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Induction of Inflammation and Fibrosis by Semaphorin 4A 
in Systemic Sclerosis
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Timothy R. Radstake,1 and Samuel García1

Objective. To analyze the potential role of semaphorin 4A (Sema4A) in inflammatory and fibrotic processes in-
volved in the pathology of systemic sclerosis (SSc).

Methods. Sema4A levels in the plasma of healthy controls (n = 11) and SSc patients (n = 20) were determined by 
enzyme-linked immunosorbent assay (ELISA). The expression of Sema4A and its receptors in monocytes and CD4+ 
T cells from healthy controls and SSc patients (n = 6–7 per group) was determined by ELISA and flow cytometry. 
Th17 cytokine production by CD4+ T cells (n = 5–7) was analyzed by ELISA and flow cytometry. The production of 
inflammatory mediators and extracellular matrix (ECM) components by dermal fibroblast cells (n = 6) was analyzed 
by quantitative polymerase chain reaction, ELISA, Western blotting, confocal microscopy, and ECM deposition assay.

Results. Plasma levels of Sema4A, and Sema4A expression by circulating monocytes and CD4+ T cells, were sig-
nificantly higher in SSc patients than in healthy controls (P < 0.05). Inflammatory mediators significantly up-regulated 
the secretion of Sema4A by monocytes and CD4+ T cells from SSc patients (P < 0.05 versus unstimulated SSc 
cells). Functional assays showed that Sema4A significantly enhanced the expression of Th17 cytokines induced by 
CD3/CD28 in total CD4+ T cells as well in different CD4+ T cell subsets (P < 0.05 versus unstimulated SSc cells). 
Finally, Sema4A induced a profibrotic phenotype in dermal fibroblasts from both healthy controls and SSc patients, 
which was abrogated by blocking or silencing the expression of Sema4A receptors.

Conclusion. Our findings indicate that Sema4A plays direct and dual roles in promoting inflammation and fibrosis, 
2 main features of SSc, suggesting that Sema4A might be a novel therapeutic target in SSc.

INTRODUCTION

Systemic sclerosis (SSc) is a severe autoimmune inflammatory 
disease of unknown etiology with high morbidity and mortality rates, 
characterized by activation of the immune system, vascular abnor-
malities, and fibrosis. The resultant skin thickening and stiffness and 
loss of internal organ function leads to profound disability and pre-
mature death (1,2). Fibrosis is marked by the excessive deposition 
of extracellular matrix (ECM) proteins, as well as increased numbers 
of fibroblasts expressing the contractile protein α-smooth muscle 
actin (α-SMA) (3,4). Accumulating evidence has also shown that 

immune responses are deregulated in SSc patients, contributing to 
pathology (5,6). One consequence of this immune deregulation is 
the alteration of T cell homeostasis, with an elevated frequency of 
Th17 cells in SSc patient peripheral blood and skin (7–11). Inter-
leukin-17 (IL-17) is a cytokine involved in many pathologic features 
contributing to SSc pathology, including proinflammatory cytokine 
secretion, monocyte recruitment, and granulocyte–macrophage 
colony-stimulating factor production (12–14).

The semaphorin family is a large group of proteins initially 
described as axonal guidance molecules, but now appreciated 
for their roles in other physiologic and pathologic processes, 
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including the regulation of immune responses, angiogenesis, cell 
migration, and tissue invasion (15,16). Semaphorin 4A (Sema4A) 
is a transmembrane protein that can also be cleaved and released 
into circulation. Both transmembrane and soluble Sema4A bind 
to multiple receptors, the best characterized of which are plexin 
B2, plexin D1, and neuropilin 1 (NRP-1) (17,18). Sema4A is a key 
molecule in the regulation of T cell homeostasis, activation, and 
Th1/2/17 differentiation (18–20). Sema4A deficiency or inhibition 
reduces disease severity in murine models of multiple sclerosis 
(MS) and autoimmune myocarditis, but enhances the severity of 
experimental asthma due to impaired Th1/Th17 differentiation 
and skewing towards a Th2 polarization (19,21–23). Reciprocally, 
serum levels of Sema4A are increased in MS patients and posi-
tively associated with Th17 skewing (23). Thus, Sema4A may play 
a suppressive role in Th2-driven disease while driving Th1- and 
Th17-dependent diseases. Sema4A might also play a direct role 
in fibrosis, inducing collagen contraction by SSc patient lung fibro-
blasts (24). In this study, we examined whether Sema4A signaling 
might serve to connect altered Th17 behavior with fibrotic pro-
cesses in SSc.

MATERIALS AND METHODS

Patients. Blood from patients and sex- and age-matched 
healthy controls was obtained from the University Medical Center 
Utrecht and Maasstad Hospital Rotterdam. All subjects provided 
written informed consent approved by the local institutional med-
ical ethics review boards prior to inclusion in this study. Samples 
and clinical information were treated anonymously immediately 
after collection. Patients fulfilled the American College of Rheuma-
tology/European League Against Rheumatism 2013 classification 
criteria for SSc (25), and the demographic and clinical character-
istics of the patients are detailed in Supplementary Tables 1–3, 
available on the Arthritis & Rheumatology web site at http://onlin​
elibr​ary.wiley.com/doi/10.1002/art.40915/​abstract.

Cell isolation. Peripheral blood mononuclear cells (PBMCs) 
from healthy controls and SSc patients were isolated by Ficoll gradi-
ent (GE Healthcare). Cells were processed for further isolation using 
magnetic beads and an AutoMACS Pro Separator for monocytes 
and CD4+ T cells, according to the manufacturer’s instructions 
(Miltenyi Biotec). Purity was routinely >95% for CD4+ T cells and 
>90% for monocytes, as assessed by flow cytometry. Total CD4+ 
T cells were stained with allophycocyanin (APC)–eFluor 780–con-
jugated anti-CD4 (eBioscience), BV-510–conjugated anti-CD27 
(BioLegend), phycoerythrin (PE)–conjugated anti-CD25, Alexa 
Fluor 647–conjugated anti-CD127, and PE–Cy7–conjugated anti-
CD45RO (BD Biosciences) antibodies. Cell sorting was performed 
on a BD FACSAria III cell sorter (BD Bioscience) to obtain pure pop-
ulations of naive CD4+CD25−CD27+CD45RO−, effector memory 
CD4+CD25−CD27−CD45RO+, and central memory CD4+CD25−
CD27+CD45RO+ T cells (>99% purity).

Flow cytometric analysis. PBMCs were stained with 
Fixable Viability Dye (for dead cell exclusion) (eBioscience), 
antibodies to PE-Cy7–conjugated CD19 (Beckman Coulter), 
APC-conjugated CD1c, APC–eFluor 780–conjugated CD4, PerCP– 
Cy5.5–conjugated CD303, BV785-conjugated CD14, Alexa  
Fluor 700–conjugated CD3 (BioLegend), BV605-conjugated 
HLA–DR, BV711-conjugated CD141, V500-conjugated CD8, 
PE–CF594–conjugated CD56 (BD Biosciences), fluorescein 
isothiocyanate (FITC)–conjugated CD16 (BioConnect), and PE-
conjugated Sema4A and its isotype control (R&D Systems). For 
intracellular staining, PBMCs were first fixed and permeabilized 
using a FoxP3/Transcription Factor Staining Buffer set (eBiosci-
ence). Cells were acquired on an LSRFortessa (BD Biosciences).

