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Conclusion.  We are not meeting national vaccination standards set by the American 
Society of Transplantation (AST) for optimal vaccination in this population. Our study can 
inform of possible solutions to increase vaccination rates in this population such as the 
simple addition of a smartphrase within EMR notes to remind providers to order appro-
priate vaccinations and eventually, a more long term solution of creation of a dedicated vac-
cination clinic and/or routine ID pre-transplant evaluations for all transplant candidates. 
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Background.  CMV infection is common post-kidney transplant (KT). 
Valganciclovir (VGC) prophylaxis (Px) has lessened CMV infection among high-risk 
(CMV D+/R-) KT recipients (KTRs), but VGC can induce neutropenia. We quanti-
fied the burden of CMV infection among CMV D+/R- KTRs and healthcare resources 
required to manage these patients (pts).

Methods.  Retrospective study of pts undergoing KT between Jan 2014-Dec 2018. 
Study and control groups (gps) were CMV D+/R- and R+ KTRs, respectively. Standard 
post-KT immunosuppression was tacrolimus and mycophenolate mofetil (MMF). 
D+/R- and R+ KTRs received VGC Px (900  mg/day) for 6 and 3  months (mos), 
respectively.

Results.  Clinical characteristics did not differ between D+/R- (n=131) and R+ 
(n=140) pts. Median VGC Px duration was longer for D+/R- (183 vs 104  days, p< 
.01). Within the first 6 mos post KT, a higher proportion of D+/R- KTRs received 
≥1-course of granulocyte-stimulating factor (G-CSF) (15% vs 6%, p=.02). VGC Px was 
stopped prematurely/intermittently in 20% and 10% of D+/R- and R+, respectively, 
due to neutropenia (p=0.02); corresponding data for stopping MMF for ≥1 mos were 
32% and 21% (p=.05). 50% of D+/R- pts received < 3 mos Px. Leukopenia prompted 
hospitalization in 3% of D+/R- vs 0% of R+ pts (p=.05). CMV infections did not differ 
between gps (7% vs 6%, p=.80); however, VGC-resistant CMV was higher in D+/R- gp 
(3% vs 0%, p=.05). Between 6-12 mos post-KT, D+/R- KTRs had higher rates of CMV 
infection (24% vs 4%,p< .01), VGC resistance (5% vs 0%, p=.01), hospitalization due 
to CMV (11% vs 2%, p=.01), MD intervention (22% vs 2%,p< .01), and infectious dis-
ease (ID) referral (8% vs 2%,p= .04). 57% of CMV resistance was observed in pts who 
prematurely stopped VGC. Hospitalizations were longer for CMV infections in D+/R- 
KTRs (8 vs 1 d, p< .01). There was a trend toward higher rejection for D+/R- KTRs 
(13% vs 6%, p=.09).

Conclusion.  Universal VGC Px in D+/R- KTR remains challenging and 
requires significant resources for monitoring and intervention for neutropenia, 
including MD involvement and ID referral. Intermittent/premature stop of VGC 
may have led to VGC-resistant CMV,and stop of MMF may have led to a trend of 
higher cellular rejection at 1 yr. There is critical need for new CMV agents with a 
better safety profile.
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Background.  Length of stay is not only an indicator of how successful a 
hospitalized patient’s treatment and recovery is, but is also an indicator of fis-
cal costs to the hospital. Hematopoietic stem cell transplants (HSCT) patients 
typically experience extended hospital admissions that can vary significantly 
patient to patient with hospital discharge dependent upon a recovered white 
blood cell count. Recent literature suggests a gut microbial influence on hem-
atopoiesis. We sought to explore potential associations between gut micro-
biome diversity and the length of stay in patients undergoing HSCT in the 
inpatient setting.

Methods.  Within two healthcare systems, we identified patients who would 
receive conditioning chemotherapy and subsequent HSCT in the inpatient setting. 
Pre-chemotherapy stool was collected, sequenced with shotgun metagenomics, 
and analyzed for gut microbial diversity using Inverse-Simpson index. The length 
of admission or length of stay during their transplant process was recorded. We 
assessed whether there was an association with gut microbial diversity and length 
of stay. 

Results.  24 patients we evaluated for diversity and length of stay. There was no 
significant correlation between age or gender and length of stay. Significant difference 
in length of stay was seen between allogenic vs autogenic transplants (p value ≤0.01). 
Within the 24 patients, lengths of stay ranged from 8 to 36 days with a mean average 
of 20.9  days. Gut diversity ranged from 1.8 to 23.9. An overall negative association 
between length of stay and diversity was seen, though this was determined not statis-
tically significant (p value 0.09). 

