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Abstract: We demonstrate that Ha-RasV12 overexpression induces the nuclear translocation of Hippo
effector Yes-associated protein (YAP) in MDCK cells via the hippo-independent pathway at the
confluent stage. Ha-RasV12 overexpression leads to the downregulation of Caveolin-1 (Cav1) and
the disruption of junction integrity. It has been shown that the disruption of actin belt integrity
causes YAP nuclear translocation in epithelial cells at high density. Therefore, we hypothesized
that Ha-RasV12-decreased Cav1 leads to the disruption of cell junction integrity, which subsequently
facilitates YAP nuclear retention. We revealed that Ha-RasV12 downregulated Cav1 through the
ERK pathway. Furthermore, the distribution and expression of Cav1 mediated the cell junction
integrity and YAP nuclear localization. This suggests that the downregulation of Cav1 induced by
Ha-RasV12 disrupted the cell junction integrity and promoted YAP nuclear translocation. We further
indicated the consequence of Ha-RasV12-induced YAP activation. Surprisingly, the activation of YAP
is not required for Ha-RasV12-induced multilayer cellular aggregates. Instead, Ha-RasV12 triggered
the ERK-Rac pathway to promote cellular aggregate formation. Moreover, the overexpression of
constitutively active Rac is sufficient to trigger cellular aggregation in MDCK cells at the confluent
stage. This highlights that Rac activity is essential for cellular aggregates.

Keywords: Ha-RasV12; Caveolin-1; YAP; myosin IIB; Rac; cell aggregates

1. Introduction

Ras is a small GTPase containing three isoforms, including Harvey-Ras (Ha-Ras),
Kirsten-Ras (K-Ras), and N-Ras. More than 30% of human cancers are driven by one or
multiple point mutations of the Ras gene [1]. The mutation of Ras at position 12 from
glycine to valine results in a GTP-bound state, which is constantly active to trigger the
downstream signaling for cell proliferation, cell invasion, cell migration, and cytoskeleton
organization, so as to cause cell tumorigenesis [2,3]. The Ha-RasV12 mutant has been
observed in many human cancers, especially in head and neck squamous cell carcinoma
and bladder cancer [4].

Around 90% of human cancer is from epithelial tissue. Oncogenes, such as Ras, pro-
mote the regulation of the epithelial–mesenchymal transition (EMT) in epithelial cells [5].
To maintain the properties and function of epithelial cells, cell junctions play an important
role. In epithelial cells, the intracellular force is provided by actin and actomyosin cytoskele-
tons, which form stress fibers and adhesion belts on cell–cell contacts and cell–ECM sites [6].
In epithelial cells, there are two types of heavy chains in myosin II, including myosin IIA
and myosin IIB. They also have diverse functions in the regulation of cell morphology,
cell polarity, and cell orientation [7]. Myosin II has also been reported to contribute to
cancer progression. The absence of myosin IIB induces cell proliferation and anti-apoptosis
through the upregulation of nuclear YAP in epithelial cells [8].
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YAP, a transcriptional cofactor regulated by the Hippo pathway, was first discovered
in Drosophila and mammals. The disturbance of the Hippo–YAP pathway results in tissue
and body overgrowth [9,10]. Nevertheless, a recent report revealed that the Hippo pathway
is not the only signaling pathway that regulates YAP activity. YAP nuclear localization and
activation are also regulated by ECM stiffness and Rho-mediated tension of actin stress
fibers [11,12]. During cancer progression, EMT triggers cancer cells’ aggressive behavior,
such as proliferation, invasion, and migration [13]. The activation of YAP plays an essential
role in EMT progression in mammary epithelial cells. A recent report demonstrated that
constitutive active YAP-overexpressed MDCK cells were extruded from the normal MDCK
monolayer and formed multilayer cellular aggregates [14]. Moreover, the activation of
YAP has been found in several cancer types, such as liver, breast, colon, skin, lung, and
ovarian [15–17].

Even though the relationship between cancer and cell extrusion is not clear, Rac,
another small GTPases, has been reported to be involved in cancer progression. The
inhibition of Rac has been reported to prevent cell extrusion; however, the underlying
mechanism is not well understood [18]. Rac is well known in the regulation of lamellipodia
and membrane ruffles via the WASP-family verprolin-homologous protein 1 (WAVE1),
which regulates the actin cytoskeleton [19]. Rac has been proven to be involved in the
regulation of the cell junction integrity. However, the effect of Rac on adherens junctions
is controversial. Some studies have revealed that the overexpression of both constitu-
tively active and dominant-negative Rac promotes the disassembly of the apical junctional
complex [20]. Another study demonstrated that the adherens junction complex, E-cadherin–
catenin complex, degrades in Ha-RasV12Rac (Ha-Ras constitutively active form plus Rac
wildtype)-overexpressing cells and Ha-RasV12RacV12 (Ha-Ras constitutively active form
plus Rac constitutively active form)-overexpressing cells, which can be prevented in Ha-
RasV12 plus RacN17 (Ha-Ras constitutively active form plus Rac-dominant negative form)
overexpression cells [21]. The contribution of Rac to the cell junction integrity and cell
extrusion is still not well known.