CD4+ T cells were stained with Fixable Viability Dye and anti-
bodies to PE-conjugated NRP-1 (Miltenyi Biotec), FITC-conjugated 
plexin D1, APC-conjugated plexin B2, and their respective iso-
type controls (R&D Systems). Alternatively, cells were fixed and  
permeabilized using a FoxP3/Transcription Factor Staining Buffer 
set, and stained with FITC-conjugated IL-17A, APC-conjugated 
IL-22, PerCP–Cy5.5–conjugated interferon-γ (IFNγ) (all from  
eBioscience), BV711-conjugated IL-4, PE-conjugated IL-21, 
and BV421-conjugated tumor necrosis factor (TNF; all from BD  
Biosciences). All data were acquired on an LSRFortessa (BD  
Biosciences). After excluding debris, doublets, and dead cells, 
cell populations were analyzed using FlowJo software (Tree Star). 
(See Supplementary Table 4, available on the Arthritis & Rheu-
matology web site at http://onlin​elibr​ary.wiley.com/doi/10.1002/
art.40915/​abstract, for gating strategy). All flow cytometry data 
are presented as the percentage of positive cells or the change in 
median fluorescence intensity (ΔMFI), where ΔMFI = MFI of posi-
tive staining − MFI of isotype staining.

Monocyte stimulation. Monocytes were cultured 
for 30 minutes in RPMI GlutaMax (ThermoFisher Scientific)  
supplemented with 10% fetal bovine serum (FBS; BioWest) and 
10,000 IU penicillin–streptomycin (ThermoFisher Scientific), and 
then left unstimulated or stimulated with lipopolysaccharide (LPS; 
100 ng/ml), R848 (1 μg/ml), high molecular weight poly(I-C) (5 μg/
ml) (all from InvivoGen), or CXCL4 (5 μg/ml; PeproTech) for 24 
hours. Cells were lysed for messenger RNA (mRNA) expression 
analysis and cell-free tissue culture supernatants were harvested 
for cytokine analysis.

CD4+ T cell stimulation. CD4+ total, naive, central  
memory, or effector memory T cells were activated with 
Dynabeads Human T-Activator CD3/CD28 (ThermoFisher Scien-
tific) at a bead-to-cell ratio of 1:5 in the absence or presence of 
recombinant human Sema4A (200 ng/ml; R&D Systems) for 2–7 
days. Alternatively, CD4+ T cells were preincubated for 1 hour 
with neutralizing antibodies to anti–plexin D1 or NRP-1 (R&D 
Systems) before cell activation and stimulation with Sema4A, as 
described above, for 5 days. For intracellular cytokine staining, 
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phorbol 12-myristate 13-acetate (1 μg/ml), ionomycin (50 ng/ml) 
(both from Sigma-Aldrich) and BD GolgiStop (BD Biosciences) 
were added for the final 4 hours of stimulation. For proliferation 
analysis, CD4+ T cells were labeled with CellTrace Violet (1.5 
μM; ThermoFisher Scientific) prior to culture.

CD4+ T cell transfection. CD4+ T cells were trans-
fected by electroporation using a Neon Transfection System 
(ThermoFisher Scientific). CD4+ T cells were activated with 
Dynabeads Human T-Activator CD3/CD28 at a bead-to-cell 
ratio of 1:5 for 48 hours. Before transfection, Dynabeads 
were removed, and activated CD4+ T cells were transfected 
with plexin B2–specific or scrambled (Sc) nontargeting small 
interfering RNAs (siRNAs) (50 nM; Thermo Scientific) in RPMI 
GlutaMax containing 10% FBS in the presence of Dynabeads 
(bead-to-cell ratio of 1:5) for 24 hours, and experiments 
were performed 4 days after transfection. The efficiency of 
the transfection was >60% for both healthy control and SSc 
CD4+ T cells (Supplementary Figures 1A and B, available on 
the Arthritis & Rheumatology web site at http://onlin​elibr​ary.
wiley.com/doi/10.1002/art.40915/​abstract).

Dermal fibroblast culture and stimulation. SSc der-
mal fibroblasts (n = 6) were isolated from 3–4-mm skin biopsy 
sections obtained from a clinically affected area. Healthy control 
dermal fibroblasts (n = 6) were obtained from skin biopsy sec-
tions as resected material after cosmetic surgery. Dermal fibro-
blast isolation was performed using a whole skin dissociation 
kit (Miltenyi Biotec) following the manufacturer’s instructions, 
and fibroblasts were routinely maintained in Dulbecco’s mod-
ified Eagle’s medium (DMEM; Invitrogen) supplemented with 
10% FBS and 10,000 IU penicillin–streptomycin. Cells were 
used for experiments between passages 3 and 5, and stim-
ulations were performed after overnight starvation in medium 
containing 0.1% FBS. Fibroblasts were left unstimulated or pre-
incubated for 1 hour with neutralizing antibodies to anti–plexin 
D1 or NRP-1 and afterward left unstimulated or stimulated 
with Sema4A (200 ng/ml) for 24–72 hours. Alternatively, condi-
tioned medium from CD4+ T cells was preincubated for 1 hour 
at 37°C in the presence of a neutralizing anti–IL-17A antibody 
(secukinumab 100 ng/ml; kindly provided by Dr. Erik Lubberts, 
Erasmus Medical Center, Rotterdam, The Netherlands) or its 
isotype control (IgG1κ; eBioscience) and applied to fibroblasts 
for 24 hours.

Dermal fibroblast transfection. Dermal fibroblasts were 
transfected using Dharmafect 1 (Thermo Scientific). Plexin B2–
specific or Sc nontargeting siRNAs (50 nM; Thermo Scientific) 
were mixed with Dharmafect 1 prior to transfection for 24 hours. 
Experiments were performed 48–72 hours after transfection. 
The efficiency of the silencing was >60% (Supplementary Figures 
1C and D).

Cytokine measurement. Sema4A (Biomatik), IL-6, IL-8 
(Sanquin), and IL-17A (eBioscience) were measured by enzyme-
linked immunosorbent assay in cell-free supernatants and 
plasma from healthy controls and SSc patients, according to the  
manufacturer’s instructions.

Immunoblotting. Dermal fibroblasts were lysed in Laemmli 
buffer, and protein content was quantified with a BCA Protein 
Assay Kit (Pierce). Equivalent amounts of total protein lysate were 
subjected to electrophoresis on NuPAGE 4–12% Bis-Tris protein 
gels (ThermoFisher Scientific) and proteins were transferred to 
PVDF membranes (Millipore). Membranes were incubated over-
night at 4°C with primary antibodies specific for α-SMA (Sigma), 
vimentin, histone 3 (Cell Signaling Technology), type III collagen 
(Millipore), type VI collagen, and plexin B2 (Abcam). Membranes 
were then washed and incubated in Tris buffered saline–Tween 
containing horseradish peroxidase–conjugated secondary anti-
body. Protein was detected with Lumi-Light Plus Western blot-
ting substrate (Roche Diagnostics) using a ChemiDoc MP System 
(Bio-Rad). Densitometric analysis was performed with Image J 
software. Relative protein expression was normalized to histone 
H3 expression.

