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Figure S1. Characterization of the 3D bioprinting scaffolds. The implantation cylinder (diameter:
3mm, height: 3mm) was cropped from cube scaffolds (20 *20 *3 mm). (A) GelMA hydrogel
scaffold. (B) PCL scaffold. (C) B-TCP scaffolds.
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Figure S2. Biocompatibility of the hydrogel, PCL and B-TCP scaffolds (BMSC cells). Live and
dead detection of BMSC cocultured with no scaffold (A), hydrogel (B), PCL (C) and B-TCP

scaffolds (D) at 3 days.
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Figure S3. Biocompatibility of the hydrogel, PCL and -TCP scaffolds (HUVEC cells). Live and
dead detection of HUVEC cocultured with no scaffold (A), hydrogel (B), PCL (C) and B-TCP

scaffolds (D) at 3 days.
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Figure S4. Biocompatibility of the hydrogel, PCL and B-TCP scaffolds (RAW264.7 cells). Live
and dead detection of RAW264.7 cocultured with no scaffold (A), hydrogel (B), PCL (C) and

B-TCP scaffolds (D) at 3 days.
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Figure S5. Biocompatibility of the hydrogel, PCL and B-TCP scaffolds (Schwann cells). Live and
dead detection of Schwann cocultured with no scaffold (A), hydrogel (B), PCL (C) and B-TCP

scaffolds (D) at 3 days.



Figure S6.

Figure S6. Image and reconstruction analysis of osteogenesis in vivo. The hydrogel, PCL and
B-TCP scaffolds were implanted into critical size defect model and the new bone were detected
and reconstructed by X ray (A), MicroCT (B) and Imaris (C). (D) Vertical view of 3D bone
construction in control, hydrogel, PCL and B-TCP scaffolds implantation groups at 2 weeks. (E)

Lateral view of 3D bone construction at 2 weeks.
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Figure S7. Reconstruction of B-TCP scaffold and new bone. The B-TCP scaffold implanted group
were scanned by microCT and the results were reconstructed by microCT software. The B-TCP
scaffold and new bone were labelled by yellow and white by density characteristic at 2 weeks (A),

4 weeks (B) and 7 weeks (C).
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Figure S8. KEGG enrichment analysis of DEGs in $-TCP group compared with PCL group. (A)

The top 10 up enrichment KEGG pathways. (B) The top 10 down enrichment KEGG pathways.



Table S1.

Table S1. Primer sequence used for RT-qPCR analysis.

Genes Primer sequence (5-3') NCBI ID
If'|27I2b F TTGGACTCTCCACAATAACCAAC NM 206846.2
Ifi2712b R CTGCTGCAATTCCACCTCC -

Cd5I F GGGGTTGACTGCAACGGAA NM 001025685.1

Cd5IR GGCCATCTACTAGACGCACA -

L_|Irb3a F CCATGCCACTAGGTGGACTG NM 0013139241
Lilrb3a R GAATTTTCCCCGATGTCTTCGT -

Cxcl13 F GGCCACGGTATTCTGGAAGC NM 0010174961
Cxcl13 R GGGCGTAACTTGAATCCGATCTA -

Ccl24 F ATTCTGTGACCATCCCCTCAT NM 001013045.1
Ccl24R TGTATGTGCCTCTGAACCCAC -

Col2al F GGGAATGTCCTCTGCGATGAC NM 012929.1
Col2al R GAAGGGGATCTCGGGGTTG -

Mgp F GGCAACCCTGTGCTACGAAT NM 012862.2

Mgp R CCTGGACTCTCTTTTGGGCTTTA -

Colla2 F GTAACTTCGTGCCTAGCAACA NM 053356.2
Colla2 R CCTTTGTCAGAATACTGAGCAGC -
Colllal F ACAAAACCCCTCGATAGAAGTGA NM 013117.1
ColllalR CTCAGGTGCATACTCATCAATGT - '
Acan F CCTGCTACTTCATCGACCCC XM 032893390.1
Acan R AGATGCTGTTGACTCGAACCT -
Gapdh F AAGTTCAACGGCACAGTCAAG

Gapdh R

ACATACTCAGCACCAGCATCA

NM_017008.4




