of additional targets for dephosphorylation. Activation of the Cn-NFAT pathway in transgenic mice 
overexpressing a constitutively active mutant of Cn causes dramatic cardiac hypertrophy with severe fibrosis and 
activation of the molecular hypertrophic program2. Moreover, cardiomyocytes from these mice hearts are disor-
ganized and hypertrophic with doubled cross-sectional area compared to wild type cardiomyocytes. To the con-
trary, inhibition of Cn-NFAT signaling, observed e.g. in calcineurin Aβ− /−, Nfatc3− /−  and Nfatc2− /−  mice, led 
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to the inhibition of pathological cardiac hypertrophy in response to pressure overload or stimulation with neu-
roendocrine agonist infusion2,7,8. Together, these findings demonstrate a critical and indispensable role Cn-NFAT 
signaling plays in the pathological remodeling of the heart.

Small ubiquitin related modifiers (SUMO) are a family of four different proteins (human SUMO1–4) that can 
covalently modify their target proteins by reversible conjugation, thereby influencing protein activity, localiza-
tion and stability9–11. Sumoylation has been associated to a variety of different cellular processes including cell 
cycle regulation, transcription and subcellular transport12 via alterations in molecular interaction patterns of the 
modified target (reviewed in ref. 13). SUMO proteins resemble the three-dimensional structure of ubiquitin but 
share only about 20% amino-acid sequence14–16. SUMO is expressed as a precursor protein that has to be cleaved 
in order to be activated through accessibility of two C-terminal glycines (SUMO diglycine motif). SUMO2 and 
− 3 share 97% sequence identity but only 50% with SUMO1, resulting in distinct functions for the different small 
modifiers17. Of note, SUMO2 among other SUMO family members has been implicated in cardiac disease as 
extensively reviewed in refs 18–21. Apart from the well-studied sumoylation modifications, there has been a 
recent discovery of non-covalent sumo-interaction or –binding motifs (SIM/SBM)22,23 which influence their tar-
gets, all of which are themselves sumoylated proteins23–26.

The purpose of the present study was to identify yet unknown modulators of calcineurin-NFAT signal-
ing in the heart. We found and confirmed SUMO2 to be a novel and potent activator of this signaling path-
way. We further show that SUMO2 activates signaling by direct interaction with calcineurin A. Cn activation 
is triggered by SUMO2-overexpression and inhibited by SUMO2-knockdown in either skeletal muscle cells or 
neonatal rat ventricular cardiomyocytes (NRVCM). SUMO2 overexpression yields higher expression levels of 
hypertrophy-associated genes and significantly increased cell surface area. Finally, we found strong evidence 
for SUMO2 activating calcineurin and cardiomyocyte hypertrophy via a sumoylation-independent mechanism, 
uncovering a novel pathway in the regulation of calcineurin/NFAT activity.

Methods
Cloning of full length and ΔGG-deletion of SUMO2. Full-length and Δ GG mutant of mouse sumo2 
were cloned from mouse heart cDNA by using primers listed in Table S1 for expression in NRVCM.

Generation of recombinant adenoviruses for recombinant protein expression. An adeno-
virus (Ad) encoding the full length mouse sumo2 and sumo2Δ GG-construct and other necessary constructs 
(microRNA against sumo2) were generated using the ViraPower™  Adenoviral Kit (Life Technologies, Karlsruhe, 
Germany) according to the manufacturer’s instructions. Titration of the virus was carried out by staining infected 
HEK293A cells with FITC-labeled anti-Hexon antibody. NRVCM were infected with a multitude of infection 
(moi/ifu) of 50 moi, or otherwise indicated. Similarly, for the generation of expression plasmids, vectors were 
shuttled into pcDNA-Dest40 or pcDNA3.2.

Protein preparation. NRVCM were lysed by 3 freeze-thaw cycles in lysis buffer. Cell debris was removed by 
centrifugation at 12,000 × g for 20 minutes and protein concentration was determined photometrically by Biorad 
DC-assay method (Biorad, Munich, Germany).

Subcellular fractionation. NRVCM were fractionated using the REAP-method of subcellular fractiona-
tion27. Method-integrity was verified by controlling the fractions for Histone H3 (Cell signalling, #4499) and 
GAPDH (Sigma, #G8795) proteins.

Immunoblotting. Protein samples were resolved by 10% SDS-PAGE, transferred to a polyvinylidenefluoride 
membrane and immunoblotted. After two hours of blocking in 5% dry-milk in TBS-T, Primary antibody was 
applied overnight at 4 °C followed by incubation with a suitable HRP-coupled secondary antibody (1:10000) (Santa 
Cruz, Heidelberg, Germany). Quantitative densitometric analysis was carried out with ImageJ/Fiji version 1.46.

RNA isolation and quantitative real-time PCR. Total RNA was isolated from cultured cells using 
QIAzol lysis reagent (Qiagen, Germany) following the manufacturer’s instructions. One μ g of DNA-free total 
RNA was transcribed into cDNA using the Superscript III first strand cDNA synthesis kit (Life Technologies, 
Darmstadt, Germany). For qRT-PCR, the EXPRESS SYBR GreenER Reagent (Life Technologies, Darmstadt, 
Germany) was used in CFX96 real-time Cycler (Biorad, Munich, Germany).

Reporter gene assays. All the reporter gene assays shown in this work were performed either in NRVCM, 
ARVCM or C2C12-myoblasts. NRVCM were infected with combinations of different viruses expressing SUMO2 
(50 moi), SUMO2Δ GG (50 moi), Δ CnA (50 moi), and LacZ as control or a filler virus to maintain equal virus 
load, along with adenovirus NFAT-reporter-luc (10 moi) carrying a firefly luciferase and AdRen-luc carrying 
renilla luciferase (5 moi, for normalization of the measurements). For SUMO2 knockdown experiments, NRVCM 
were infected with an Adenovirus containing a synthetic microRNA against SUMO2 or a non-targeting control 
micro RNA termed miR Neg. C2C12 cells were transfected with siRNA against SUMO2 (Ambion, #4390816) or 
a control-siRNA (control siRNA-A, Santa Cruz). Studies were performed using a dual luciferase reporter assay 
(Promega, Mannheim, Germany) according to the manufacturer’s instructions.

Immunoprecipitation of endogenous proteins. Mouse left ventricles were homogenized using an 
Ultra-turrax tissue separator in RIPA lysis buffer, whereas, C2C12-Cells were lysed with 3 freeze-thaw cycles 
in Native lysis buffer (NLB) Approximately 4 μ g of SUMO2 antibody or anti-HA antibody was allowed to inter-
act with 1 mg protein for 4 h, to which, 50 μ l of equilibrated Dynabeads were pipetted and incubated overnight. 
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Precipitated proteins were eluted with 50 μ l of 2x Laemmli buffer, 10–20 μ l of which was subjected to SDS-PAGE, 
followed by transfer to polyvinylidenefluoride membranes and immunoblotted.

Immunofluorescence microscopy. Cell size measurement was carried out in NRVCM which were 
prepared as described28,29. NRVCM were fixed with 4% paraformaldehyde, washed and blocked. Cells were 
then incubated with monoclonal mouse anti-α -actinin and respective AlexaFluor546-conjugated secondary 
antibodies.

Cell surface area measurements. Cell size measurements were carried out as described30. In brief, 
5 ×  5 ×  5 (x y z) pictures were taken in 20x magnification and merged. The cell size was measured using Keyence’s 
HybridCellCount software module in fluorescence intensity single-extraction mode.

Proximity ligation assay. Fixed cells were blocked and incubated with two primary antibodies against 
SUMO2/3 (Abcam, 1:1000, ms) and CnA (Upstate, 1:50, rb). Species-specific probes were added and after 
annealing and ligation of these probes, an amplification and labeling step was performed that labels probes in 
close proximity with a green-emitting fluorophore. Green dots within a cell indicate less than 30–40 nm distance 
between proteins and thus imply a direct protein-protein interaction. Quantitative analysis was carried out utiliz-
ing Keyence’s Hybrid Cell Count module as described in detail in supplementary methods. In brief, nuclei were 
counted and PLA-fluorescence signal extracted to calculate the percentage of positively stained nuclei.