Reverse transcriptase–polymerase chain reaction 
(PCR) and quantitative PCR. RNA from monocytes, CD4+ 
T cells, and dermal fibroblasts was isolated using an RNeasy  
kit and RNase-Free DNase set (Qiagen). Total RNA was 
reverse-transcribed using an iScript cDNA Synthesis kit (Bio-
Rad). Duplicate PCR reactions were performed using SYBR 
Green (Applied Biosystems) with a StepOnePlus Real-Time 
PCR system (Applied Biosystems). Complementary DNA was 
amplified using specific primers (Invitrogen) (see Supplemen-
tary Table 5, available on the Arthritis & Rheumatology web 
site at http://onlin​elibr​ary.wiley.com/doi/10.1002/art.40915/​
abstract). Relative levels of gene expression were normalized 
to the housekeeping genes B2M (for monocytes and CD4+ 
T cells) and GAPDH (for fibroblasts). The relative quantity of 
mRNA was calculated using the formula 2−ΔCt × 1,000.

Confocal microscopy. Nunc Lab-Tek II chamber slides 
(ThermoFisher Scientific) were precoated with 0.001% poly-l-
lysine (Sigma-Aldrich), washed with phosphate buffered saline 
(PBS), and air-dried. Dermal fibroblasts were seeded in DMEM 
containing 10% FBS for 24 hours and then incubated overnight 
in DMEM containing 0.1% FBS. Cells were then stimulated with 
Sema4A (200 ng/ml) in DMEM containing 2% FBS and 50 μg/
ml of l-ascorbic acid, and refreshed 48 hours later. After 72 
hours, cells were fixed with 4% paraformaldehyde, washed with 
PBS–1% bovine serum albumin (BSA), and blocked in 5% nor-
mal donkey serum/1% BSA. Cells were incubated with primary 
antibodies specific for type I collagen (SouthernBiotech), type  VI 
collagen (Abcam), and fibronectin (R&D Systems) for 1 hour at 
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room temperature, washed, and incubated with secondary anti-
bodies conjugated with Alexa Fluor 488, Alexa Fluor 594, and 
Alexa Fluor 647 (ThermoFisher Scientific) for 30 minutes at room 
temperature. Finally, cells were incubated with DAPI (Sigma-
Aldrich Chemie) and slides mounted with Mowiol (Sigma-Aldrich 
Chemie). Imaging data were acquired on a Zen2009 LSM 710 
confocal microscope (Zeiss).

Extracellular matrix deposition assay. Black/clear flat-
bottomed imaging plates (96 wells each; Corning) were coated 
with 0.2% gelatin solution for 1 hour at 37°C, washed with  
Dulbecco’s PBS containing 1 mM Ca2+ and 1 mM Mg2+ (DPBS+), 
and incubated with 1% glutaraldehyde for 30 minutes at room 
temperature. Plates were washed again with DPBS+ and incu-
bated for 30 minutes at room temperature with 1M ethanolamine. 
After washing, dermal fibroblasts were seeded, incubated for 24 
hours in complete medium, and starved overnight in DMEM con-
taining 0.1% FBS. Cells were then stimulated with Sema4A (200 
ng/ml) in DMEM containing 2% FBS and 50 μg/ml of l-ascorbic 
acid and refreshed 48 hours later. After 72 hours, cells were lysed 
with 0.5% volume/volume Triton X-100 containing 20 mM NH4OH 
in PBS, and plates were kept at 4°C overnight. Cellular debris 
was removed, and wells were fixed in ice-cold 100% methanol. 
After washing, the ECM was blocked at room temperature with 
1% normal donkey serum (Jackson ImmunoResearch) and incu-
bated with primary antibodies specific for type I collagen, type 
IV collagen, and fibronectin. Afterward, wells were washed, and 
secondary antibodies (IRDye 800CW and IRDye 680RD; Li-Cor) 
were added for 1 hour at room temperature. Plates were meas-
ured using an Odyssey Sa Infrared Imaging System (Li-Cor Bio-
technology).

Statistical analysis. Correlations were analyzed by  
Spearman’s correlation analysis using SPSS software, version 
25. Statistical analysis was performed using Windows GraphPad 
Prism 6 software. Potential differences between experimental 
groups were analyzed by nonparametric test, Wilcoxon’s test, 
Mann-Whitney test, Kruskal-Wallis test, or Friedman’s test, as 
appropriate. P values less than 0.05 were considered significant.

RESULTS

Elevated expression of Sema4A in plasma and 
immune cells from SSc patients. Plasma levels of Sema4A 
were significantly higher in SSc patients than in healthy con-
trols and, interestingly, positively correlated with the severity of 
skin thickening (r = 0.529, P = 0.016) (Figures 1A and B). Since 
Sema4A is a transmembrane protein that can be cleaved and 
released into the circulation (23), we analyzed the intracellu-
lar expression of Sema4A in monocytes, dendritic cells, and 
B and T cells from healthy control and SSc patient periph-
eral blood, to determine if circulating white blood cells might 

contribute to the increased Sema4A expression observed in 
SSc patients. Sema4A expression was significantly higher in 
monocytes from SSc patients compared to healthy controls, 
as was the percentage of monocytes expressing Sema4A 
(Figures  1C and D and Supplementary Figure 2A, available 
on the Arthritis & Rheumatology web site at http://onlin​elibr​
ary.wiley.com/doi/10.1002/art.40915/​abstract). We observed 
similar results in CD4+ T cells, but expression of Sema4A in 
T cells was much lower than that in monocytes. We did not 
find differences in Sema4A expression in the other cell subsets 
analyzed (Supplementary Figures 2B and C). We also analyzed 
the cellular surface expression of Sema4A and found that the 
percentage of Sema4A-positive monocytes was higher in SSc 
patients than in healthy controls. However, CD4+ T cells did 
not express Sema4A on the cell surface and no differences in 
expression were found in the other cell populations (Supple-
mentary Figures 2D and E).

Next, we analyzed whether Sema4A expression was regu-
lated in monocytes by different inflammatory mediators involved in 
the pathogenesis of SSc, namely Toll-like receptor (TLR) agonists 
and CXCL4 (5,26). LPS and R848 did not modulate the expres-
sion of Sema4A (data not shown), but poly(I-C) and CXCL4 sig-
nificantly induced the secretion of Sema4A by monocytes from 
SSc patients (Figure 1E). CD3/CD28-induced CD4+ T cell acti-
vation also induced Sema4A secretion in both healthy controls 
and SSc patients, albeit at lower levels compared to monocytes 
(Figure 1F). Importantly, and consistent with the results of intra-
cellular staining, both basal and stimulated secretion of Sema4A 
were significantly higher in monocytes and CD4+ T cells from SSc 
patients than those from healthy controls. Taken together, these 
data demonstrate that Sema4A expression is deregulated in SSc 
patient monocytes and, to a lesser extent, CD4+ T cells.