Our previous study also demonstrated that the overexpression of Ha-RasV12 downreg-
ulated Cav1 expression [22]. Caveolin-1 (Cav1), a scaffold protein, is the most well-known
among the main components of caveolae [23]. Cav1 is involved in signaling transduction,
cell migration, cell proliferation, cell polarity, cholesterol, and cellular homeostasis [24].
Cav1 recruits β-catenin and E-cadherin to caveolae membrane domains further to stabilize
the cell–cell adhesion junctions in epithelial cells [25]. Numerous oncogenes, such as Src,
Ras, and Bcr-Abl, have been discovered to downregulate Cav1 expression [26]. Moreover,
Cav1 was also downregulated or absent in Ha-Ras(-) and Src(-) transgenic mice [27]. The
restoration of Cav1 suppressed cell proliferation in benign tumor cells, and is a tumor
suppressor in the early stage of cancer [28].

In this study, we sought to investigate whether the downregulation of Cav1 induced by
Ha-RasV12 overexpression is relevant to actin belt disruption and YAP nuclear translocation
to trigger multilayer cellular aggregate formation. As expected, Ha-RasV12 suppressed
Cav1 expression to disrupt cell junction integrity and promote YAP nuclear translocation.
Surprisingly, nuclear YAP induced by Ha-RasV12 overexpression is not required for multi-
layer cellular aggregate formation. Our data revealed that the activation of Rac is required
and sufficient for multilayer cellular aggregate formation.

2. Materials and Methods
2.1. Cells and Culture Conditions

Madin–Darby Canine Kidney (MDCK) cells and MK4 cells (MDCK-transfected cells
harboring pSVlacORas and pHblacINLSneo plasmids) [22] were cultured in Dulbecco’s
Modified Eagle’s Medium (DMEM, Gibco, Carlsbad, CA, USA) supplemented with 5% calf
serum (HyClone, Logan, UT, USA) and Penicillin–Streptomycin (Sigma-Aldrich, St. Louis,
MO, USA). All cell lines were maintained at 37 ◦C in a 5% CO2 humidified incubator.
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2.2. Plasmids, shRNA, siRNA, and Transfection

The Caveolin-1-Myc-mRFP plasmid was kindly gifted by Dr. Ivan R Nabi [29]. The
short hairpin RNA (shRNA) constructs, such as shLacZ, shCav1 #1, and shCav1 #2, were
generated as previously described [22]. Constitutively active and dominant-negative Rho-
family GTPase (Rac1) were gifted by Dr. Bing-Cheng Wang [30]. The transfection of the
plasmid was performed as previously described [22]. To generate clones expressing stable
Cav1, flow cytometry was used to sort the cells to enrich the mRFP-positive cells. Geneticin
(G418, Sigma, St. Louis, MO, USA) was also used to select clones expressing stable plasmids.
Lentiviral shRNA vectors were used to silence genes as previously described [22]. Cells
were selected by using puromycin (Sigma).

2.3. RT-PCR

TRIzol reagent (Life Technologies, Carlsbad, CA, USA) was used to extract the total
RNA from cells following the manufacturer’s instructions. The RNA quality was verified
by NanoDrop (Thermo Scientific, Waltham, MA, USA) and reverse-transcribed by using
the RevertAid First Strand cDNA Synthesis Kit according to the manufacturer’s protocol
(Thermo Scientific). cDNA was used as a template for PCR using specific primers for the
following genes: dog CTGF (forward: 5′-GAG GAA CTG TGT ACC GGA GC-3′; reverse:
5′-AAC AGG CAC TCC ACT CTG TG-3′); dog CYR61 (forward: 5′-CCC AGT TTT TGG
ACG GAG C-3′; reverse: 5′-CAT TTC TTG CCC TTC AGG CT-3′) and β-actin (forward:
5′-ACT GGG ACG ACA TGG AGA AG-3′; and reverse: 5′-GGT ACG ACC AGA GGC ATA
CAG-3′). PCR was performed as previously described [22].

2.4. Western Blot Analyses

Cells were harvested by using a lysis buffer (20 mM Tris-HCl, pH 8, 150 mM NaCl,
0.1% Triton X-100, 2 mM EDTA) containing 1 × protease inhibitor cocktail (complete).
Freshly prepared phosphatase inhibitor (Halt), 1 mM Na3VO4, 1 mM PMSF, and 1 mM NaF
were added before use. Western blot analysis was performed as previously described [31].
Primary antibodies were used against the following proteins: from BD Biosciences Pharmin-
gen; YAP and Cav1 from Abcam (Cambridge, MA, USA); from Invitrogen; pYAP, Lamin
a/c, LATS1, MOB, MST1, MST2, SAV1, pJNK, pERK, and ERK from Cell Signaling (Boston,
MA, USA); Pan-Ras from Calbiochem; JNK from Santa Cruz Biotechnology, Inc. (Santa
Cruz, CA, USA); myosin IIA and myosin IIB from Sigma-Aldrich; and GAPDH from
GeneTex (Irvine, CA, USA).

2.5. Cell Fractionation

To obtain protein from different cell fractions, we used the REAP (rapid, efficient, and
practical) method, which is a 2 min cell fractionation method [32]. Cells (2 × 106) were
seeded in a 10 cm dish in an overconfluent experiment. The cells were rinsed with PBS
and collected in 1 mL of PBS. After centrifuging at 12,000 rpm for 10 s, the supernatant
was removed. Cell pellets were suspended in 0.1% NP40. Lysate (300 µL) was collected as
“whole cell lysate”, and further lysed using lysis buffer. The remaining lysate (700 µL) was
centrifuged at 12,000 rpm for 10 s. Then, the supernatants of the lysate as the “cytosolic
fraction” and cell pellet of the lysate as the “nuclear fraction” were treated with lysis buffer
in order to quantify the cell concentrations for further Western immunoblot analysis.