Generation of AAV9-vectors. The cDNA sequences of SUMO2 and SUMO2Δ GG were cloned into a 
single-stranded AAV vector backbone as described before31. In Brief, after ligation of the digested ORF ampli-
con into the AAV genome plasmid (digested with the same enzyme), correct fragment size and orientation 
were controlled by agarose gel-electrophoresis and sequencing, resulting in pSSV9-CMV-MLC1500-SUMO2 
or SUMO2∆ GG. AAV9 vectors were generated by cotransfection of helper plasmid pDP9rs and either 
pSSV9-CMV-MLC1500-SUMO2, -SUMO2∆ GG or -luciferase (control). AAV9 vectors were then purified and 
Genomic titers were determined by qRT–PCR (Schinkel et al., 2006; Werfel et al., 2012).

Animal experiments. All animal experiments were approved and carried out in strict accordance to the 
ethical guidelines by the Ministry of Energy, Agriculture, the Environment and Rural Areas (MELUR).

AAV9 mediated gene-transfer. Animals were injected with up to 1012 vector genomes per animal in a 
total of 120 μ L PBS into the tail vein of 8 weeks old male C57BL/6N mice. Six weeks later, the animals were sacri-
ficed after echocardiography to harvest the organs.

Echocardiography. Echocardiographic analyses were carried out using a VisualSonics Vevo 1100 high fre-
quency ultrasound system. In brief, mice were anesthetized using Isoflurane (2.5 ppm) and placed onto a warm-
ing pad with continuous temperature management. EF measurements were carried out by LV trace protocol 
comparing enddiastolic and endsystolic LV Volume. The following M-mode based parameters were obtained in a 
short axis on the level of the papillary muscles.

Results
Screening for Calcineurin-NFAT activators and validation in C2C12 cells. In order to identify 
unknown activators of calcineurin-NFAT signaling we devised a cDNA screening strategy, utilizing a commer-
cially available fetal human heart cDNA-library with approximately 107 primary clones. The human heart cDNA 
library was diluted and subdivided to yield individual pools of approximately 200 clones each, which were trans-
formed and amplified. The plasmids were then isolated and transfected in C2C12 myoblast cells stably carrying 
an NFAT-reporter driven firefly luciferase gene in a 12-well format (Fig. 1A). We selected a cutoff for further 
investigating cDNA-pools that show increased luciferase activity and carried on with one pool of cDNAs that 
showed higher luciferase activity than the positive controls (Fig. 1A). This pool was then further diluted to con-
tain approximately 12 cDNA constructs per dilution. After transformation and plasmid preparation, these pools 
were re-transfected into the C2C12 cells in 24-well plates to determine the NFAT-signaling activation. After one 
additional round of dilutions, single clones were transfected and positives were sequenced to identify SUMO2 as 
the strongest activator of Cn-NFAT signaling pathway.

To further validate the data from the screening experiment, we generated a SUMO2 (S2) wild-type construct for 
expression in C2C12 cells and validated its overexpression both at protein (Fig. 1B) and RNA-level (Figure S1A).  
We reconfirmed the activation of NFAT-signaling by transfecting C2C12 cells with NFATc4 or SUMO2 in the 
presence or absence of constitutively active calcineurin A (Δ CnA) (Figure S1B) and observed a strong activation  
of NFAT-signaling through Δ CnA as well as a significant additive effect of SUMO2 on NFAT-signaling in the 
presence of Δ CnA (Fig. 1C). These results were highly reproducible in HEK cells, a human derived cell line 
(Figure S1D). A similar result was observed by transfecting C2C12 cells with wild-type calcineurin A (CnA) 
and activating it through addition of Ionomycin and PMA (Fig. 1D). We next investigated the effect of SUMO2 
downregulation on calcineurin and NFAT-signaling via siRNA mediated knockdown of SUMO2 in C2C12 cells. 
Transfection of these cells with a SUMO2 siRNA led to 85% knockdown at protein- and 78% at RNA level, respec-
tively (Fig. 1E and Figure S1C). Although Δ CnA still increased the NFAT-signaling activity it was significantly 
reduced upon knockdown of SUMO2 compared to the control-siRNA transfections (Fig. 1F).

SUMO2 activates Calcineurin-NFAT signaling in NRVCM. Through our luciferase screen, we identi-
fied SUMO2 as a robust activator of NFAT-signaling in C2C12 cells, a mouse skeletal myoblast cell line. However, 
we observed ubiquitous expression of sumo2 in various tissues including lung, liver, kidney, etc. (Figure S2A). 
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Figure 1. Screening for Calcineurin-NFAT activators and validation in C2C12 cells. (A) Starting from 107 
cDNA-clones from fetal human heart, we performed serial dilutions and plasmid preparations for transfection 
of C2C12 cells, stably carrying NFAT-reporter firefly luciferase. Pools of approximately 200 cDNAs were 
transfected and tested for Cn-NFAT signaling activation through luciferase activity screening. Further dilutions 
and plasmid preparations were carried out until single clones could be transfected and screened, subsequently 
sequencing Cn-NFAT activating clones. (B) Western blot showing SUMO2 (S2) overexpression and relative 
densitometry was calculated through β -actin loading control. (C) NFAT-responsive element driven firefly 
luciferase activity of S2 in the presence of NFATc4. Constitutively active calcineurin (Δ CnA) is either or 
not transfected in the presence or absence of S2. Shown is the mean of three independent experiments in 
quadruplicates. (D) NFAT-responsive element driven firefly luciferase activity of S2 in the presence of wild-
type CnA and NFATc4. CnA is either or not activated by Ionomycin (2 μ M) +  PMA (1 μ M) addition. Shown 
is the mean of three independent experiments in quadruplicates. (E) Western blot showing knockdown of 
S2 and relative densitometry was calculated through β -actin loading control. (F) NFAT-RE firefly luciferase 
activity in the presence of NFATc4 and in the presence or absence of Δ CnA and/or siRNA against sumo2 or 
control siRNA. Shown is the mean of three independent experiments in quadruplicates. All experiments were 
performed in C2C12 cells stably expressing NFAT-RE driven firefly luciferase. Statistical calculations were 
carried out by two-tailed Student’s t-test (B,E) or Two-way ANOVA (C,D,F). *p <  0.05, †p <  0.01, ‡p <  0.001.
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Moreover, sumo2 expression was relatively higher in the heart compared to the skeletal muscle. Therefore, we 
next studied if SUMO2 overexpression also affects cardiac NFAT-signaling. We generated an adenoviral mam-
malian expression construct for SUMO2 to be used in NRVCM, which expressed recombinant protein at 
significant levels (Fig. 2A,B, Figure S2B). As observed in C2C12 cells, overexpression of SUMO2 led to activa-
tion of NFAT-signaling in NRVCM (Fig. 2C, Figure S2C). Similarly, the activator effect of S2 was consistently 
observed in adult rat ventricular cardiomyocytes (ARVCM) as overexpression of S2 caused significant activa-
tion of NFAT-signaling at baseline, which further increased in the presence of ∆ CnA (Figure S2D). A synthetic 
microRNA-mediated knockdown of SUMO2 (Fig. 2D,E) substantially inhibited NFAT-signaling, even in the 
presence of NFAT-signaling activators, phenylephrine (PE) or Ionomycin and PMA (Fig. 2F). Consistently, NFAT 
activation through constitutively active calcineurin A strongly increased the transcript levels of Rcan1–4, an 
exquisitely NFAT-sensitive gene, which is abrogated when SUMO2 is knocked down (Fig. 2G,H).