Increased frequency of CD4+ T cells expressing 
plexin B2 in SSc patients. Since Sema4A plays a key role in the  
homeostasis and activation of CD4+ T cells (19,20), we deter-
mined the expression of the best-characterized Sema4A receptors 
in healthy control and SSc patient CD4+ T cells. NRP-1 was not 
expressed by CD4+ T cells (data not shown) and plexin D1 expres-
sion was similar between healthy controls and SSc patients. How-
ever, the percentage of CD4+ T cells expressing plexin B2 protein 
was significantly higher in SSc patients (Figure 1G). CD4+ T cells 
comprise different cell subsets (naive, effector, effector memory, 
and central memory CD4+ T cells) and, consistent with previous 
observations (27), frequencies of naive and central memory subsets  
were significantly altered in SSc patients (Supplementary Figures 
3A and B, available on the Arthritis & Rheumatology web site at 
http://onlin​elibr​ary.wiley.com/doi/10.1002/art.40915/​abstract). 
Therefore, we analyzed the expression of Sema4A receptors in 
these cell populations. Again, NRP-1 was not expressed in any 
population (data not shown) and we did not find differences in the 
expression of plexin D1. However, we observed a higher frequency 
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of plexin B2–positive cells in the naive and effector memory CD4+ 
T cell populations (Figure 1H).

We next determined the effect of CD4+ T cell activation on 
the expression of the Sema4A receptors. CD3/CD28 stimula-
tion did not affect the expression of plexin D1, but significantly 
increased the percentage of cells expressing plexin B2 and NRP-1 

(Figures 1I and Supplementary Figures 3C and D). Additionally, we 
found a trend toward a higher frequency of plexin B2–positive and 
NRP-1–positive cells in SSc patients compared to healthy con-
trols, although the differences were not significant. The induction 
of plexin B2 and NRP-1 was not specific to any of the CD4+ T cell 
subsets (Supplementary Figure 3E).

Figure 1.  Semaphorin 4A (Sema4A) is elevated in plasma, monocytes, and CD4+ T cells from patients with systemic sclerosis (SSc) and is 
induced by inflammatory stimuli. A, Sema4A levels in plasma from healthy controls (HC; n = 11) and SSc patients (n = 20). Data are shown as 
box plots. Each box represents the 25th to 75th percentiles. Lines inside the boxes represent the median. Lines outside the boxes represent 
the 10th and 90th percentiles. B, Correlation between Sema4A plasma levels and the modified Rodnan skin thickness score (MRSS). C and D, 
Intracellular Sema4A expression in monocytes and CD4+ T cells from healthy controls (n = 6) and SSc patients (n = 6). Data are shown as the 
change in median fluorescence intensity (ΔMFI) (C) or the percentage of positive cells (D). E, Expression of Sema4A protein by monocytes from 
healthy controls and SSc patients (n = 6 per group). Cells were stimulated with poly(I-C) or CXCL4 for 48 hours. F, Expression of Sema4A protein 
by CD4+ T cells from healthy controls and SSc patients (n = 6 per group). Cells were stimulated with CD3/CD28 Dynabeads for 5 days. G, Surface 
expression of plexin D1 and plexin B2 in CD4+ T cells from healthy controls and SSc patients. Circles represent individual subjects; horizontal 
lines and error bars show the mean ± SEM. H, Surface expression of plexin D1 and plexin B2 in CD4+ T cell subsets from healthy controls 
and SSc patients (n = 7 per group). I, Surface expression of plexin D1, plexin B2, and neuropilin 1 (NRP-1) in total CD4+ T cells from healthy 
controls and SSc patients (n = 7 per group). Cells were stimulated with CD3/CD28 Dynabeads. In C–F, H, and I, bars show the mean ± SEM.   
* = P < 0.05; ** = P < 0.01; *** = P < 0.001 for the indicated comparisons. ## = P < 0.05 versus healthy control samples stimulated with 
poly(I-C); $$ = P < 0.05 versus healthy control samples stimulated with CXCL4.
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Sema4A enhances production of Th17 cytokines 
by CD4+ T cells. Mouse studies have shown that Sema4A is 
involved in Th17 skewing (21–23). We therefore analyzed the 
functional consequences of Sema4A ligation on the human pro-
duction of Th17 cytokines. Sema4A did not affect cell viability 
or proliferation in response to CD3/CD28 stimulation of CD4+ 

T cells from either healthy controls or SSc patients (Supplemen-
tary Figures 4A and B, available on the Arthritis & Rheumatology 
web site at http://onlin​elibr​ary.wiley.com/doi/10.1002/art.40915/​
abstract). However, in both healthy controls and SSc patients, 
Sema4A enhanced IL-17 secretion induced by CD3/CD28 stim-
ulation, as  well the frequency of IL-17–positive, IL-21–positive, 

Figure 2.  Semaphorin 4A (Sema4A)–induced Th17 cytokine production in CD4+ T cells. A and B, Interleukin-17 (IL-17) secretion (A) and 
intracellular levels of IL-17, IL-21, and IL-22 (B) in total CD4+ T cells and different CD4+ T cell subsets from healthy controls (HCs) and patients 
with systemic sclerosis (SSc). Cells were activated with CD3/CD28 Dynabeads in the absence or presence of Sema4A for 5 days (for total CD4+ 
T cells), 7 days (for naive CD4+ T cells), or 2 days (for effector memory and central memory CD4+ T cells). C, Secretion of IL-17 by total CD4+ T 
cells from SSc patients following 5 days of activation with CD3/CD28 Dynabeads in the absence or presence of Sema4A, which had previously 
been incubated for 1 hour with increasing concentrations of blocking anti–plexin D1 or anti–neuropilin 1 (anti–NRP-1) antibodies or after plexin B2 
silencing. In A and C, bars show the mean ± SEM of 5–7 independent experiments. In B, symbols represent individual subjects. * = P < 0.05; *** = 
P < 0.001 for the indicated comparisons. $ = P < 0.05 versus CD3/CD28-activated cells from healthy controls; # = P < 0.05; ## = P < 0.01, versus 
CD3/CD28-activated, Sema4A-treated cells from healthy controls in A and versus medium or scrambled (Sc) small interfering RNA (siRNA) in C.
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and IL-22–positive cells (Figures  2A and B and Supplementary 
Figure 4C). In contrast, Sema4A did not regulate the expression 
of Th1 and Th2 cytokines (Supplementary Figure 5, available on 
the Arthritis & Rheumatology web site at http://onlin​elibr​ary.wiley.
com/doi/10.1002/art.40915/​abstract). Effects of Sema4A on T 
cell cytokine production were not due to differences in healthy 
control and SSc patient T cell subset frequencies, since Sema4A 
enhanced the secretion of the production of IL-17, IL-21, and IL-
22 induced by CD3/CD28 in naive, effector memory, and central 
memory T cell subsets from healthy controls and SSc patients 
(Figures 2A and B), while not affecting the production of Th1 and 
Th2 cytokines (Supplementary Figure 5). Importantly, the pro-
duction of IL-17 was significantly higher in total, naive, and effec-
tor memory CD4+ T cells from SSc patients than in those from 
healthy controls.