Length of Stay correlation with pre-chemotherapy Gut Microbiome diversity
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Conclusion.  Our study showed no significant association between gut microbial 
diversity and inpatient length of stay during HSCT. Overall, a trend towards increased 
length of stay in patients with decreased diversity was noted. Additional studies of 
greater participant size are necessary to confirm or further study these findings. 
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Background.  Screening and early detection for the preceding BK polyomavirus 
(BKV) DNAuria and DNAemia to prevent the occurrence of BK polyomavirus BKV-
associated nephropathy (BKPyVAN) among kidney transplant (KT) recipients has not 
been universally utilized and never assessed in a setting where the resource is limited. 
Therefore, we aimed to investigate this entity’s incidence, risk factors, and outcome 
with this intervention at our institution. 

Methods.  A prospective study of KT recipients at a tertiary care transplant 
center in Bangkok, Thailand, was conducted between January 2019 and March 2020. 
All patients underwent preemptive monitoring of urine and plasma BKV DNA load, 
measured by quantitative real-time PCR at 1, 2, 3, 6, 9, and 12 months post-KT. Low- 
and high-level BKV DNAuria was defined as urine BKV DNA load of < and > 7log10 
copies/mL, respectively. Low- and high-level BKV DNAemia was defined as plasma 
BKV DNA load of < and > 4log10 copies/mL, respectively. The incidences were cal-
culated by Kaplan-Meier analysis. The chi-square or student’s T-test compared clinical 
characteristics between those with and without high-level BKV DNAuria as appro-
priate. Risk factors of high-level BKV DNAuria were analyzed using Cox proportional 
hazard model. 

Results.  Among 99 evaluable KT recipients, a mean (SD) age was 42 (11) years, 
64.6% were male, and 69.6% received an induction immunosuppressive therapy. 
Within 12  months post-KT, the incidences of low-level BKV DNAuria, high-level 
BKV DNAuria, low-level BKV DNAemia, and high-level BKV DNAemia were 22.63%, 
13.14%, 9.49%, and 5.11%, respectively. High panel reactive antibody (PRA) was asso-
ciated with high-level BKV DNAuria at 6 and 12 months, (HR 1.02 [95% CI (1.00-
1.04)], P=0.019) and (HR 1.02 [95% CI (1.00-1.04)], P=0.023), respectively. Underlying 
diabetes mellitus was associated with high-level BKV DNAuria (HR 3.49 [95% CI 
(1.28-9.51)], P=0.015) at six months; however, not at 12 months. There was no allo-
graft rejection directly related to a reduction of immunosuppression for BKV infection 
observed. 

Conclusion.  BKPyV infection is also prevalent among KT recipients in a 
resource-limited setting, however, without unfavorable consequence. Those with 
high-level PRA and underlying diabetes could be at risk of high-level BKV DNAuria 
after KT. 
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Background.  Strongyloides stercoralis is endemic in sub-Saharan Africa, Southeast 
Asia, Latin America, and the southeastern United States, particularly Appalachia, 
where Strongyloides seroprevalence approaches 2%. SC is considered a state in which 
Strongyloides is endemic, however the degree of endemnicity is not known. Here we 
define the epidemiology of chronic strongyloidiasis in our state, through data obtained 
via universal screening of heart transplant candidates at our center.

Methods.  This single center retrospective study was performed at a 700 bed 
academic medical center that is the only comprehensive transplant center in SC. All 
adult patients who underwent heart transplant evaluation 1/1/2019 - 12/31/2020 were 
included. Routine pre-transplant evaluation by Transplant Infectious Diseases (TxID) 
was implemented in the heart transplant program in 2015 and universal screening with 
Strongyloides IgG began in late 2018. We assessed demographics, risk factors for ex-
posure to Strongyloides, treatment, and outcomes for seropositive subjects.

Results.  During the study period, 218 patients underwent heart transplant evalu-
ation. Adherence to universal screening was 96.8% (211/218). 187 subjects (88.6%) had 
negative screening results (≤ 0.9 IV) and 24 subjects (11.4%) had equivocal or positive 
screening results (≥ 1.0 IV). Demographics and risk factors for the 24 equivocal/posi-
tive subjects are presented in Table 1. 15 equivocal/positive subjects (66.7%) received 
ivermectin and 9 (33.3%) did not. The majority of untreated patients were declined 
for transplant (8/9) and did not have a TxID evaluation (6/9). One untreated pa-
tient was waitlisted for transplant and has received ivermectin since being identified 
in this study. There were no episodes of hyperinfection or disseminated infection in 
the cohort.

Table 1.  Demographics and risk factors for subjects with equivocal or positive 
Strongyloides IgG

Conclusion.  Universal screening of adult heart transplant candidates at SC’s only 
transplant center detected a Strongyloides seroprevalence rate of 11.4%. The majority 
of subjects with equivocal/positive Strongyloides IgG were born in the US and did not 
have other known risk factors (residence in the Appalachian region of SC, military 
service, overseas travel). These data suggest a high level of endemnicity of strongyl-
oidiasis in SC.
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