2.6. Pull-Down Assay

To obtain the Rac1 activity, we used the Rac1 Activation Assay Kit (Merck Millipore,
MA, USA). For the overconfluent experiment, 2× 106 cells were plated in a 10 cm dish. After
rinsing the cells with PBS, the cells were harvested with 1 mL ice-cold Mg2+ lysis/wash
buffer (MLB) (containing 10% glycerol, 10 µL/mL leupeptin, and 10 µL/mL aprotinin).
After quantifying the cell lysate concentration, 10 µL of Rac assay reagent (PAK-1 PBD,
agarose) was applied to 2.5 mg of the protein sample. Then, the reaction mixture was gently
agitated for 1 h at 4 ◦C. Next, the agarose beads were collected by centrifuging at 14,000× g



Biomedicines 2022, 10, 977 4 of 16

for 10 s. After washing the beads three times with MLB buffer, the sample underwent
Western immunoblot analysis.

2.7. Immunofluorescence Staining and Confocal Microscopy

Immunofluorescence staining was performed as previously described [31]. The follow-
ing primary antibodies were used: myosin IIA and myosin IIB (Sigma-Aldrich); Cav1 (BD
Biosciences, Franklin Lakes, NJ, USA) (Pharmingen; San Jose, CA, USA); and YAP and Cav1
(Abcam) (Cambridge, MA, USA). After the cells were washed with PBS, they were incubated
with anti-rabbit or anti-mouse IgG antibodies conjugated with Alexa 488 or 594 (Invitrogen-
Molecular Probes, Eugene, OR, USA) and/or Alexa 594 or 647 Phalloidin and 10 µg/mL
Hoechst 33,258 (Sigma-Aldrich) for 1 h at room temperature. Imaging was performed from
sequential z-series scans using an FV1000-IX81-HSD confocal microscope, FV1000-BX61WI
(multiphoton laser scanning microscope), or confocal laser scanning microscope FV3000-IX83
(Olympus, Tokyo, Japan) with a 60× oil immersion lens.

2.8. Crystal Violet Staining

Cells were washed with PBS and fixed with 4% paraformaldehyde in PBS for 1 h
at room temperature. The paraformaldehyde was washed away with PBS and the cells
were stained with 0.025% crystal violet for 10 min. The cells were washed with PBS until
they were clear. Phase-contrast images were captured by inverted microscopy (Leica DM
IRB) with a 10× lens. The area of multilayer cellular aggregates was analyzed using
ImageJ software.

2.9. Anchorage-Independent Growth Assay

The ability of anchorage-independent growth was determined by the number of colony
formations in the soft agar system. The soft agar system contained 1.5 mL of base agar (0.5%
low-melting agarose, 1× high-glucose DMEM, and 5% CCS) suspended with 5 × 103 cells
in 1.5 mL of top agarose (0.35% low-melting agarose, 1× high-glucose DMEM, and 5%
CCS) in a 35 mm dish. After solidification, 2 mL of high-glucose DMEM supplemented
with 5% CCS was added to the soft agar, then incubated under a 5% CO2 atmosphere at
37 ◦C. The culture medium was replenished every three days. After 14 days, the sample
was fixed with 4% paraformaldehyde overnight. Then, the sample was stained with 0.025%
crystal violet for a further 1 h. The soft agar was washed with PBS until it became clear.
Images were taken using a camera (Alphaimager 2200, Alpha Innotech Co., San Leandro,
CA, USA).

2.10. Statistical Analysis

Data are expressed as the mean ± S.E.M. and are representative of experiments per-
formed at least three times independently. The quantification results of YAP nuclear
localization were defined by the percentage of cells with predominant nuclear YAP local-
ization (N > C, >110%), equal nuclear and cytosol YAP localization (N = C, 90–110%), and
predominant cytosol YAP localization (N < C, <90%). The definition of YAP was based
on the expression intensity of YAP in the nucleus divided by the expression intensity of
YAP in the cytosol. We set a small range (0.9–1.1) as the equal nuclear and cytosol YAP
localization. Values outside this range were either classified as predominant nuclear YAP
localization or predominant cytosol YAP localization. GraphPad Prism 8.0 (GraphPad
Software, San Diego, CA, USA) was used to calculate the plot mean and standard error of
the mean (SEM) of the measured quantities, and significances were assessed by one-way
ANOVA. The results were analyzed via ANOVA and t-tests. Statistical significance was
determined with p-values < 0.05.
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3. Results