SUMO2 induces hypertrophy in NRVCM. Cn-NFAT signaling is one of the key signaling pathways 
directly involved in the induction of pathological cardiac hypertrophy. In order to assess the pathophysiological 
relevance of SUMO2 in cardiac disease, we studied the SUMO2-dependent sumoylation status in two different 
mouse models of cardiac disease, calcineurin transgenic and TAC (Transverse Aortic Constriction) operated 
mice. Cn-transgenic mice show pronounced hypertrophy followed by heart failure, whereas, TAC operated mice 
suffer from pressure overload, resulting in hypertrophy and heart failure. Both models displayed a significant 
increase in native monomeric SUMO2 compared to respective control mice (Figure S3A,B,D,E). While SUMO2 is 
involved in many pathways and its covalent attachment to other proteins is therefore expected to be differentially 

Figure 2. SUMO2 induces hypertrophy in NRVCM. (A) Western blot showing S2 overexpression in the 
presence or absence of adenoviral (Ad) S2 overexpression and relative densitometry was calculated through 
α-tubulin loading control (B). (C) NFAT-RE firefly luciferase construct was expressed via adenoviral infection 
and luciferase activity measured in the presence or absence of Δ CnA and S2. Shown is the mean of three 
independent experiments in hexaplicates. (D) Western blot showing S2 knockdown with microRNA against 
sumo2 (Ad miR S2) compared to negative control microRNA (Ad miR Neg) and relative densitometry was 
calculated through α -tubulin loading control (E). (F) Ad NFAT-RE firefly luciferase activity in the presence of 
miR S2 (96 h knockdown) compared to miR Neg in the presence of PE (48 h treatment at 1 μ M or 5 μ M) and 
Ionomycin/PMA (6 h treatment at 2 μ M/4.5 nM). Data represented as a mean of three independent experiments 
performed in hexaplicates. (G) Western blot showing 96 h SUMO2 knockdown (Ad miR S2) compared to 
negative control (Ad miR Neg) in the presence or absence of constitutively active calcineurin A (Δ CnA).  
(H) Relative densitometry was calculated through α -tubulin loading control. All experiments were performed 
in NRVCM cells. Statistical calculations were carried out by two-tailed Student’s t-test (B,E) or Two-way 
ANOVA (C,F,G). *p <  0.05, †p <  0.01, ‡p <  0.001. Dividing lines represent rearrangements of respective lanes 
within one membrane.
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regulated, both disease models showed an overall increase in protein sumoylation, and this increase was more 
prominent in calcineurin transgenic mice (Figure S3A,C,D,F). A strong increase in SUMO2-mediated sumoy-
lation was also observed in the myocardium of human patients suffering of dilated (DCM) or ischemic cardi-
omyopathy (ICM), implying an association of SUMO2 with human disease (Figure S3G,H). Given the strong 
activation of NFAT-signaling in NRVCM, C2C12 and HEK cells, and the upregulation of SUMO2 in mouse 
models of cardiac hypertrophy as well as in human patients suffering from DCM or ICM, we investigated the 
potential phenotypic and molecular effects of SUMO2 in NRVCM. Adenoviral overexpression of SUMO2 led to a 
significant increase in NRVCM surface area compared to LacZ control virus infected cells (Fig. 3A,B). In line with 
this finding, we observed a significant upregulation of the fetal genes nppa and nppb (Fig. 3C,D). Moreover, the 
expression of rcan1–4, a known NFAT-responsive gene32,33, was increased upon SUMO2 overexpression (Fig. 3E). 
Conversely, miRNA mediated knockdown of SUMO2 significantly reduced the cell-size at basal level, as well as it 
abrogated the prohypertrophic effects of PE (Fig. 3F). Along the same lines, expression of nppa, nppb and rcan1–4 
was significantly upregulated in PE-treated cells, whereas, this increase was attenuated in cells upon SUMO2 
knockdown conditions (Fig. 3G–I). Taken together, these data indicate that SUMO2 overexpression induces car-
diomyocyte hypertrophy, consistent with the robust activation of Cn-NFAT signaling in vitro.

Figure 3. S2 induces hypertrophy in NRVCM. (A) Representative immunofluorescence analysis of fixed 
NRVCM-cells overexpressing LacZ or S2 (scale bar 50 μ m). (B) Cell surface area of NRVCM. Shown are the 
analyses of three independent experiments in triplicates with n >  1000 counted cells per replicate. (C–E) mRNA 
expression levels of nppa, nppb and rcan1–4 respectively in the presence or absence of AdS2. Shown is the mean 
of three independent experiments in hexaplicates. (F) Cell surface area in the presence or absence of 5 μ M  
PE after 72 h of control- (miR Neg) or SUMO2-knockdown conditions (miR S2). (G–I) mRNA expression 
levels of nppa, nppb and rcan1-4 respectively in the presence or absence of 5 μ M PE under 72 h of control (miR 
Neg) or SUMO2-knockdown conditions (miR S2). Shown is a mean of three independent experiments in 
quadruplicates. All experiments were performed in NRVCM cells. Statistical calculations were carried out by 
two-tailed Student’s t-test (C–E), Wilcoxon rank-sum test (B), non-parametric two-way-ANOVA by ranks 
(Friedman test, (F)), or two-way-ANOVA (G–I). *p <  0.05, †p <  0.01, ‡p <  0.001.
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SUMO2 mediated activation of calcineurin-signaling and cellular hypertrophy are sumoylation 
independent. As sumoylation of proteins is the major mechanism of modification by which SUMO pro-
teins exert their structural and/or functional effects, we investigated a sumoylation-deficient SUMO2 mutant 
to determine whether the effects observed for SUMO2 are sumoylation-dependent or -independent. We there-
fore created a diglycine-deficient mutant (SUMO2Δ GG) construct via site directed mutagenesis (Figure S4A) 
and cloned it into an adenoviral expression vector for overexpression in NRVCM (Fig. 4A,B, Figure S4B). Like 
SUMO2, overexpression of this mutant also induced cellular hypertrophy in NRVCM (Fig. 4C,D). Co-expression 
of Δ CnA with SUMO2 or SUMO2Δ GG resulted in a comparable additive increase in cell size in NRVCM com-
pared to SUMO2 or SUMO2Δ GG alone (Fig. 4C,D, Figure S4D). Δ CnA increases the expression of nppa, nppb 
and rcan1–4 significantly and this effect is again exaggerated by the addition of either SUMO2 or SUMO2Δ GG 
(Fig. 4E–G). We then repeated the NFAT-reporter mediated luciferase activity assay with SUMO2Δ GG in the 
presence or the absence of Δ CnA. In the presence of overexpressed Δ CnA, SUMO2Δ GG led to a strong activa-
tion of NFAT-signaling in NRVCM, comparable to overexpressed wildtype SUMO2 (Fig. 4H, Figure S4C). Given 
the same impact of overexpressed SUMO2 and SUMO2Δ GG on NFAT-signaling in the presence of Δ CnA in 
NRVCM, we hypothesized a sumoylation independent functional interaction between SUMO2 and calcineurin 
A that induces cardiomyocyte hypertrophy. When endogenous calcineurin A is inhibited by either ciclosporin or 
tacrolimus, the increase in cell size in the presence of overexpressed SUMO2 or SUMO2Δ GG is abolished, con-
sistent with the notion that SUMO2 acts via calcineurin A (Fig. 4I). Lastly, to confirm a sumoylation-independent 
mechanism, we established an si-RNA mediated knockdown of UBC9, the only E2-enzyme for SUMO2 which 
is essential for the ligation of SUMO2 to target proteins (Figure S4E,F). We found that the knockdown of UBC9 
neither altered the cell size under control conditions, nor did it abrogate the increase in cell-size mediated by 
SUMO2, or SUMO2Δ GG in NRVCM (Fig. 4J). We additionally checked for SUMO2 induced alterations on 
SUMO1 or the ubiquitination profile and found no significant differences between control and SUMO2 express-
ing cells (Figure S5A,B,D,E). Moreover, overexpression of SUMO1 did not affect NFAT-reporter driven luciferase 
activity (Figure S5C). These observations strongly argue against the possible involvement of SUMO1 or ubiquitin 
in the observed SUMO2 effects.

AAV9-mediated gene transfer of SUMO2 or SUMO2ΔGG causes cardiac hypertrophy in 
mice. To verify a (patho-) physiological relevance for the observed prohypertrophic effects of SUMO2 in vivo, 
we applied an adeno-associated-virus 9 (AAV9)-mediated gene transfer approach in mice. Therefore, 8 weeks 
old C57BL/6N mice were injected with up to 1012 vector-genomes per animal for the overexpression of SUMO2 
or SUMO2Δ GG and morphological and functional data was acquired 6 weeks post-injection. Mice showed 
enhanced expression of S2 in the left ventricles (Figure S6A,B) as well as a good specificity towards expression in 
the heart (Figure S6C,D). The predominant expression is achieved in the left and right ventricle, whereas, a mod-
erate off-target expression was seen in liver, kidney, musculus soleus and musculus gastrocnemicus compared 
to the luciferase control group. Functionally, mice overexpressing SUMO2 or SUMO2Δ GG displayed a signif-
icant decrease in fractional shortening (SUMO2: − 24%, SUMO2Δ GG: − 21%; Fig. 5A) and ejection-fraction 
(SUMO2: − 25%, SUMO2Δ GG: − 17%; Fig. 5B,E) compared to control-mice overexpressing luciferase. We also 
observed a significant increase in heart to body weight (Fig. 5C) and lung to body weight ratios (Fig. 5D), sug-
gesting the development of maladaptive hypertrophy and pulmonary congestion in these mice. The respective 
echocardiographic data can be examined in Table S2.

