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For manuscripts utilizing custom algorithms or software that are central to the research but not yet described in published literature, software must be made available to editors and
reviewers. We strongly encourage code deposition in a community repository (e.g. GitHub). See the Nature Portfolio guidelines for submitting code & software for further information.
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Policy information about availability of data

All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:
- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy

Research involving human participants, their data, or biological material
Policy information about studies with human participants or human data. See also policy information about sex, gender (identity/presentation),
and sexual orientation and race, ethnicity and racism.

Reporting on sex and gender

Reporting on race, ethnicity, or
other socially relevant groupings

Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.
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Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods

• Seurat: version 5.0.1

• survival: version 3.5-7

• psych: version 2.4.1

• harmony: version 1.2.0

• ggplot2: version 3.4.4

• future: version 1.33.1

• pryr: version 0.1.6

Data is available in study SCP2405 in the Single Cell Portal (https://singlecell.broadinstitute.org) and study 7425252850300752366-242ac117-0001-012 in the
VDJserver (https://vdjserver.org/).

This is provided in Table S1.

This data was not available for the patients in this study. However, 3 cohorts were used from a UK-based study
(PancrImmune), Chinese-based study (Peng), and a US-based study (Steele), thus likely to be representative of wider ethnic
backgrounds.

PDAC patients undergoing surgical resection or biopsy.

Multi-centre

The study was in strict compliance with all institutional ethical regulations.

ME patients have an n=5 (PancrImmune), n=11 (Peng) and n=7 (Steele), and AE patients have an n=7 (PancrImmune), n=13 (Peng) and n=4
(Steele).

Not applicable. Sequencing was performed in all cases where tissue was acquired.

For ten of the tumour samples, two replicate 10X scRNA-seq, VDJ-seq and CITE-seq runs were performed. High levels of correlation between
cell type proportions and VDJ clonality were observed in these replicates.

Randomisation not applicable - all cases were treated with standard of care therapy regimens.

Blinding not applicable - no group allocations.