3.1. Ha-RasV12 Facilitates YAP Nuclear Translocation through Downregulated Junctional Myosin IIB

Our previous studies demonstrated that Ha-RasV12 overexpression results in the
cell softening and transformation of MK4 cells (MDCK harboring inducible Ha-RasV12

gene) [33]. After reaching confluence (>2 days after cell plating), MK4 cells displayed
cytoplasmic YAP and well-organized actin belt formation. Upon IPTG induction, the over-
expression of Ha-RasV12 induced YAP nuclear translocation and disrupted the actin belt in-
tegrity (Figure 1a–c). Western blot analysis of nuclear/cytoplasmic fractionations confirmed
that Ha-RasV12 overexpression caused the dephosphorylation and nuclear translocation
of YAP (Figure S1a,b). Consequently, the expression of YAP-TEAD downstream genes,
such as CTGF, was upregulated in Ha-RasV12-overexpressed cells (Figure 1d,e). However,
Hippo pathway-associated components were not downregulated after Ha-RasV12 induction
(Figure S1c,d), suggesting that the Hippo pathway is irrelevant to Ha-RasV12-induced YAP
activation in MK4 cells at the overconfluent stage. Non-muscle myosin II is a well-known
component of the actin belt, which is a dense circumferential belt of actin filaments located
on the cytoplasmic face of the adherens junction [7]. Furukawa et al. demonstrated that the
global inhibition of myosin with blebbistatin disrupted the actomyosin tension of the actin
belt and led to YAP nuclear translocation in high-density cells [8]. To understand whether
myosin II is involved in Ha-RasV12-induced YAP nuclear translocation in MDCK cells at
the confluent stage, we assessed the expression and distribution of myosin IIA and myosin
IIB. In normal MK4 cells, myosin IIA was present in the cytosol and myosin IIB was lined
with the junctional actin and located at the adherens junction (Figure 1c and Figure S2).
The induction of Ha-RasV12 did not change the protein levels of myosin IIA and myosin IIB
(Figure 1f,g) and the distribution of myosin IIA (Figure S2a). Meanwhile, the junctional
actin belts were disrupted and accompanied by dislocated myosin IIB (Figure 1c). Myosin
IIB dislocated from the cell junction to the cytosol after Ha-RasV12 induction.
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Figure 1. Ha-RasV12 disrupted the cell junction integrity and induced YAP nuclear translocation at 
the overconfluent stage: (a) MK4 cells at the overconfluent stage were treated with (I) or without 
(C) IPTG (5 mM) for 24 h. Representative confocal images of cells, which were stained with YAP 
(green), Hoechst 33,258 (blue), and Phalloidin 647 (gray). Scale bar = 20 µm; (b) Percentage of cells 
with predominant nuclear YAP localization (N > C), equal nuclear and cytosol YAP localization (N 
= C), and predominant cytosol YAP localization (N < C); (c) MK4 cells were treated with or without 
IPTG (5 mM) for 24 h. Representative confocal images of cells, which were stained with myosin IIB 
(green) and Phalloidin (red). The arrow indicates the different z sections of cells from the basal to 
the apical level. Scale bar = 20 µm; (d,e) Representative PCR and quantification results of the YAP 
downstream gene expression of CTGF; (f,g) Representative immunoblots and quantification results 
of tensional proteins, including myosin IIA and myosin IIB. All data are expressed as the mean ± 
SEM from three independent experiments. n.s.: Not significant, *** p < 0.001. 
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Figure 1. Ha-RasV12 disrupted the cell junction integrity and induced YAP nuclear translocation at
the overconfluent stage: (a) MK4 cells at the overconfluent stage were treated with (I) or without (C)
IPTG (5 mM) for 24 h. Representative confocal images of cells, which were stained with YAP (green),
Hoechst 33,258 (blue), and Phalloidin 647 (gray). Scale bar = 20 µm; (b) Percentage of cells with
predominant nuclear YAP localization (N > C), equal nuclear and cytosol YAP localization (N = C),
and predominant cytosol YAP localization (N < C); (c) MK4 cells were treated with or without IPTG
(5 mM) for 24 h. Representative confocal images of cells, which were stained with myosin IIB (green)
and Phalloidin (red). The arrow indicates the different z sections of cells from the basal to the apical
level. Scale bar = 20 µm; (d,e) Representative PCR and quantification results of the YAP downstream
gene expression of CTGF; (f,g) Representative immunoblots and quantification results of tensional
proteins, including myosin IIA and myosin IIB. All data are expressed as the mean ± SEM from three
independent experiments. n.s.: Not significant, *** p < 0.001.

To further confirm the role of myosin IIB-related actomyosin tension in regulating
YAP nuclear translocation, we used myosin II inhibitors, including ML7 (myosin II light-
chain kinase inhibitor) and blebbistatin (myosin II heavy-chain inhibitor). As shown in
Figure 2a,b, the treatment with blebbistatin did not destroy the junctional actin structure
in MK4 cells. Both ML7 and blebbistatin caused the redistribution of myosin IIB from the
junction to the cytosol (Figure 2a) and enhanced nuclear YAP translocation (Figure 2b,c).
Taken together, these data revealed that the overexpression of Ha-RasV12 suppressed
junctional myosin IIB, which might be relevant for YAP nuclear translocation.
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rescence images of MK4 cells at the confluent stage, which were stained with myosin IIB (green), 
Phalloidin (red), and Hoechst 33,258 (blue). Scale bar = 20 µm; (b) Representative confocal immu-
nofluorescence images of MK4 cells at the confluent stage, which were stained with YAP (green), 
Phalloidin (red), and Hoechst 33,258 (blue). Scale bar = 20 µm; (c) Percentage of cells with predom-
inant nuclear YAP localization (N > C), equal nuclear and cytosol YAP localization (N = C), and 
predominant cytosol YAP localization (N < C). 