At the molecular level and in line with our in vitro findings, overexpression of SUMO2 or SUMO2Δ GG 
caused significant upregulation of the fetal gene nppb (Fig. 5G) and an upregulation of the calcineurin sensitive 
gene rcan1–4 (Fig. 5H). Though not significant, we observed a clear trend towards an upregulation of the fetal 
gene nppa (Fig. 5F).

SUMO2 directly interacts with CnA. To assess a potential interaction between SUMO2 and CnA, we 
performed an in situ proximity-ligation-assay in NRVCM overexpressing either S2 or S2Δ GG in the presence or 
absence of Δ CnA. Control-conditions show a co-localization between endogenous S2 and CnA as represented 
by green dots within the cells, where the two proteins are in closer proximity than 30–40 nm (Fig. 6A, Ad LacZ).  
Overexpression of S2 or S2Δ GG increased the amount of detected signals for co-localization (+ 14%, + 17%, 
respectively), pointing towards an increased interaction, when cells are expressing elevated amounts of S2 
(Fig. 6A,C, Ad S2, Ad S2Δ GG). These effects can be further exaggerated by co-overexpressing the interaction 
partner Δ CnA alongside LacZ, S2 or S2Δ GG (LacZ +  Δ CnA: 41%, S2 +  Δ CnA: 64%, S2Δ GG +  Δ CnA: 54%, 
Fig. 6B,C). Signals can be detected within the nucleus as well as in the cytoplasm. Additionally, we performed 
co-immunoprecipitation experiments of endogenous SUMO2 and calcineurin A in C2C12 cells and in mouse 
heart tissue. As shown in Fig. 6D, SUMO2 interacts with calcineurin A in C2C12 cells as well as in mouse 
heart lysate under native conditions. To examine this interaction in physiological conditions known to cause 
cardiomyocyte- or cardiac hypertrophy, we also performed co-immunoprecipitation experiments in samples 
from PE treated cells (Fig. 6E). As anticipated, hypertrophic conditions moderately enhanced the interaction 
between SUMO2 and CnA after PE treatment (Fig. 6E).

SUMO2 tethers CnA to the nucleus in cardiomyocytes. Calcineurin activation has previously been 
linked to its nuclear translocation. Therefore, we analyzed the localization of CnA within the cell in the presence 
or absence of SUMO2 variants. We used adenoviral constructs for SUMO2 and SUMO2Δ GG overexpression 
to perform subcellular localization analyses. We observed an increase in the nuclear CnA pool when SUMO2 is 
overexpressed in NRVCM (Fig. 7A). The amount of cytoplasmic calcineurin is reduced at the same time (Fig. 7A). 
In agreement with the data shown above, this SUMO2 mediated effect on CnA is sumoylation-independent, since 
SUMO2Δ GG also induced activation and subsequent translocation of CnA to the nucleus, without any apparent 
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difference compared to wild-type SUMO2 (Fig. 7A). Additionally we performed immunofluorescence analyses 
to revisit the subcellular localization of CnA by overexpressing SUMO2, SUMO2Δ GG and Δ CnA, in various 
combinations. As shown in Fig. 7B, CnA was confirmed to shuttle into the nucleus in NRVCM overexpressing  

Figure 4. SUMO2 mediated activation of calcineurin-signaling and cellular hypertrophy are sumoylation 
independent. (A) Western blot showing overexpression of S2Δ GG compared to LacZ. (B) mRNA levels 
of sumo2 in the presence or absence of overexpressed S2Δ GG. Shown is the mean of three independent 
experiments in quadruplicates. (C) Representative immunofluorescence analysis of fixed NRVCM cells in 
the presence or absence of overexpressed Δ CnA along with overexpression of LacZ (control), S2 or S2Δ GG 
(scale bar 50 μ m). (D) Respective cell surface area. Shown is the analysis of three independent experiments 
with n >  1000 cells per replicate. (E–G) mRNA expression levels of nppa, nppb and rcan1-4, respectively, in the 
presence or absence of overexpressed Δ CnA along with overexpressed LacZ (control), S2 or S2Δ GG. For (E–G) 
Shown is the mean of three independent experiments in hexaplicates. (H) NFAT-RE firefly luciferase activity in 
the presence of either S2 or S2Δ GG and in the presence or absence of Δ CnA compared to LacZ control. Shown 
is the mean of three independent experiments in hexaplicates. (I) Cell surface area in the presence or absence of 
overexpressed S2 or S2Δ GG compared to LacZ negative-control or PE (5 μ M, positive-control) in the presence 
or absence of either Tacrolimus or Ciclosporin. Shown are the analyses of three independent experiments in 
triplicates with n >  1000 counted cells per replicate. (J) Cell surface area with overexpressed LacZ, S2 or S2Δ GG 
in the presence or absence of UBC9-knockdown. All experiments were performed in NRVCM cells. Statistical 
calculations were carried out by using two-tailed Student’s t-test (B), non-parametric two-way-ANOVA by 
ranks (Friedman test, (D,I,J)), or two-way-ANOVA (E–H). *p <  0.05, †p <  0.01, ‡p <  0.001.
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Δ CnA and SUMO2 (I, rows 2 and 3) or SUMO2Δ GG (II, rows 2 and 3), whereas it remained cytoplasmic in cells 
overexpressing Δ CnA alone (I, rows 2 and 3, III, row 2).

Discussion
Cn-NFAT signaling is one of the crucial cardiac signaling pathways causing the development of pathological 
hypertrophy upon increased biomechanical stress, e.g., remodeling following myocardial infarction, chronic 
hypertension or valvular heart disease34–36. Though extensive knowledge has been accumulated over the last 15 
years about the role calcineurin plays in the heart, there are still very few direct calcineurin activators known to 
date, besides the upstream calcium-calmodulin-axis. Therefore, in the present study we aimed to identify alterna-
tive modulators of calcineurin-NFAT signaling and their influence on the development of cardiomyocyte hyper-
trophy. We found SUMO2 to be a strong activator of this signaling pathway in four different cell types, C2C12 
cells, a mouse skeletal myoblast cell line, in ARVCM and NRVCM, primary cultured cells from adult or neonatal 
rat ventricles as well as in human-derived HEK-cells. The effects were first measured via NFAT-driven luciferase 

Figure 5. AAV9-mediated gene transfer of S2 or S2ΔGG causes cardiac hypertrophy in mice. 
Echocardiographic analyses at endpoint: (A) Fractional shortening in % (M-Mode); (B) ejection-fraction  
in % (B-Mode). (C) Heart weight (mg) to bodyweight (g) ratio; (D) lung weight (mg) to bodyweight (g) ratio.  
(E) Representative echocardiography images (M-Mode). (F–H) mRNA expression levels of nppa, nppb and 
rcan1-4 respectively. All data obtained in the presence of AAV9-mediated overexpression of S2 or S2Δ GG, 
compared to Luciferase control. Mean of n =  5 mince per group, 14 weeks old, injection of AAV9 at 8 weeks. 
Statistical calculations were carried out by One-way ANOVA with Student-Newman-Keuls post-hoc test (A–J). 
*p <  0.05, †p <  0.01, ‡p <  0.001.
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reporter activity and were very similar among the four different cell types. Moreover, we discovered that SUMO2 
induces cardiomyocyte hypertrophy in NRVCM and mice, and does so in a sumoylation independent manner via 
a direct interaction with calcineurin A.

