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Corrigendum

Corrigendum to “NFAT1
hypermethylation promotes
epithelial-mesenchymal transition

and metastasis in nasopharyngeal
carcinoma by activating

ITGAG transcription”

[Neoplasia 21 (2019): 311-321]

The authors regret that the micrographs of SUNE1 NFAT1-NC and SUNE1 and HONEI NFAT1-sh1 at 48h in Figure 3C and HONE1 NFAT1+V2
at Oh in Figure 6A, HONE1 NFAT1-NC migration in Figure 3D, HONE1 NFAT1 and SUNE1 NFAT1+ITGAG invasion in Figure 6C are incorrect. The

correct Figure 3 and Figure 6 are below.

The authors would like to apologize for any inconvenience caused.
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