3.2. Cav1 Preserved Junctional Myosin IIB and Restricted Ha-RasV12-Induced YAP Nuclear 
Translocation 
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the E-cadherin–catenin complex to caveolae [25]. Our previous study showed that Cav1 
was downregulated upon Ha-RasV12 induction. Moreover, Cav1 abolishes not only Ha-
RasV12-induced cell scattering, but also the disorganization of junctional protein [22]. In 
this study, we first knocked down Cav1 with specific shRNA in both MDCK and MK4 
cells. The Western blot results showed the knockdown efficiency of Cav1 in MK4 and 
MDCK cells (Figure S3a,b). Specifically, the results showed that the knockdown efficiency 
of Cav1 was higher in MK4 cells compared to that in MDCK cells. The depletion of Cav1 
decreased the junctional myosin IIB expression and disturbed the actin belt integrity in 
MK4 cells (Figure 3a). In contrast, the downregulation of Cav1 in MDCK only resulted in 
slightly junctional myosin IIB downregulation and actin belt disruption (Figure S3d). 
Meanwhile, nuclear YAP retention became prominent at the confluent stage in both 
MDCK and MK4 cells (Figures 3b,c and S3e,f). Collectively, these data suggest that Cav1 
is required for stabilizing junctional myosin IIB and actin belt integrity, so as to suppress 
YAP nuclear translocation. 

Figure 2. Inhibition of junctional myosin IIB promoted YAP nuclear retention. MK4 cells at the
overconfluent stage were treated with the indicated inhibitors for 24 h. The inhibitors included ML7
(25 µM, myosin light-chain kinase inhibitor) and blebbistatin (Bleb, 50 µM, myosin II heavy-chain
inhibitor), dimethyl sulfoxide (DMSO) was used as control: (a) Representative confocal immunoflu-
orescence images of MK4 cells at the confluent stage, which were stained with myosin IIB (green),
Phalloidin (red), and Hoechst 33,258 (blue). Scale bar = 20 µm; (b) Representative confocal immunoflu-
orescence images of MK4 cells at the confluent stage, which were stained with YAP (green), Phalloidin
(red), and Hoechst 33,258 (blue). Scale bar = 20 µm; (c) Percentage of cells with predominant nuclear
YAP localization (N > C), equal nuclear and cytosol YAP localization (N = C), and predominant
cytosol YAP localization (N < C).

3.2. Cav1 Preserved Junctional Myosin IIB and Restricted Ha-RasV12-Induced YAP
Nuclear Translocation

Caveolin-1 plays an essential role in maintaining cell junction integrity by recruiting
the E-cadherin–catenin complex to caveolae [25]. Our previous study showed that Cav1
was downregulated upon Ha-RasV12 induction. Moreover, Cav1 abolishes not only Ha-
RasV12-induced cell scattering, but also the disorganization of junctional protein [22]. In this
study, we first knocked down Cav1 with specific shRNA in both MDCK and MK4 cells. The
Western blot results showed the knockdown efficiency of Cav1 in MK4 and MDCK cells
(Figure S3a,b). Specifically, the results showed that the knockdown efficiency of Cav1 was
higher in MK4 cells compared to that in MDCK cells. The depletion of Cav1 decreased the
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junctional myosin IIB expression and disturbed the actin belt integrity in MK4 cells (Figure 3a).
In contrast, the downregulation of Cav1 in MDCK only resulted in slightly junctional myosin
IIB downregulation and actin belt disruption (Figure S3d). Meanwhile, nuclear YAP retention
became prominent at the confluent stage in both MDCK and MK4 cells (Figure 3b,c and
Figure S3e,f). Collectively, these data suggest that Cav1 is required for stabilizing junctional
myosin IIB and actin belt integrity, so as to suppress YAP nuclear translocation.
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Figure 3. Downregulation of Cav1 mediated Ha-RasV12-induced cell junction disruption and YAP
nuclear translocation. Knockdown of Cav1 in MK4 cells cultured at overconfluent stage. Two MK4
shCav1 cell lines were used, including MK4 shCav1 #1(#1) and MK4 shCav1 #2 (#2). MK4 shNC (NC)
was used as knock-down control cell line. (a) Representative immunofluorescence images of MK4
cells at the confluent stage, which were stained with myosin IIB (green), Phalloidin (red), and Hoechst
33,258 (blue). Scale bar = 20 µm. (b) Representative immunofluorescence images of MK4 cells at the
confluent stage, which were stained with YAP (green), Phalloidin (red), and Hoechst 33,258 (blue).
Scale bar = 20 µm. (c) Percentage of cells with predominant nuclear YAP localization (N > C), equal
nuclear and cytosol YAP localization (N = C), and predominant cytosol YAP localization (N < C). MK4
cells were overexpressed with RFP-conjugated Cav1. Cells’ overexpression of Cav1 was treated with
or without IPTG (5 mM) for 24 h at the overconfluent stage. (d) Representative confocal images of
MK4 cells at the confluent stage, which were stained with myosin IIB (green) and Phalloidin (red).
Scale bar = 20 µm. (e) Representative confocal images of MK4 cells at the confluent stage. Cells were
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stained with YAP (green), Cav1 (red), Phalloidin (gray), and Hoechst 33,258 (blue). Scale bar = 20 µm.
(f) Percentage of cells with predominant nuclear YAP localization (N > C), equal nuclear and cytosol
YAP localization (N = C), and predominant cytosol YAP localization (N < C).