Luciferase mediated screening for modulators of specific proteins or signaling pathways led to the identifi-
cation of novel protein interactions in the past37,38. Similar to a screening experiment Chang et al. performed 
for the identification of HDAC class II modulators37, we designed a screening strategy based on NFAT-reporter 
mediated firefly luciferase assay in search for novel modulators of calcineurin-NFAT signaling. Therefore, serial 
dilutions of a human heart cDNA library were transfected and expressed in the presence of NFAT-reporter lucif-
erase and calcineurin that led to the identification of a potential activator of this signaling pathway, SUMO2. 
Considerable research efforts have earlier been undertaken on endogenous modulators of calcineurin activity, 
their majority yielding inhibitory molecules4,39. Cn is activated by a rise of intracellular Ca2+ levels. Ca2+ binds 
to calmodulin, which in turn induces a conformational change of calcineurin associated with displacement of 
its auto-inhibitory domain. We have previously reported that a protein termed LMCD1/Dyxin acts as a strong 
activator of calcineurin-mediated cardiac hypertrophy40. On the other hand, a variety of CnA inhibitors have 
been published. For example, Cain is a non-competitive inhibitor for Cn in neurons, whereas AKAP79 directly 
interacts and blocks Cn activity in cardiomyocytes. A family of calcineurin-interacting proteins, calsarcins is 
also crucial for the hypertrophic Cn-NFAT pathway, negatively regulating CnA activity and thus NFAT activa-
tion41. Consistently, calsarcin-1 knockout mice show exaggerated hypertrophy following pressure overload42. The 
pharmacologic agents ciclosporin and FK506/tacrolimus have been widely used in immunosuppressant therapy 
following organ transplant action and were only later found to inhibit calcineurin by binding to endogenous 
immunophilin proteins, cyclophilin A and FKBP12, respectively43. Rcan1–4 is another essential calcineurin/
NFAT modulator and also serves as an endogenous indicator of the activation of calcineurin-NFAT signaling44. 

Figure 6. S2 directly interacts with CnA. Proximity-ligation-assay with primary antibodies against SUMO2/3 
and CnA in NRVCM infected with either S2 or S2Δ GG in the presence (A) or absence (B) of Δ CnA; Negative 
control condition is without primary antibodies, scale bar 50 μ m. (C) Percentage of PLA-positive stained nuclei, 
n =  2 per condition in three independent experiments. (D) Immunoprecipitation under native buffer conditions 
of C2C12-cell and mouse heart lysates. (E) Immunoprecipitation of NRVCM proteins in the presence or 
absence of 5 μ M PE. Arrows indicate band of interest. All immunoprecipitations were performed using 
Dynabeads and Antibodies against HA (sigma, control) and SUMO2 +  3 (Abcam, IP) as explained in methods. 
50 μ g of input lysate was loaded. For Immunoblotting, CnA antibody (BD) was used.
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Figure 7. S2 tethers CnA to the nucleus in cardiomyocytes. (A) Western blot analysis of cytoplasmic and 
nuclear fractions of NRVCM with overexpressed LacZ, S2 or S2Δ GG with respective densitometric analyses, 
GAPDH and Histone H3 were utilized as normalization and cross-contamination controls, vertical bars within 
the blots represent cropped sections from the same blot. (B) Representative immunofluorescence analysis of 
fixed NRVCM cells overexpressing Δ CnA in combination with S2 (I), S2Δ GG (II), or alone (III); CnA, green; 
S2 and S2Δ GG, red; DAPI, blue, scale bar 50 μ m. Statistical calculations were carried out by Two-way-ANOVA, 
*p <  0.05, †p <  0.01.
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Rcan1–4 is one of the target genes of NFAT, but its precise function is still under debate due to both inhibitory 
and activator roles which have been observed under different experimental conditions45–48. More recently how-
ever, employing a systems biology approach and using single-cell experimentation in combination with in silico 
simulations, Shin et al. have suggested a dose dependent effect of Rcan1–4 as an inhibitor at lower levels but as a 
facilitator at higher expression levels49.

Here, we describe SUMO2 as an activator of the Cn-NFAT signaling pathway in skeletal muscle cells, in neo-
natal and adult rat cardiomyocytes (NRVCM, ARVCM), in mouse heart, and in a human derived cell line. Along 
the same lines, knockdown of SUMO2 resulted in a significant decrease of NFAT activation, even in the presence 
of strong NFAT-signaling activators like phenylephrine or Ionomycin and PMA. Also, knockdown of SUMO2 
abrogated PE-induced cardiomyocyte hypertrophy and profoundly inhibited the effect of PE on the expression 
of fetal genes nppa and nppb in NRVCM, suggesting an essential role for SUMO2 in PE-driven cardiomyocyte 
hypertrophy. Consistently, Rcan1–4 was also downregulated upon SUMO2 knockdown under conditions of con-
stitutive CnA activation, which further supports an involvement of endogenous SUMO2 in the NFAT-Cn sign-
aling pathway.

Studying the effect of SUMO2 in the context of cardiomyocytes is particularly interesting since small ubiqui-
tin related modifiers have been linked to various cardiac diseases in humans. For example, Kho et al. suggested 
a role for SUMO1 in SERCA2a regulation in the context of heart failure, stabilizing the protein and its ATPase 
activity, whereas in failing hearts sumoylation of SERCA2a and general SUMO1 levels were greatly reduced50. 
SUMO1 was the first member of the protein family identified and has been extensively characterized. In vivo, 
AAV-mediated SUMO1 gene transfer improved cardiac function in a porcine model of heart failure51. Of note, 
SUMO2 has also been implicated in human cardiomyopathy where diminished sumoylation of Lamin A results 
in accelerated cell death. Lamin A is a direct SUMO2 target and shows two naturally occurring mutants associ-
ated with familial cardiomyopathy, that are localized to a sumoylation consensus-motif around Lysine201 52. Very 
recently, Kim et al. demonstrated the elevation of SUMO2–3 conjugation in failing human hearts and that its 
cardiac-restricted expression causes cardiomyopathy in mice21. The authors overexpressed an activated form of 
SUMO2 under the control of α -MHC promoter and found varying severities of disease, relative to the expression 
levels of activated SUMO2, ranging from acute heart failure to chronic cardiomyopathy21. However, it is to be 
noted that the authors used an activated form of SUMO2, limiting the physiological relevance of the findings. 
Nevertheless, we here report the induction of cardiac hypertrophy and contractile dysfunction as well as cardio-
myopathy in mice overexpressing native SUMO2 via AAV9-mediated gene transfer. Furthermore, we show that 
not only SUMO2-dependent sumoylation, but SUMO2 expression per se is enhanced in two important mouse 
models of cardiac hypertrophy and pressure overload. Cn-transgenic, as well as transverse aortic constricted 
mice, both show elevated levels of SUMO2 and an overall increase in sumoylated proteins compared to their 
wild-type littermates or sham operated mice, respectively. In line with our proposed mechanism of SUMO2 
being a facilitator of Cn-NFAT signaling, especially in Cn-transgenic mice, elevated levels of SUMO2 could add 
to NFAT activation even though SUMO2 itself does not seem to regulate calcineurin expression. Interestingly, 
human patients suffering from DCM or ICM also showed a marked increase in SUMO2-sumoylated proteins, 
implying clinical relevance and a significant role for SUMO2 in cardiac pathophysiology.

In additional support of a facilitator effect of SUMO2 on Cn-NFAT signaling, we not only observed elevated 
expression levels of the hypertrophy associated genes nppa and nppb but also of the direct NFAT target rcan1–4. 
Furthermore, these molecular changes were accompanied by an increase in cell surface area when overexpressing 
SUMO2. This effect could be augmented by co-overexpression of constitutively active CnA, implying a synergistic 
functional interaction between calcineurin A and SUMO2. In support of this notion, we observed a direct inter-
action between CnA and SUMO2 in skeletal muscle cells, cardiomyocytes, and mouse heart. Recently, another 
direct interaction partner for calcineurin A has been identified, also leading to activation of the NFAT-signaling 
pathway. The plasma membrane Na+ /H+ -exchanger 1 was found to stimulate hypertrophic gene expression in 
NRVCM via calcineurin53.

Since the majority of SUMO-dependent modulations and modifications published so far are based on the 
sumoylation of target proteins, it is interesting to note that our presented mechanism of calcineurin activation is 
independent of sumoylation. Such sumoylation-independent mechanisms of protein activity modulation have 
been published before and the so-called SUMO interacting/binding motifs (SIM/SBM) are subject of research 
and led to a proposed consensus sequence for non-covalent SUMO-interactions23,54. There are several exam-
ples of sumoylation independent non-covalent functional SUMO1 interactions. For example, SUMO1 inhib-
its RAD51-mediated homologous recombination by interaction with RAD5155. Similarly, it protects against cell 
death by non-covalent interactions with Fas and tumor necrosis factor receptor 1 (TNFR1)56. SUMO1 can also 
inhibit dynamin-dependent endocytosis without a covalent modification of dynamin57. Lee and colleagues have 
shown that SUMO1 represses apoptosis signal-regulating kinase 1 (ASK-1)-activation through physical inter-
action and not through sumoylation58. Similarly, SUMO3 can co-activate EBNA2 (Epstein-Barr virus nuclear 
antigen 2) in the absence of direct conjugation to EBNA259. SUMO3 has also been found to enhance Androgen 
Receptor (AR) transcription independent of sumoylation mechanism in prostate cancer cells60. Of note, to the 
best of our knowledge, SUMO2 has thus far not been implicated in any non-covalent, sumoylation-independent 
functional interactions.