We next determined the effect of blocking the expression 
of Sema4A receptors on Sema4A-induced production of Th17 
cytokines in total CD4+ T cells from healthy controls and SSc 
patients. The blocking of plexin D1 and NRP-1 with specific anti-
bodies, and the silencing of plexin B2 expression with siRNA, 
significantly reduced Sema4A-induced secretion of IL-17, as well 
Sema4A-enhanced frequency of IL-17–positive, IL-21–positive, 
and IL-22–positive cells in both healthy controls and SSc patients 
(Figure 2C and Supplementary Figures 6 and 7, available on the 

Arthritis & Rheumatology web site at http://onlin​elibr​ary.wiley.com/
doi/10.1002/art.40915/​abstract). Notably, this reduction was also 
observed in the absence of exogenous Sema4A. Since antibody 
blocking and cell transfection did not affect CD4+ T cell viability or 
proliferation (data not shown), this effect is likely due to the endog-
enous secretion of Sema4A by CD4+ T cells (Figure 1F).

Sema4A directs fibroblast activation via IL-17 
production by CD4+ T cells. Several studies have implicated 
IL-17 in SSc inflammatory and fibrotic processes (7–11). To deter-
mine if the enhanced IL-17 production induced by Sema4A was 
sufficient to induce biologic responses, we stimulated dermal 
fibroblasts from healthy controls with the conditioned medium of 
CD4+ T cells, previously preincubated with an anti–IL-17 antibody 
or its isotype control, and analyzed fibroblast expression of mRNA 
for ECM components and inflammatory mediators. Compared to 
the conditioned medium of unstimulated CD4+ T cells, the condi-
tioned medium of CD4+ T cells stimulated with CD3/CD28 alone 
or in combination with Sema4A did not modulate the expression 
of mRNA for COL1A1, COL3A1, or FN1 (Figure 3A).  However, 
the conditioned medium of activated CD4+ T cells significantly 
induced expression of mRNA for IL6, IL8, PTGS2, CCL2, CCL20, 
and CXCL2, and the secretion of IL-6 and IL-8 proteins, compared 
to the conditioned medium of unstimulated cells. Importantly, the 

Figure 3.  Semaphorin 4A (Sema4A) orchestrates fibroblast activation via interleukin-17 (IL-17) production by CD4+ T cells. A and B, Expression 
of mRNA for extracellular matrix components (A) and inflammatory mediators (B) in skin fibroblasts from healthy controls. Cells were incubated 
for 24 hours with conditioned medium of activated CD4+ T cells in the absence or presence of Sema4A, which had previously been incubated for 
1 hour with an anti–IL-17 antibody or its isotype control. C, Expression of IL-6 and IL-8 protein (ng/ml) by skin fibroblasts from healthy controls. 
Cells were incubated for 24 hours with conditioned medium of activated CD4+ T cells in the absence or presence of Sema4A, which had 
previously been incubated for 1 hour with an anti–IL-17 antibody or its isotype control. Bars show the mean ± SEM of 7 independent experiments.  
* = P < 0.05 for the indicated comparisons. # = P < 0.05; ## = P < 0.01; ### = P < 0.001 versus medium.
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expression of these mediators was significantly enhanced by the 
conditioned medium of CD4+ T cells activated in the presence 
of Sema4A and was significantly inhibited when supernatants 
were preincubated with anti–IL-17 antibody (Figures 3B and C). 
Taken together, these results suggest that Sema4A-induced IL-17 
expression by T cells is partially responsible for dermal fibroblast 
expression of inflammatory mediators.

Sema4A induces a profibrotic phenotype in 
dermal fibroblasts. Since Sema4A can modulate collagen 
contraction by lung fibroblasts (24), we analyzed the poten-
tial profibrotic effect of Sema4A on skin fibroblasts. Sema4A 
up-regulated, in a time-dependent manner, the expression 
of mRNA for various ECM components involved in fibrotic 
processes, such as COL1A1, COL1A2, COL3A1, COL4A1, 
COL6A1, VIM, FN1, and ACTA2, the gene that encodes the 
myofibroblast marker α-SMA, in fibroblasts from both healthy 
controls and SSc patients (Figure  4A). Protein analysis 
confirmed these results, as Sema4A induced the expression 
of type III collagen, type VI collagen, vimentin, and α-SMA 
(Figure  4B). Sema4A also induced the production of type I 
collagen, type IV collagen, and fibronectin by both healthy 

control and SSc dermal fibroblasts (Figure 4C). ECM deposi-
tion analysis confirmed these findings and also demonstrated 
that the deposition of type I collagen and fibronectin was sig-
nificantly higher in SSc fibroblasts than healthy control fibro-
blasts (Figure 4D).

Finally, we analyzed the effect of the inhibition of Sema4A 
signaling on the production of ECM components by SSc 
fibroblasts. Neutralization of NRP-1 did not affect the expres-
sion of mRNA for these components in Sema4A-stimulated 
fibroblasts (Supplementary Figure 8, available on the Arthri-
tis & Rheumatology web site at http://onlin​elibr​ary.wiley.com/
doi/10.1002/art.40915/​abstract). However, plexin D1 neutrali-
zation or plexin B2 silencing significantly suppressed expres-
sion of mRNA for COL1A1, COL1A2, COL3A1, COL6A1, 
VIM, FN1, and ACTA2 (Figures 5A and D), and the expression 
of type III collagen, type VI collagen, vimentin, and α-SMA 
protein in SSc patient fibroblasts (Figures  5B, C, E, and F).  
The lack of effect of NRP-1 was not due to differences in the 
expression levels of plexin D1, plexin B2, and NRP-1, as all 3 
receptors were detected in dermal fibroblasts from both healthy 
controls and SSc patients. We did not find differences in the 
expression of mRNA for these receptors between healthy con-

Figure 4.  Semaphorin 4A (Sema4A)–induced expression and deposition of extracellular matrix (ECM) components. A, Expression of mRNA 
for ECM components by skin fibroblasts from healthy controls (HCs) and patients with systemic sclerosis (SSc). Cells were stimulated with 
Sema4A (200 ng/ml) for 24, 48, or 72 hours. Bars show the mean ± SEM of 6 independent experiments. B, Representative immunoblots 
showing expression of type VI collagen (Col VI), type III collagen, vimentin, and α-smooth muscle actin (α-SMA) protein in skin fibroblasts from 
healthy controls and SSc patients. Cells were stimulated with Sema4A for 72 hours. C and D, Type I collagen, type IV collagen, and fibronectin 
1 (FN1) production (C) and deposition (D) by skin fibroblasts from healthy controls and SSc patients. Cells were stimulated with Sema4A for 7 
days. Images in C are representative of 4 independent experiments. Original magnification × 20. Symbols in D represent individual subjects.  
* = P < 0.05; ** = P < 0.01; *** = P < 0.001 for the indicated comparisons. # = P < 0.05 versus unstimulated healthy control fibroblasts.
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trols and SSc patients, but Sema4A up-regulated the expres-
sion of mRNA for PLXND1, PLXNB2, and NRP1 in fibroblasts 
from both healthy controls and SSc patients (Supplemen-
tary Figure 9, available on the Arthritis & Rheumatology web 
site at http://onlin​elibr​ary.wiley.com/doi/10.1002/art.40915/​
abstract), suggesting that Sema4A might further enhance its 
profibrotic effect via the up-regulation of its receptors. Taken 
together, these data demonstrate that Sema4A directly induces 
profibrotic gene expression in healthy control and SSc dermal 
fibroblasts, dependent on signaling mediated by plexin D1 and 
plexin B2.