To confirm the role of Cav1 in modulating the junctional myosin IIB distribution and
YAP nuclear translocation, we further overexpressed Cav1-conjugated RFP in MK4 cells.
We found that Cav1 overexpression prevented Ha-RasV12-induced junctional myosin IIB
downregulation. The overexpression of Cav1 in MK4 cells also displayed a well-organized
actin belt structure, regardless of Ha-RasV12 induction (Figure 3d). Furthermore, Cav1 over-
expression abolished Ha-RasV12-induced YAP nuclear translocation at the overconfluent
stage (Figure 3e,f).

3.3. Ha-RasV12 Downregulated Cav1 Expression and YAP Nuclear Retention through
MEK Pathway

We already know that Ha-RasV12 overexpression downregulates the Cav1 expression
and changes the Cav1 distribution (22). To investigate the mechanism of Cav1 downregu-
lation triggered by Ha-RasV12 overexpression, we evaluated the ERK expression, which
is a downstream signal of Ras. The results showed that the overexpression of Ha-RasV12

induced ERK activation (Figure 4b). Moreover, the inhibition of ERK activation using
MEK inhibitor U0126 prevented the downregulation of Cav1 and YAP nuclear translo-
cation in Ha-RasV12-overexpressed cells (Figure 4). Some studies have shown that the
activation of JNK and Rac1—downstream signals of MAPK—is relevant to YAP nuclear
retention [34,35]. We next wanted to assess whether the activation of JNK and Rac1 is
required for Ha-RasV12-induced YAP nuclear retention. Cells were treated with SP600125
(JNK inhibitor) and EHT1864 (Rac1 inhibitor). Both SP600125 and EHT1864 failed to pre-
vent Ha-RasV12-induced YAP nuclear translocation (Figure 4d,e). In summary, the results
confirmed that Ha-RasV12 downregulated Cav1 expression through ERK activation and
further induced YAP nuclear translocation.
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Figure 4. MEK is required for Ha-RasV12-induced YAP nuclear translocation and Cav1 downregu-
lation. MK4 cells at the overconfluent stage were pre-treated with or without U0126 (20 µM, MEK
inhibitor) for 30 min, then treated with or without IPTG (5 mM) for a further 24 h: (a) Represen-
tative immunofluorescence images of MK4 cells at the confluent stage, which were stained with
Cav1 (green), Phalloidin (red), and Hoechst 33,258 (blue). Scale bar = 50 µm. (b,c) Representative
immunoblots and quantification results of Cav1, pERK, and ERK. MK4 cells at the overconfluent
stage were pretreated with the indicated inhibitors for 30 min before administering with or without
IPTG (5 mM) for a further 24 h. The inhibitors included U0126 (U, 20 µM), SP600125 (S, 10 µM, JNK
inhibitor), or EHT1864 (E, 10 µM, Rac1 inhibitor). (d) Representative confocal images of MK4 cells at
the confluent stage, which were stained with YAP (green), Phalloidin (red), and Hoechst 33,258 (blue).
Scale bar = 20 µm. (e) Percentage of cells with predominant nuclear YAP localization (N > C), equal
nuclear and cytosol YAP localization (N = C), and predominant cytosol YAP localization (N < C). All
data are expressed as the mean ± SEM from three independent experiments.

3.4. Nuclear YAP Is Not Involved in Ha-RasV12-Induced Cellular Aggregation

After determining the regulation of YAP nuclear translocation in Ha-RasV12-overexpressing
cells, we sought to investigate the function of Ha-RasV12-induced nuclear YAP. To assess the
function of nuclear YAP, we employed verteporfin (VP, YAP inhibitor) to suppress YAP nuclear
translocation in Ha-RasV12-overexpressing cells. VP successfully abolished Ha-RasV12-induced
YAP activation at the overconfluent stage (Figure 5a,b). VP also downregulated Ha-RasV12-
induced YAP-TEAD downstream genes CYR61 mRNA expression (Figure 5c,d). Nuclear YAP
has been reported to be involved in cellular aggregation in MDCK cells at the confluent stage [14].
In our study, we also found that the overexpression of Ha-RasV12 triggered multilayer cellular
aggregation at the overconfluent stage (Figure 5e,f). We propose that nuclear YAP induced
by Ha-RasV12 overexpression may require multilayer cellular aggregation. Surprisingly, the
inhibition of nuclear YAP did not suppress Ha-RasV12-induced multilayer cellular aggregation
(Figure 5e,f). Interestingly, one study determined that YAP regulates anchorage-independent
growth in prostate cancer cells [36]. We indicated that the overexpression of Ha-RasV12 induced
colony formation, which can be suppressed by VP (Figure 5g,h). This result suggests that
nuclear YAP is required for colony formation, instead of multilayer cellular aggregation.
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Figure 5. Activation of YAP is required for Ha-RasV12-induced colony formation, but not multilayer
cellular aggregation. MK4 cells at the overconfluent stage were pretreated with verteporfin (VP, 5 µM,
YAP-TEAD binding inhibitor) for 2 h before administering with or without IPTG (5 mM) for a further
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24 h: (a) Representative immunofluorescence images of cells at overconfluent stage, which were
stained with YAP (green) and Hoechst 33,258 (blue). Scale bar = 50 µm. (b) Percentage of cells
with predominant nuclear YAP localization (N > C), equal nuclear and cytosol YAP localization
(N = C), and predominant cytosol YAP localization (N < C). (c,d) Representative RT-PCR and
quantification results of CYR61, a YAP downstream target gene. β1-actin served as the internal
control. (e) Representative crystal violet-staining images of cells treated with or without the indicated
conditions. Scale bar = 200 µm. (f) Quantification results of the crystal violet-positive cell area
from (e). (g) Anchorage-independent growth (colony formation assay) of cells treated for the indicated
conditions in soft agar for 14 days. (h) Quantification results of the soft agar assay from (g). All data
are expressed as the mean ± SEM from three independent experiments. *** p < 0.001.