We here demonstrate a direct, endogenous functional interaction between SUMO2 and CnA under basal or 
pathological stress conditions that could be correlated with SUMO2-mediated activation of calcineurin-NFAT 
signaling. As a possible mechanism of action of the SUMO2 induced activation of calcineurin we hypothesize a 
tethering of CnA to the nucleus. Nuclear translocation of calcineurin has already been reported in failing human 
hearts and this nuclear pool of calcineurin is important in the development of cardiac hypertrophy6. Although 
the exact role of calcineurin in the nucleus is still unknown, it has been hypothesized that it acts as a transcrip-
tional co-activator through direct interaction with DNA-bound NFAT61. The inhibition of calcineurin import 
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with an artificial import blocking peptide prevents myocardial hypertrophy62. With SUMO2 we have identi-
fied a protein that is directly involved in the nuclear translocation and retention of calcineurin A, suggesting 
that this may represent the mechanism by which SUMO2 induces cardiomyocyte hypertrophy and activation of 
calcineurin-NFAT signaling. This notion is strongly supported by our subcellular fractionation analyses as well 
as the immunofluorescence experiments. An increase in nuclear CnA seems independent of sumoylation, as 
the sumoylation-deficient construct S2Δ GG exerted the similar effects as those under sumoylation-competent 
conditions did. We also show that knockdown of UBC9 does not alter the wild-type SUMO2-mediated effects 
on cardiomyocyte hypertrophy, strengthening the hypothesized sumoylation-independent mechanism of action. 
Since UBC9 is the only E2-ligase for SUMO proteins, its knockdown can be utilized as a tool for differentiating 
sumoylation dependent versus independent mechanisms13,63,64. The understanding of posttranslational modifica-
tions like sumoylation or the protein-protein interactions through SIM/SBM seems to be of great importance for 
understanding the molecular mechanism leading to heart failure and cardiac hypertrophy. Modulation of these 
pathways could prove an effective means for altering disease development and progression in the future. We found 
SUMO2 as an interesting candidate for modulating the calcineurin-NFAT driven cardiac hypertrophy via sumoy-
lation independent binding. Finally, as a proof of principle for an in vivo relevance of the proposed mechanism, 
we show that SUMO2 causes cardiac hypertrophy and contractile dysfunction in a sumoylation-independent 
manner in vivo, by means of AAV9 gene-transfer technology. Expression of genes by single-stranded AAV9 parti-
cles typically reaches its peak expression between 2 and 3 weeks after injection, resulting in an overall timeframe 
of 3 to 4 weeks of SUMO2 or SUMO2Δ GG overexpression in these mice. For this short period of overexpression, 
the observed effects support a relevant role for SUMO2 in calcineurin-driven cardiac hypertrophy and potentially 
cardiomyopathy in general.

In conclusion, based on an unbiased screening approach, we linked SUMO2 to increased NFAT-activation, 
induction of hypertrophy-associated genes, and increased cellular and cardiac hypertrophy, both, in vitro 
and in vivo. Moreover, we found a direct interaction between SUMO2 and CnA as well as an involvement of 
endogenous SUMO2 in the activation of Cn-NFAT signaling. Surprisingly, we obtained similar results for 
SUMO2 and sumoylation-deficient SUMO2Δ GG in every investigated parameter, which rules out a sole 
sumoylation-dependent effect. We thus propose a mechanism where SUMO2 causes cardiac hypertrophy inde-
pendent of sumoylation by direct interaction with calcineurin A, facilitating its translocation to the nucleus. 
Given the relevance of the calcineurin-NFAT axis in a multitude of cells and organ systems, further investigation 
of this mechanism might also be important in other fields of research such as immunology and cancer biology.

References
1. van Berlo, J. H., Maillet, M. & Molkentin, J. D. Signaling effectors underlying pathologic growth and remodeling of the heart. J Clin 

Invest 123, 37–45, doi: 10.1172/JCI62839 (2013).
2. Molkentin, J. D. et al. A calcineurin-dependent transcriptional pathway for cardiac hypertrophy. Cell 93, 215–228 (1998).
3. Hogan, P. G., Chen, L., Nardone, J. & Rao, A. Transcriptional regulation by calcium, calcineurin, and NFAT. Genes & development 

17, 2205–2232 (2003).
4. Wilkins, B. J. & Molkentin, J. D. Calcium-calcineurin signaling in the regulation of cardiac hypertrophy. Biochemical and biophysical 

research communications 322, 1178–1191, doi: 10.1016/j.bbrc.2004.07.121 (2004).
5. Wilkins, B. J. et al. Calcineurin/NFAT coupling participates in pathological, but not physiological, cardiac hypertrophy. Circ Res 94, 

110–118, doi: 10.1161/01.RES.0000109415.17511.18 01.RES.0000109415.17511.18 (2004).
6. Burkard, N. et al. Targeted proteolysis sustains calcineurin activation. Circulation 111, 1045–1053, doi: 10.1161/01.CIR.0000156458.80515.

F7 (2005).
7. Bueno, O. F. et al. Impaired cardiac hypertrophic response in Calcineurin Abeta -deficient mice. Proc Natl Acad Sci USA 99, 

4586–4591, doi: 10.1073/pnas.072647999 072647999 (2002).
8. Wilkins, B. J. et al. Targeted disruption of NFATc3, but not NFATc4, reveals an intrinsic defect in calcineurin-mediated cardiac 

hypertrophic growth. Mol Cell Biol 22, 7603–7613 (2002).
9. Melchior, F. SUMO–nonclassical ubiquitin. Annual review of cell and developmental biology 16, 591–626, doi: 10.1146/annurev.

cellbio.16.1.591 (2000).
10. Guo, D. et al. A functional variant of SUMO4, a new I kappa B alpha modifier, is associated with type 1 diabetes. Nat Genet 36, 

837–841, doi: 10.1038/ng1391 (2004).
11. Mendler, L., Braun, T. & Müller, S. The Ubiquitin-Like SUMO System and Heart Function From Development to Disease. Circ Res 

118, 132–144 (2016).
12. Kim, K. I. & Baek, S. H. Small ubiquitin-like modifiers in cellular malignancy and metastasis. International review of cell and 

molecular biology 273, 265–311, doi: 10.1016/S1937-6448(08)01807-8 (2009).
13. Geiss-Friedlander, R. & Melchior, F. Concepts in sumoylation: a decade on. Nat Rev Mol Cell Biol 8, 947–956, doi: 10.1038/nrm2293 

(2007).
14. Mossessova, E., Corpina, R. A. & Goldberg, J. Crystal structure of ARF1*Sec7 complexed with Brefeldin A and its implications for 

the guanine nucleotide exchange mechanism. Molecular cell 12, 1403–1411 (2003).
15. Bernier-Villamor, V., Sampson, D. A., Matunis, M. J. & Lima, C. D. Structural basis for E2-mediated SUMO conjugation revealed by 

a complex between ubiquitin-conjugating enzyme Ubc9 and RanGAP1. Cell 108, 345–356 (2002).
16. Huang, W. C., Ko, T. P., Li, S. S. & Wang, A. H. Crystal structures of the human SUMO-2 protein at 1.6 A and 1.2 A resolution: 

implication on the functional differences of SUMO proteins. Eur J Biochem 271, 4114–4122, doi: 10.1111/j.1432-1033.2004.04349.x 
(2004).

17. Saitoh, H. & Hinchey, J. Functional heterogeneity of small ubiquitin-related protein modifiers SUMO-1 versus SUMO-2/3. The 
Journal of biological chemistry 275, 6252–6258 (2000).

18. Wang, J. & Schwartz, R. J. Sumoylation and regulation of cardiac gene expression. Circ Res 107, 19–29, doi: 10.1161/
CIRCRESAHA.110.220491 (2010).