DISCUSSION

Herein, we demonstrated that Sema4A plays an essential 
role in inflammation and fibrosis, 2 main aspects of SSc pathology. 
Sema4A induces inflammation in an IL-17–dependent manner 
and directly induces a profibrotic phenotype in dermal fibroblasts 
(Figure  6). Abnormal activation of monocytes and T cells con-
tributes to the ongoing inflammation observed in SSc patients 
(1,5,6,28,29). We found that plasma levels of Sema4A were ele-
vated in SSc patients, similar to other autoimmune diseases such 
as rheumatoid arthritis and MS (23,30), and identified periph-

Figure 5.  Plexin D1 blocking and plexin B2 silencing abrogate semaphorin 4A (Sema4A)–induced expression of extracellular matrix (ECM) 
components. A and B, Expression of mRNA for ECM components (A) and representative immunoblots showing expression of type VI collagen 
(Col VI), type III collagen, vimentin, and α-smooth muscle actin (α-SMA) protein (B) by skin fibroblasts from patients with systemic sclerosis 
(SSc). Cells were stimulated with Sema4A for 72 hours after 1 hour of preincubation with blocking anti–plexin D1 antibody or its isotype control. 
C, Densitometric analysis of type III collagen, type VI collagen, vimentin, and α-SMA protein expression. Data were normalized to histone H3 
expression. D and E, Expression of mRNA for ECM components (D) and representative immunoblots showing expression of type VI collagen, 
type III collagen, vimentin, and α-SMA protein (E) by skin fibroblasts from SSc patients. Cells were stimulated with Sema4A for 72 hours 
after plexin B2 silencing. F, Densitometric analysis of type III collagen, type VI collagen, vimentin, and α-SMA protein expression. Data were 
normalized to histone H3 expression. In A, C, D, and F, bars show the mean ± SEM of 5–6 independent experiments. In B and E, results 
are representative of 5–6 independent experiments. * = P < 0.05; ** = P < 0.01; *** = P < 0.001 for the indicated comparisons. # = P < 0.05;  
## = P < 0.01; ### = P < 0.001, versus isotype control or unstimulated scrambled (Sc) small interfering RNA (siRNA)–transfected cells.
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eral blood monocytes and CD4+ T cells as potential sources of 
Sema4A in SSc patients. Importantly, poly(I-C), a TLR-3 agonist, 
(31) and CXCL4, both important to the pathology of SSc (26), 
induced Sema4A secretion by circulating monocytes. CD3/CD28-
mediated activation of CD4+ T cells also induced the secretion of 
Sema4A, as well as the surface expression of its receptors plexin 
B2 and NRP-1. Taken together, these results demonstrate that 
regulated expression of Sema4A and its receptors is disrupted in 
circulating SSc patient immune cells.

Previous mouse studies have demonstrated that Sema4A 
mediates Th17 skewing, and elevated serum levels of Sema4A in 
MS patients are positively associated with Th17 skewing (21–23). 
In this study we directly demonstrated a requisite role for Sema4A 
in the production of Th17, but not Th1 or Th2 cytokines, by 
human CD4+ T cells. In contrast with our observation, Sema4A 
was recently reported to induce proliferation and Th2 polarization 
in human CD4+ T cells (32). These differences may be attributed 
to the different recombinant Sema4A protein used, the different 
manner of CD4+ T cell activation and proliferation, and the use of 
CD4+ T cells from adult blood buffy coats. The effect of Sema4A 
on Th17 cytokine production was not considered in that study 
and therefore cannot be directly compared with our results. The 
effect of Sema4A on Th17 cytokine production was not restricted 
to a specific CD4+ T cell population, as we observed a similar 
induction of Th17 cytokines in naive, central memory, and effector 

memory populations. Importantly, Sema4A-induced IL-17 secre-
tion was significantly higher in SSc patients, likely due to elevated 
expression of the receptors plexin B2 and NRP-1 by resting and 
activated SSc patient CD4+ T cells.

Inhibition of Sema4A signaling, through the blocking of 
the receptors NRP-1 and plexin D1, or the silencing of plexin 
B2, drastically reduced Th17 cytokine secretion. Notably, 
this effect was also observed in the absence of exogenous 
Sema4A, suggesting that CD4+ T cell production of Sema4A 
induces the expression of Th17 cytokines in an autocrine/ 
paracrine manner. Sema4A can bind to different receptors in a 
cell type–dependent manner. Plexin D1 is the Sema4A recep-
tor in macrophages, while Sema4A binds to plexin B2 in CD8+ 
T cells and to NRP-1 in Treg cells (33–35). Our results show 
that all 3 of these receptors are involved in Sema4A signaling 
in CD4+ T cells, although the highest inhibition of Sema4A-
induced Th17 cytokine production was observed after the 
blocking of plexin D1. This finding might be explained sim-
ply by the fact that the percentage of CD4+ T cells express-
ing plexin D1 is much higher than those expressing plexin 
B2 and NRP-1, but we cannot rule out the potential differ-
ential blocking efficiency of antibodies used, residual expres-
sion of plexin B2 following gene silencing, or involvement of 
immunoglobulin-like transcript 4, a recently identified Sema4A 
receptor in CD4+ T cells (32).

Figure 6.  Schematic overview of the inflammatory and fibrotic roles of semaphorin 4A (Sema4A) in the pathogenesis of systemic sclerosis 
(SSc). Sema4A is elevated in the plasma of SSc patients, due to increased production by monocytes and, to a lesser extent, CD4+ T cells. 
In CD4+ T cells, Sema4A enhances the production of Th17 cytokines induced by CD3/CD28, and secreted interleukin-17 (IL-17) induces 
the production of inflammatory mediators and chemokines in dermal fibroblasts. Sema4A also plays a direct role in fibrosis by inducing the 
production of extracellular matrix components and the expression of the myofibroblast marker α-smooth muscle actin (α-SMA) in dermal 
fibroblasts. NRP-1 = neuropilin 1; Col I = type I collagen; COX-2 = cyclooxygenase 2.
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To date, the role of IL-17 in SSc fibrotic processes has 
been uncertain, as mouse studies have shown that IL-17 
plays a profibrotic role that was not observed in isolated 
human fibroblasts (36–39). In this study, we observed that 
IL-17 failed to modulate fibroblast expression of the ECM 
components examined, confirming that IL-17 does not 
induce a fibrotic phenotype in SSc fibroblasts. Instead, IL-
17 can enhance dermal fibroblast expression of inflamma-
tory mediators that are elevated in SSc patients and play 
an important role in disease pathology, including IL-6, IL-
8, cyclooxygenase 2 (COX-2), CCL2, CCL20, and CXCL2 
(1,40,41). Neutralization of IL-17 did not completely abrogate 
fibroblast production of inflammatory mediators in response 
to conditioned T cell supernatants, suggesting that other T 
cell cytokines are also involved in fibroblast activation. In this 
regard, IL-22 enhances TNF-induced expression of chemok-
ines by healthy control and SSc dermal fibroblasts (42,43). 
Also, other mediators not regulated by Sema4A, such as TNF 
and IFNγ, are strong activators of dermal fibroblasts (43–45). 
However, this effect was not due to the Sema4A present in 
the supernatants, as the blocking of plexin D1 did not influ-
ence the expression of inflammatory mediators (Supplemen-
tary Figure 10, available on the Arthritis & Rheumatology web 
site at http://onlin​elibr​ary.wiley.com/doi/10.1002/art.40915/​
abstract).