3.5. Rac1 Activity Is Required for Ha-RasV12-Induced Cellular Aggregation

In other studies, YAP has been found to be necessary for cellular aggregation in het-
erogeneous cultures [14]. YAP-activated cells were co-cultured with normal MDCK cells
to observe cellular aggregation formation. In our study, we found that the overexpression
of Ha-RasV12 induced multilayer cellular aggregation in both homogeneous and heteroge-
neous cells (Figure 6a and Figure S4a). Ha-RasV12 disrupted the cell junction integrity and
disturbed actin filament organization. We assumed that cytoskeleton reorganization may
be involved in Ha-RasV12-induced cellular aggregation. Our previous study revealed that
Ha-RasV12 promotes RhoA activity, which is relevant for cytoskeleton organization [33].
RhoA activates Rho-associated protein kinase (ROCK), which is relevant for myosin light-
chain (MLC) activation. The activation of MLC facilitated actin reorganization. Therefore,
we applied cells with Y27632 (ROCK inhibitor) to indicate whether the inhibition of ROCK
prevented Ha-RasV12-induced multilayer cellular aggregate formation. Surprisingly, the in-
hibition of ROCK triggered multilayer cellular aggregates in MK4 cells without Ha-RasV12

induction (Figure 6a,b). Some studies have stated that the inhibition of Rho-associated
protein kinase (ROCK) facilitated cell extrusion in MDCK cells [18,37]. Moreover, the inhi-
bition of ROCK has also been reported to induce Rac1 activity [38]. We also found that both
the inhibition of ROCK and induction of Ha-RasV12 upregulated Rac activity (Figure 6c,d).
To determine whether Rac activity is required for multilayer cellular aggregate formation,
we applied cells with combined treatment, including Y27632 and EHT1864 (Rac inhibitor).
It was demonstrated that EHT1864 prevented both Ha-RasV12- and Y27632-induced multi-
layer cellular aggregates. Furthermore, to confirm whether the activation of Rac is sufficient
for multilayer cellular aggregation, we transfected different forms of Rac-conjugated GFP
in MDCK and MK4 cells, including Rac1-wild type (Rac1-WT), Rac1 constitutive active
form (Rac1-L), and dominant-negative form (Rac1-N). The results demonstrated that only
cells overexpressing the Rac constitutive active form (Rac1-L) triggered cellular aggregation
at the confluent stage (Figure 6e,f and Figure S6b). Collectively, the activation of Rac1 is
required and sufficient for cellular aggregation at the confluent stage.
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Figure 6. Activation of Rac1 is necessary and sufficient for multilayer cellular aggregates. MK4 cells
at the overconfluent stage were pretreated with indicated inhibitors for 2 h before administering with
or without IPTG (5 mM) for a further 24 h. Inhibitors included Y27632 (Y, 10 µM, ROCK inhibitors) or
EHT1864 (E, 10 µM, Rac1 inhibitor): (a) Representative crystal violet-staining images of cells treated
with or without indicated conditions. Scale bar = 200 µm. (b) Quantification results of crystal violet-
positive cell area from (a). (c) Representative immunoblot results for GTP-Rac, Rac, and Ras. GAPDH
served as the internal control. GTP-Rac was extracted by a pull-down assay as described in the
Materials and Methods. (d) Quantification results of Rac activity from C. MDCK cells were transfected
with GFP-conjugated Rac1-WT (Rac1-wild type), Rac1-L (Rac1 constitutive active form), and Rac1-N
(dominant-negative form) transiently. (e) Representative confocal xy projections with z stack and xz
cross-section images showing Rac1-GFP (green), and the cells were stained with Phalloidin (red) and
Hoechst 33,258 (blue). White arrowheads indicate multilayer cellular aggregates. Scale bar = 20 µm;
(f) Quantification results for the number of cellular aggregates per field in 200 × 200 µm2 from (e). All
data are expressed as the mean ± SEM from three independent experiments. ** p < 0.01, *** p < 0.001.
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3.6. Ha-RasV12-Induced Multilayer Cellular Aggregates through ERK-Rac Pathway

We further sought to investigate the mechanism of Ha-RasV12-induced Rac activity.
The ERK pathway has been reported to activate Rac activity in BRAF- and NRAS-mutant
melanoma [39]. To evaluate whether ERK is relevant to Ha-RasV12-induced Rac activation
and multilayer cellular aggregate formation, the cells were treated with U0126. It was
found that Ha-RasV12 triggered Rac activation and cellular aggregate formation, which was
suppressed by U0126 (Figure 7). This suggests that Ha-RasV12 induced ERK activation and
further upregulated Rac activity to trigger multilayer cellular aggregate formation.
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Figure 7. Ha-RasV12 triggered Rac activity through the MEK pathway. MK4 cells were treated with or
without U0126 (20 µM) before administering with or without IPTG (5 mM) for a further 24 h: (a) Repre-
sentative confocal images and xz cross-section images of MK4 cells at the confluent stage, which were
stained with Phalloidin (red) and Hoechst 33,258 (blue). Scale bar = 20 µm; (b) Results of representative
immunoblots for GTP-Rac, Rac, pERK, ERK, and Ras. GAPDH served as the internal control.

