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Fig. S1 The comet experiment shows the fragmentation of DNA after CcAIF1 

overexpression in yeast. Ccaif1 overexpression yeast cells were grown on SD-glucose 

or SD-galactose medium for 3 d. The comet assay was performed for the detection of 

DNA fragmentation. Scale bars, 10 and 30 µm, respectively. 

 

 

 

 

 

 



Fig. S2 Transcription level analysis of Ccaif1 overexpression transformants and 

silenced transformants. (a) C. cinerea protoplasts were transformed with the Ccaif1 

antisense silencing plasmid and analyzed by qRT-PCR, the transcriptional level of 

Ccaif1 for twenty potential silencing strains. (b) C. cinerea protoplasts were 

transformed with the Ccaif1 overexpression plasmid and analyzed by qRT-PCR, the 

transcriptional level of Ccaif1 for four potential overexpression strains. β-Actin was 

used as the control. The data were analyzed using a student’s t-test (**p < 0.01, ***p < 

0.001, ****p < 0.0001). Data shown mean ± SD, n = 3. 

 



 

Fig. S3 CcAIF1 is involved in cell growth under oxidative stress. The wild-type 

strain, Ccaif1 silencing transformant R-3, and Ccaif1 overexpression transformant OV-

3 were cultured on FAHX agar plates adding 100 mM H2O2 or 1 mM acetic acid, or on 

SAHX agar plates coculturing with Gongronella sp. w5. 

 

 

 

 

 

 

 

 

 

 

 

 



Table S1 Primers used in this study 

Name Sequence (5’-3’) Purpose 

CcAIF-

antisense-fwd 

CTCCCATCTACACACAACAAGCTTATCGC

CGGCAGAAGCCTTGTAAGCAGGGAA 

Cloning of Ccaif1 antisense 

fragment 

CcAIF-antisense 

-rev 

CACTGGCCCTCTGGTCAACTATAATATTAT

TGTCACCCTCGTTTCTGGATCGGG 

Cloning of Ccaif1 antisense 

fragment 

CcAIF-F CTCCCATCTACACACAACAAGCTTATCGC

CATGTCAGACAAGCGCCAAAACATCG 

Cloning of Ccaif1 

overexpression fragment 

CcAIF-R CACTGGCCCTCTGGTCAACTATAATATTAT

TTAGGCAGAAGCCTTGTAAGCAGG 

Cloning of Ccaif1 

overexpression fragment 

L22-GFP-F CTCCCATCTACACACAACAAGCTTATCGC

CATGGTGAGCAAGGGCGAGGA 

Cloning of gfp-Ccaif1 

overexpression fragment 

PF ACATCCACCATCTCCGTTTTCTCCCAT PCR of co-transformants 

PR TGACTATAGCAGCCTCCTACCACTG PCR of co-transformants 

qRT-13048-F CTCTGGAGTTATGGTAGGAATGGGC qRT-PCR of β-actin 

qRT-13048-R GATGCCATGTTCGATGGGGTACTTG qRT-PCR of β-actin 

qRT-08456-F ACAACACGCAAGGGCAAGTCT qRT-PCR of Ccaif1 

qRT-08456-R GTCGTCGCCTAAGGACTCTTTGAT qRT-PCR of Ccaif1 

qRT-10894-F TTGCTGATTACGTGCCGTGGT qRT-PCR of Ccaif2 

qRT-10894-R TTGGATGTACTTTGACATACCCTCGCT qRT-PCR of Ccaif2 

qRT-lcc9-F ATGTCCAGGAAACTTTTCTCTCTCG qRT-PCR of lcc9 

qRT-lcc9-R ATGTTCGAGACCGTCATGGTACT qRT-PCR of lcc9 

CC-F CCCAAGCTTATGTCAGACAAGCGCCAAAA

CATCG 

Cloning of Ccaif1 for S. 

cerevisiae 

CC-R CGGAATTCTTAGGCAGAAGCCTTGTAAGC

AGGG 

Cloning of Ccaif1 for S. 

cerevisiae 

GFP-F CCCAAGCTTATGGTGAGCAAGGGCGAGG

A 

Cloning of GFP-Ccaif1 for 

S. cerevisiae 

GFP-linker-R GATGTTTTGGCGCTTGTCTGACATAGAAC

CACTACCACTACCTCACTTGTACAGCTCGT

CCATGCC 

Cloning of GFP-Ccaif1 for 

S. cerevisiae 

CCHP-linker-F GGCATGGACGAGCTGTACAAGGGTTCAGG

TAGTGGTAGTGGTTCTATGTCAGACAAGC

GCCAAAACATC 

Cloning of GFP-Ccaif1 for 

S. cerevisiae 

 

CC-R CGGAATTCTTAGGCAGAAGCCTTGTAAGC

AGGG 

Cloning of GFP-Ccaif1 for 

S. cerevisiae 

 

 



Table S2 Mitotic spores of the wild-type, Ccaif1 silencing, and Ccaif1 

overexpression C. cinerea strains. 

 

Strain name Absolute number of oidia Relative number of oidia 

Wild-type 2.89×108 1.17×107 

R-3 9.77×107 0.62×107 

R-13 9.03×107 0.59×107 

R-14 1.01×108 0.67×107 

R-20 1.52×108 0.98×107 

OV-2 3.67×108 1.26×107 

OV-3 4.26×108 1.45×107 

OV-4 3.93×108 1.34×107 

 