Our results suggest that Sema4A plays a role in SSc 
pathology, through the induction of IL-17 by CD4+ T cells, 
which promote fibroblast expression of inflammatory media-
tors. Fibroblasts are also key contributors to fibrosis in SSc, and 
their activation in affected tissue leads to their differentiation into 
α-SMA–expressing myofibroblasts and excessive deposition 
of ECM components (4,46–48). In the present study, we found 
that Sema4A induced the expression of ECM components 
and α-SMA by healthy control and SSc patient dermal fibro-
blasts, effects mediated by the receptors plexin D1 and plexin 
B2. In conclusion, in this study we have identified Sema4A as 
a key mediator of Th17 production and fibrosis, and blocking 
Sema4A signaling might suppress both pathologic processes in 
SSc, a complex and heterogeneous disease for which currently  
available therapies can only treat organ manifestations and no 
antifibrotic drugs have yet to be approved (49,50).

AUTHOR CONTRIBUTIONS

All authors were involved in drafting the article or revising it criti-
cally for important intellectual content, and all authors approved the final 
version to be published. Dr. García had full access to all of the data in 
the study and takes responsibility for the integrity of the data and the 
accuracy of the data analysis.
Study conception and design. Carvalheiro, Affandi, Marut, Reedquist, 
Radstake, García.
Acquisition of data. Carvalheiro, Affandi, Malvar-Fernández, Dullemond, 
Cossu, Ottria, Mertens, Giovannone, Bonte-Mineur, Kok, García.
Analysis and interpretation of data. Carvalheiro, Affandi, Malvar-
Fernández, García.

REFERENCES
	1.	 Gabrielli A, Avvedimento EV, Krieg T. Scleroderma. N Engl J Med 

2009;360:1989–2003.

	2.	 Denton CP, Khanna D. Systemic sclerosis. Lancet 2017;390:1685–99.

	3.	 Pattanaik D, Brown M, Postlethwaite BC, Postlethwaite AE. Patho-
genesis of systemic sclerosis. Front Immunol 2015;6:272.

	4.	 Ebmeier S, Horsley V. Origin of fibrosing cells in systemic sclerosis. 
Curr Opin Rheumatol 2015;27:555–62.

	5.	 Van Bon L, Cossu M, Radstake TR. An update on an immune sys-
tem that goes awry in systemic sclerosis. Curr Opin Rheumatol 
2011;23:505–10.

	6.	 Lafyatis R, York M. Innate immunity and inflammation in systemic 
sclerosis. Curr Opin Rheumatol 2009;21:617–22.

	7.	 Radstake TR, van Bon L, Broen J, Hussiani A, Hesselstrand R, 
Wuttge DM, et al. The pronounced Th17 profile in systemic sclerosis 
(SSc) together with intracellular expression of TGFβ and IFNγ distin-
guishes SSc phenotypes. PLoS One 2009;4:e5903.

	8.	 Rodríguez-Reyna TS, Furuzawa-Carballeda J, Cabiedes J, 
Fajardo-Hermosillo LD, Martínez-Reyes C, Díaz-Zamudio M, et al. 
Th17 peripheral cells are increased in diffuse cutaneous system-
ic sclerosis compared with limited illness: a cross-sectional study. 
Rheumatol Int 2012;32:2653–60.

	9.	 Zhou Y, Hou W, Xu K, Han D, Jiang C, Mou K, et al. The elevated ex-
pression of Th17-related cytokines and receptors is associated with skin 
lesion severity in early systemic sclerosis. Hum Immunol 2015;76:22–9.

	10.	Truchetet ME, Brembilla NC, Montanari E, Lonati P, Raschi E, Zeni S, 
et al. Interleukin-17A+ cell counts are increased in systemic sclerosis 
skin and their number is inversely correlated with the extent of skin 
involvement. Arthritis Rheum 2013;65:1347–56.

	11.	Yang X, Yang J, Xing X, Wan L, Li M. Increased frequency of Th17 
cells in systemic sclerosis is related to disease activity and collagen 
overproduction. Arthritis Res Ther 2014;16:R4.

	12.	Fossiez F, Djossou O, Chomarat P, Flores-Romo L, Ait-Yahia S, 
Maat C, et al. T cell interleukin-17 induces stromal cells to pro-
duce proinflammatory and hematopoietic cytokines. J Exp Med 
1996;183:2593–603.

	13.	Onishi RM, Gaffen SL. Interleukin-17 and its target genes: 
mechanisms of interleukin-17 function in disease. Immunology 
2010;129:311–21.

	14.	Gonçalves RS, Pereira MC, Dantas AT, de Almeida AR, Marques 
CD, Rego MJ, et al. IL-17 and related cytokines involved in systemic 
sclerosis: perspectives. Autoimmunity 2018;51:1–9.

	15.	Worzfeld T, Offermanns S. Semaphorins and plexins as therapeutic 
targets. Nat Rev Drug Discov 2014;13:603–21.

	16.	Nishide M, Kumanogoh A. The role of semaphorins in immune re-
sponses and autoimmune rheumatic diseases. Nat Rev Rheumatol 
2018;14:19–31.

	17.	Nkyimbeng-Takwi E, Chapoval SP. Biology and function of neuroim-
mune semaphorins 4A and 4D. Immunol Res 2011;50:10–21.

	18.	Ito D, Kumanogoh A. The role of Sema4A in angiogenesis, immune 
responses, carcinogenesis, and retinal systems. Cell Adh Migr 
2016;10:692–9.

	19.	Kumanogoh A, Marukawa S, Suzuki K, Takegahara N, Watanabe 
C, Ch’ng E, et al. Class IV semaphorin Sema4A enhances T-cell 
activation and interacts with Tim-2. Nature 2002;419:629–33.

	20.	Kumanogoh A, Shikina T, Suzuki K, Uematsu S, Yukawa K, 
Kashiwamura SI, et al. Nonredundant roles of Sema4A in the im-
mune system: Defective T cell priming and Th1/Th2 regulation in 
Sema4A-deficient mice. Immunity 2005;22:305–16.

	21.	Makino N, Toyofuku T, Takegahara N, Takamatsu H, Okuno T, 
Nakagawa Y, et al. Involvement of Sema4A in the progression of ex-
perimental autoimmune myocarditis. FEBS Lett 2008;582:3935–40.

http://onlinelibrary.wiley.com/doi/10.1002/art.40915/abstract
http://onlinelibrary.wiley.com/doi/10.1002/art.40915/abstract


CARVALHEIRO ET AL 1722       |

	22.	Morihana T, Goya S, Mizui M, Yasui T, Prasad DV, Kumanogoh A, et 
al. An inhibitory role for Sema4A in antigen-specific allergic asthma. 
J Clin Immunol 2013;33:200–9.