19. Wang, J. Cardiac function and disease: emerging role of small ubiquitin-related modifier. Wiley interdisciplinary reviews. Systems 
biology and medicine 3, 446–457, doi: 10.1002/wsbm.130 (2011).

20. Maejima, Y. & Sadoshima, J. SUMOylation: A Novel Protein Quality Control Modifier in the Heart. Circ Res 115, 686–689, doi: 
10.1161/CIRCRESAHA.114.304989 (2014).

21. Kim, E. Y. et al. Involvement of activated SUMO-2 conjugation in cardiomyopathy. Biochimica et biophysica acta 1852, 1388–1399, 
doi: 10.1016/j.bbadis.2015.03.013 (2015).



www.nature.com/scientificreports/

1 4Scientific RepoRts | 6:35758 | DOI: 10.1038/srep35758

22. Hecker, C. M., Rabiller, M., Haglund, K., Bayer, P. & Dikic, I. Specification of SUMO1- and SUMO2-interacting motifs. J Biol Chem 
281, 16117–16127, doi: 10.1074/jbc.M512757200 (2006).

23. Song, J., Durrin, L. K., Wilkinson, T. A., Krontiris, T. G. & Chen, Y. Identification of a SUMO-binding motif that recognizes SUMO-
modified proteins. Proc Natl Acad Sci USA 101, 14373–14378, doi: 10.1073/pnas.0403498101 (2004).

24. Minty, A., Dumont, X., Kaghad, M. & Caput, D. Covalent modification of p73alpha by SUMO-1. Two-hybrid screening with p73 
identifies novel SUMO-1-interacting proteins and a SUMO-1 interaction motif. J Biol Chem 275, 36316–36323, doi: 10.1074/jbc.
M004293200 (2000).

25. Shen, T. H., Lin, H. K., Scaglioni, P. P., Yung, T. M. & Pandolfi, P. P. The mechanisms of PML-nuclear body formation. Molecular cell 
24, 331–339, doi: 10.1016/j.molcel.2006.09.013 (2006).

26. Lin, D. Y. et al. Role of SUMO-interacting motif in Daxx SUMO modification, subnuclear localization, and repression of sumoylated 
transcription factors. Molecular cell 24, 341–354, doi: 10.1016/j.molcel.2006.10.019 (2006).

27. Suzuki, K., Bose, P., Leong-Quong, R. Y., Fujita, D. J. & Riabowol, K. REAP: A two minute cell fractionation method. BMC research 
notes 3, 294, doi: 10.1186/1756-0500-3-294 (2010).

28. Boerries, M. et al. Ca2+ -dependent interaction of S100A1 with F1-ATPase leads to an increased ATP content in cardiomyocytes. 
Molecular and cellular biology 27, 4365–4373, doi: 10.1128/MCB.02045-06 (2007).

29. Seeger, T. S. et al. Myozap, a novel intercalated disc protein, activates serum response factor-dependent signaling and is required to 
maintain cardiac function in vivo. Circ Res 106, 880–890, doi: CIRCRESAHA.109.213256 10.1161/CIRCRESAHA.109.213256 
(2010).

30. Rangrez, A. Y. et al. Dysbindin is a potent inducer of RhoA-SRF-mediated cardiomyocyte hypertrophy. The Journal of cell biology 
203, 643–656, doi: 10.1083/jcb.201303052 (2013).

31. Grieger, J. C., Choi, V. W. & Samulski, R. J. Production and characterization of adeno-associated viral vectors. Nature protocols 1, 
1412–1428, doi: 10.1038/nprot.2006.20v7 (2006).

32. Hojayev, B., Rothermel, B. A., Gillette, T. G. & Hill, J. A. FHL2 binds calcineurin and represses pathological cardiac growth. 
Molecular and cellular biology 32, 4025–4034, doi: 10.1128/MCB.05948-11 (2012).

33. Kingsbury, T. J. & Cunningham, K. W. A conserved family of calcineurin regulators. Genes & development 14, 1595–1604 (2000).
34. Pfeffer, M. A. & Braunwald, E. Ventricular remodeling after myocardial infarction. Experimental observations and clinical 

implications. Circulation 81, 1161–1172 (1990).
35. Zwadlo, C. & Borlak, J. Disease-associated changes in the expression of ion channels, ion receptors, ion exchangers and Ca(2+ )- 

handling proteins in heart hypertrophy. Toxicology and applied pharmacology 207, 244–256, doi: 10.1016/j.taap.2005.01.005 (2005).
36. Frey, N. & Olson, E. N. Cardiac hypertrophy: the good, the bad, and the ugly. Annu Rev Physiol 65, 45–79, doi: 10.1146/annurev.

physiol.65.092101.142243 092101.142243 (2003).
37. Chang, S., Bezprozvannaya, S., Li, S. & Olson, E. N. An expression screen reveals modulators of class II histone deacetylase 

phosphorylation. Proc Natl Acad Sci USA 102, 8120–8125, doi: 10.1073/pnas.0503275102 (2005).
38. Bagchi, R. A., Mozolevska, V., Abrenica, B. & Czubryt, M. P. Development of a high throughput luciferase reporter gene system for 

screening activators and repressors of human collagen Ialpha2 gene expression. Canadian journal of physiology and pharmacology, 
1–6, doi: 10.1139/cjpp-2014-0521 (2015).

39. Frey, N., Katus, H. A., Olson, E. N. & Hill, J. A. Hypertrophy of the heart: a new therapeutic target? Circulation 109, 1580–1589, doi: 
10.1161/01.CIR.0000120390.68287.BB (2004).

40. Frank, D. et al. Lmcd1/Dyxin, a novel Z-disc associated LIM protein, mediates cardiac hypertrophy in vitro and in vivo. J Mol Cell 
Cardiol 49, 673–682, doi: S0022-2828(10)00246-4 10.1016/j.yjmcc.2010.06.009 (2010).

41. Frey, N., Richardson, J. A. & Olson, E. N. Calsarcins, a novel family of sarcomeric calcineurin-binding proteins. Proc Natl Acad Sci 
USA 97, 14632–14637, doi: 10.1073/pnas.260501097 (2000).

42. Frey, N. et al. Mice lacking calsarcin-1 are sensitized to calcineurin signaling and show accelerated cardiomyopathy in response to 
pathological biomechanical stress. Nat Med 10, 1336–1343 (2004).

43. Liu, J. et al. Calcineurin is a common target of cyclophilin-cyclosporin A and FKBP-FK506 complexes. Cell 66, 807–815 (1991).
44. Yang, J. et al. Independent signals control expression of the calcineurin inhibitory proteins MCIP1 and MCIP2 in striated muscles. 

Circ Res 87, E61–E68 (2000).
45. Fox, D. S. & Heitman, J. Calcineurin-binding protein Cbp1 directs the specificity of calcineurin-dependent hyphal elongation during 

mating in Cryptococcus neoformans. Eukaryot Cell 4, 1526–1538, doi: 4/9/1526 10.1128/EC.4.9.1526-1538.2005 (2005).
46. Sanna, B. et al. Modulatory calcineurin-interacting proteins 1 and 2 function as calcineurin facilitators in vivo. Proc Natl Acad Sci 

USA 103, 7327–7332, doi: 10.1073/pnas.0509340103 (2006).
47. Vega, R. B., Bassel-Duby, R. & Olson, E. N. Control of cardiac growth and function by calcineurin signaling. The Journal of biological 

chemistry 278, 36981–36984, doi: 10.1074/jbc.R300023200 R300023200 (2003).
48. Vega, R. B. et al. Dual roles of modulatory calcineurin-interacting protein 1 in cardiac hypertrophy. Proc Natl Acad Sci USA 100, 

669–674, doi: 10.1073/pnas.0237225100 (2003).
49. Shin, S. Y., Yang, H. W., Kim, J. R., Heo, W. D. & Cho, K. H. A hidden incoherent switch regulates RCAN1 in the calcineurin-NFAT 

signaling network. J Cell Sci 124, 82–90, doi: 124/1/82 10.1242/jcs.076034 (2011).
50. Kho, C. et al. SUMO1-dependent modulation of SERCA2a in heart failure. Nature 477, 601–605, doi: 10.1038/nature10407 (2011).
51. Tilemann, L. et al. SUMO-1 gene transfer improves cardiac function in a large-animal model of heart failure. Science translational 

medicine 5, 211ra159, doi: 10.1126/scitranslmed.3006487 (2013).
52. Zhang, Y. Q. & Sarge, K. D. Sumoylation regulates lamin A function and is lost in lamin A mutants associated with familial 

cardiomyopathies. The Journal of cell biology 182, 35–39, doi: 10.1083/jcb.200712124 (2008).
53. Hisamitsu, T., Nakamura, T. Y. & Wakabayashi, S. Na(+ )/H(+ ) exchanger 1 directly binds to calcineurin A and activates 

downstream NFAT signaling, leading to cardiomyocyte hypertrophy. Molecular and cellular biology 32, 3265–3280, doi: 10.1128/
MCB.00145-12 (2012).

54. Seu, C. S. & Chen, Y. Identification of SUMO-binding motifs by NMR. Methods Mol Biol 497, 121–138, doi: 10.1007/978-1-59745-
566-4_8 (2009).

55. Li, W. et al. Regulation of double-strand break-induced mammalian homologous recombination by UBL1, a RAD51-interacting 
protein. Nucleic Acids Res 28, 1145–1153, doi: gkd225 (2000).

56. Okura, T. et al. Protection against Fas/APO-1- and tumor necrosis factor-mediated cell death by a novel protein, sentrin. J Immunol 
157, 4277–4281 (1996).

57. Mishra, R. K. et al. Dynamin interacts with members of the sumoylation machinery. J Biol Chem 279, 31445–31454, doi: 10.1074/
jbc.M402911200 (2004).

58. Lee, Y. S., Jang, M. S., Lee, J. S., Choi, E. J. & Kim, E. SUMO-1 represses apoptosis signal-regulating kinase 1 activation through 
physical interaction and not through covalent modification. EMBO reports 6, 949–955, doi: 10.1038/sj.embor.7400511 (2005).

59. Rosendorff, A. et al. EBNA3C coactivation with EBNA2 requires a SUMO homology domain. J Virol 78, 367–377 (2004).
60. Zheng, Z. et al. SUMO-3 enhances androgen receptor transcriptional activity through a sumoylation-independent mechanism in 

prostate cancer cells. The Journal of biological chemistry 281, 4002–4012, doi: 10.1074/jbc.M509260200 (2006).
61. Heineke, J. & Ritter, O. Cardiomyocyte calcineurin signaling in subcellular domains: from the sarcolemma to the nucleus and 

beyond. J Mol Cell Cardiol 52, 62–73, doi: 10.1016/j.yjmcc.2011.10.018 (2012).



www.nature.com/scientificreports/

1 5Scientific RepoRts | 6:35758 | DOI: 10.1038/srep35758

62. Hallhuber, M. et al. Inhibition of nuclear import of calcineurin prevents myocardial hypertrophy. Circ Res 99, 626–635, doi: 
10.1161/01.RES.0000243208.59795.d8 (2006).

63. Tatham, M. H. et al. Role of an N-terminal site of Ubc9 in SUMO-1, − 2, and − 3 binding and conjugation. Biochemistry 42, 
9959–9969, doi: 10.1021/bi0345283 (2003).

64. Gong, L., Kamitani, T., Fujise, K., Caskey, L. S. & Yeh, E. T. Preferential interaction of sentrin with a ubiquitin-conjugating enzyme, 
Ubc9. J Biol Chem 272, 28198–28201 (1997).

Acknowledgements
We thank Jutta Krebs, Ulrike Oehl (both University of Heidelberg, Germany), Franziska Dierck and Susanne 
Hille as well as Katharina Stiebeling, Vanessa Mangels and Christin Tannert (all Dept. of Internal Medicine III, 
UKSH, Campus Kiel, Germany) for their outstanding technical assistance. DF, NF, and AYR are supported by the 
DZHK (German Centre for Cardiovascular Research), NF was also supported by the DFG (German Research 
Foundation, grant FR1289/5–1).

Author Contributions
Study conception and design: N.F. and D.F.; Acquisition of data: A.B., A.Y.R., S.K., C.R., T.W., M.E., A.J., S.T.S., 
O.J.M., O.R. and H.A.K.; Analysis and interpretation of data: A.B., A.Y.R., D.F. and N.F.; Drafting of manuscript: 
A.B., A.Y.R. and D.F.; Critical revision: D.F., N.F. and A.Y.R.

Additional Information
Supplementary information accompanies this paper at http://www.nature.com/srep
Competing financial interests: The authors declare no competing financial interests.
How to cite this article: Bernt, A. et al. Sumoylation-independent activation of Calcineurin-NFAT-signaling via 
SUMO2 mediates cardiomyocyte hypertrophy. Sci. Rep. 6, 35758; doi: 10.1038/srep35758 (2016).

This work is licensed under a Creative Commons Attribution 4.0 International License. The images 
or other third party material in this article are included in the article’s Creative Commons license, 

unless indicated otherwise in the credit line; if the material is not included under the Creative Commons license, 
users will need to obtain permission from the license holder to reproduce the material. To view a copy of this 
license, visit http://creativecommons.org/licenses/by/4.0/
 
© The Author(s) 2016

http://www.nature.com/srep
http://creativecommons.org/licenses/by/4.0/

	Sumoylation-independent activation of Calcineurin-NFAT-signaling via SUMO2 mediates cardiomyocyte hypertrophy
	Methods
	Cloning of full length and ΔGG-deletion of SUMO2. 
	Generation of recombinant adenoviruses for recombinant protein expression. 
	Protein preparation. 
	Subcellular fractionation. 
	Immunoblotting. 
	RNA isolation and quantitative real-time PCR. 
	Reporter gene assays. 
	Immunoprecipitation of endogenous proteins. 
	Immunofluorescence microscopy. 
	Cell surface area measurements. 
	Proximity ligation assay. 
	Generation of AAV9-vectors. 
	Animal experiments. 
	AAV9 mediated gene-transfer. 
	Echocardiography. 

	Results
	Screening for Calcineurin-NFAT activators and validation in C2C12 cells. 
	SUMO2 activates Calcineurin-NFAT signaling in NRVCM. 
	SUMO2 induces hypertrophy in NRVCM. 
	SUMO2 mediated activation of calcineurin-signaling and cellular hypertrophy are sumoylation independent. 
	AAV9-mediated gene transfer of SUMO2 or SUMO2ΔGG causes cardiac hypertrophy in mice. 
	SUMO2 directly interacts with CnA. 
	SUMO2 tethers CnA to the nucleus in cardiomyocytes. 

	Discussion
	Acknowledgements
	Author Contributions
	Figure 1.  Screening for Calcineurin-NFAT activators and validation in C2C12 cells.
	Figure 2.  SUMO2 induces hypertrophy in NRVCM.
	Figure 3.  S2 induces hypertrophy in NRVCM.
	Figure 4.  SUMO2 mediated activation of calcineurin-signaling and cellular hypertrophy are sumoylation independent.
	Figure 5.  AAV9-mediated gene transfer of S2 or S2ΔGG causes cardiac hypertrophy in mice.
	Figure 6.  S2 directly interacts with CnA.
	Figure 7.  S2 tethers CnA to the nucleus in cardiomyocytes.



 
    
       
          application/pdf
          
             
                Sumoylation-independent activation of Calcineurin-NFAT-signaling via SUMO2 mediates cardiomyocyte hypertrophy
            
         
          
             
                srep ,  (2016). doi:10.1038/srep35758
            
         
          
             
                Alexander Bernt
                Ashraf Y. Rangrez
                Matthias Eden
                Andreas Jungmann
                Sylvia Katz
                Claudia Rohr
                Oliver J. Müller
                Hugo A. Katus
                Samuel T. Sossalla
                Tatjana Williams
                Oliver Ritter
                Derk Frank
                Norbert Frey
            
         
          doi:10.1038/srep35758
          
             
                Nature Publishing Group
            
         
          
             
                © 2016 Nature Publishing Group
            
         
      
       
          
      
       
          © 2016 The Author(s)
          10.1038/srep35758
          2045-2322
          
          Nature Publishing Group
          
             
                permissions@nature.com
            
         
          
             
                http://dx.doi.org/10.1038/srep35758
            
         
      
       
          
          
          
             
                doi:10.1038/srep35758
            
         
          
             
                srep ,  (2016). doi:10.1038/srep35758
            
         
          
          
      
       
       
          True
      
   