	23.	Nakatsuji Y, Okuno T, Moriya M, Sugimoto T, Kinoshita M, 
Takamatsu H, et al. Elevation of Sema4A implicates Th cell skewing 
and the efficacy of IFN-β therapy in multiple sclerosis. J Immunol 
2012;188:4858–65.

	24.	Peng HY, Gao W, Chong FR, Liu HY, Zhang JI. Semaphorin 4A en-
hances lung fibrosis through activation of Akt via PlexinD1 receptor. 
J Biosci 2015;40:855–62.

	25.	Van Den Hoogen F, Khanna D, Fransen J, Johnson SR, Baron M, 
Tyndall A, et al. 2013 classification criteria for systemic sclerosis: 
an American College of Rheumatology/European League Against 
Rheumatism collaborative initiative. Arthritis Rheum 2013;65: 
2737–47.

	26.	Van Bon L, Affandi AJ, Broen J, Christmann RB, Marijnissen RJ, 
Stawski L, et al. Proteome-wide analysis and CXCL4 as a biomarker 
in systemic sclerosis. N Engl J Med 2014;370:433–43.

	27.	Papp G, Horvath IF, Barath S, Gyimesi E, Sipka S, Szodoray 
P, et al. Altered T-cell and regulatory cell repertoire in patients 
with diffuse cutaneous systemic sclerosis. Scand J Rheumatol 
2011;40:205–10.

	28.	Chizzolini C, Brembilla NC, Montanari E, Truchetet ME. Fibrosis 
and immune dysregulation in systemic sclerosis. Autoimmun Rev 
2011;10:276–81.

	29.	Brembilla NC, Chizzolini C. T cell abnormalities in systemic sclerosis 
with a focus on Th17 cells. Eur Cytokine Netw 2012;23:128–39.

	30.	Wang L, Song G, Zheng Y, Tan W, Pan J, Zhao Y, et al. Expression of 
semaphorin 4A and its potential role in rheumatoid arthritis. Arthritis 
Res Ther 2015;17:227.

	31.	Farina GA, York MR, Di Marzio M, Collins CA, Meller S, Homey B, 
et al. Poly(I:C) drives type I IFN- and TGFβ-mediated inflammation 
and dermal fibrosis simulating altered gene expression in systemic 
sclerosis. J Invest Dermatol 2010;130:2583–93.

	32.	Lu N, Li Y, Zhang Z, Xing J, Sun Y, Yao S, et al. Human semaphorin-
4A drives Th2 responses by binding to receptor ILT-4. Nat Commun 
2018;9:742.

	33.	Ito D, Nojima S, Nishide M, Okuno T, Takamatsu H, Kang S, et al. 
MTOR complex signaling through the Sema4A–plexin B2 axis is re-
quired for optimal activation and differentiation of CD8+ T cells. J 
Immunol 2015;195:934–43.

	34.	Meda C, Molla F, De Pizzol M, Regano D, Maione F, Capano S, et al. 
Semaphorin 4A exerts a proangiogenic effect by enhancing vascular 
endothelial growth factor-A expression in macrophages. J Immunol 
2012;188:4081–92.

	35.	Delgoffe GM, Woo SR, Turnis ME, Gravano DM, Guy C, Overacre 
AE, et al. Stability and function of regulatory T cells is maintained by 
a neuropilin-1-semaphorin-4A axis. Nature 2013;501:252–6.

	36.	Brembilla NC, Montanari E, Truchetet ME, Raschi E, Mero-
ni P, Chizzolini C. Th17 cells favor inflammatory responses while  
inhibiting type I collagen deposition by dermal fibroblasts: differen-

tial effects in healthy and systemic sclerosis fibroblasts. Arthritis Res 
Ther 2013;15:R151.

	37.	Lei L, Zhao C, Qin F, He ZY, Wang X, Zhong XN. Th17 cells and IL-
17 promote the skin and lung inflammation and fibrosis process in 
a bleomycin-induced murine model of systemic sclerosis. Clin Exp 
Rheumatol 2016;34 Suppl 100:14–22.

	38.	Park MJ, Moon SJ, Lee EJ, Jung KA, Kim EK, Kim DS, et al. IL-1-IL-17 
signaling axis contributes to fibrosis and inflammation in two different 
murine models of systemic sclerosis. Front Immunol 2018;9:1611.

	39.	Braun RK, Ferrick C, Neubauer P, Sjoding M, Sterner-Kock A, Kock 
M, et al. IL-17 producing γδ T cells are required for a controlled 
inflammatory response after bleomycin-induced lung injury. Inflam-
mation 2008;31:167–79.

	40.	O’Reilly S, Cant R, Ciechomska M, van Laar JM. Interleukin-6: a 
new therapeutic target in systemic sclerosis? Clin Transl Immunology 
2013;2:e4.

	41.	Distler JH, Akhmetshina A, Schett G, Distler O. Monocyte  
chemoattractant proteins in the pathogenesis of systemic sclerosis. 
Rheumatology (Oxford) 2009;48:98–103.

	42.	Xing R, Yang L, Jin Y, Sun L, Li C, Li Z, et al. Interleukin-21 induces 
proliferation and proinflammatory cytokine profile of fibroblast-like 
synoviocytes of patients with rheumatoid arthritis. Scand J Immunol 
2016;83:64–71.

	43.	Brembilla NC, Dufour AM, Alvarez M, Hugues S, Montanari E, 
Truchetet ME, et al. IL-22 capacitates dermal fibroblast responses to 
TNF in scleroderma. Ann Rheum Dis 2016;75:1697–705.

	44.	Larsen CG, Anderson AO, Oppenheim JJ, Matsushima K. Produc-
tion of interleukin-8 by human dermal fibroblasts and keratinocytes 
in response to interleukin-1 or tumour necrosis factor. Immunology 
1989;68:31–6.

	45.	Antonelli A, Fallahi P, Ferrari SM, Giugglioli D, Colaci M, Di  
Domenicoantonio A, et al. Systemic sclerosis fibroblasts show spe-
cific alterations of interferon-γ and tumor necrosis factor-α-induced 
modulation of interleukin 6 and chemokine ligand 2. J Rheumatol 
2012;39:979–85.

	46.	Gilbane AJ, Denton CP, Holmes AM. Scleroderma pathogenesis: a 
pivotal role for fibroblasts as effector cells [review]. Arthritis Res Ther 
2013;15:215.

	47.	Hinz B, Phan SH, Thannickal VJ, Galli A, Bochaton-Piallat ML, 
Gabbiani G. The myofibroblast: one function, multiple origins. Am J 
Pathol 2007;170:1807–16.

	48.	Schulz JN, Plomann M, Sengle G, Gullberg D, Krieg T, Eckes B. 
New developments on skin fibrosis: essential signals emanating from 
the extracellular matrix for the control of myofibroblasts. Matrix Biol 
2018;522–32.

	49.	Van Rhijn-Brouwer FC, Gremmels H, Fledderus JO, Radstake TR, 
Verhaar MC, van Laar JM. Cellular therapies in systemic sclerosis: 
recent progress. Curr Rheumatol Rep 2016;18:12.

	50.	Bruni C, Praino E, Allanore Y, Distler O, Gabrielli A, Iannone F, et al. 
Use of biologics and other novel therapies for the treatment of sys-
temic sclerosis. Expert Rev Clin Immunol 2017;13:469–82.