4. Discussion

In this study, we demonstrated the mechanism underlying Ha-RasV12-induced YAP
nuclear translocation and multilayer cellular aggregates. We found that Ha-RasV12 overex-
pression induced YAP nuclear translocation through the disturbance of the cell junction
and dislocated myosin IIB. Our previous study revealed that Ha-RasV12 decreased Cav1
expression [22]. Our data showed that the overexpression of Cav1 abolished Ha-RasV12-
induced myosin IIB delocalization and YAP nuclear translocation in MK4 cells. Moreover,
the knockdown of Cav1 resulted in the downregulation of junctional myosin IIB and YAP
nuclear retention in MDCK and MK4 cells. U0126 prevented Ha-RasV12-induced Cav1
downregulation. This suggests that Ha-RasV12 induced Cav1 downregulation and YAP
nuclear translocation through the MEK signaling pathway. Nevertheless, the activation of
YAP was required for Ha-RasV12-induced independent growth, but not multilayer cellular
aggregates. Next, we demonstrated Ha-RasV12-induced Rac1 activation through the MAPK
signaling pathway, resulting in multilayer cellular aggregates in MK4 cells (Figure 8).
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Figure 8. Mechanism of Ha-RasV12-induced YAP nuclear translocation and multilayer cellular
aggregates. Ha-RasV12 downregulated Cav1 through the ERK pathway, and further suppressed
junctional myosin IIB so as to promote YAP nuclear retention. Ha-RasV12 also induced the ERK-Rac
pathway to trigger multilayer cellular aggregate formation at the overconfluent stage. ↑ indicates
upregulation and ↓ indicates downregulation.

The role of YAP in multilayer cellular aggregate formation remains controversial.
Bin Zhao et al. demonstrated that the overexpression of YAP-WT constitutively formed
(YAP-5SA) in MDCK cells triggered multilayer cellular aggregates when YAP-transformed
cells were surrounded by normal cells, whereas the overexpression of YAP-S94A—which
eliminated TEAD binding—prevented multilayer cellular aggregate formation [14]. In our
study, we observed multilayer cellular aggregate formation in the entire population of Ha-
RasV12-overexpressed cells. The overexpression of Ha-RasV12 facilitated cell transformation,
which resulted in YAP nuclear translocation in all bottom fractions of cells; however, YAP
was located in the cytosol inside the cellular aggregate area (Figure S5). However, the
reason for YAP being located in the cytosol in the cellular aggregate area remains unknown
and requires further investigation. Additionally, only a handful of studies support the idea
of nuclear YAP not being required for Ha-RasV12-induced multilayer cellular aggregate
formation. Firstly, VP disturbed YAP/TEAD binding and prevented Ha-RasV12-induced
YAP nuclear retention; however, it failed to abolish Ha-RasV12-induced multilayer cellular
aggregate formation (Figure 5e,f). Secondly, we confirmed that Rac is required for cellular
aggregate formation. Lastly, the inhibition of Rac failed to prevent Ha-RasV12-induced YAP
nuclear translocation.

The activation of YAP can be triggered by diverse mechanotransductions, such as
low cell density, stiff ECM, high cell-spreading area, and cell stretching [40]. The under-
lying mechanism for the regulation of YAP nuclear translocation may differ from various
stimulations. Cell junction integrity and actomyosin tension have been shown to regulate
YAP nuclear translocation [41,42]. We demonstrated that Cav1 overexpression restored
Ha-RasV12-induced cell junction disruption and YAP nuclear translocation. Furthermore,
the knockdown of Cav1 and inhibition of myosin II disturbed junctional myosin IIB and
subsequently caused YAP nuclear translocation in MK4 cells at the overconfluent stage.
Therefore, understanding how Cav1 modulates cell junction integrity and myosin IIB
distribution will be an important area for future research. In our study, we found that
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U0126 prevented Ha-RasV12-induced Cav1 downregulation. Cav1 has also been found to
play an inhibitory role in the Ras/MAPK cascade [43]. Furthermore, the regulation of the
Ras/MAPK cascade is complicated, and the overexpression of Cav1 may prevent the activa-
tion of the Ras/MAPK cascade. Considering the lower Cav1 expression in several cancers,
these data highlight the role of tumor suppressor Cav1 in the initiation of tumorigenesis.

Actomyosin dynamics are essential for adherens junction formation and function-
ing during epithelial tissue homeostasis [44,45]. Rho GTPases play an important role in
regulating junctional actin and myosin [46]. Rho-associated coiled-coil kinase (ROCK)
activates myosin II contractility through the phosphorylated myosin light chain. Rac is
a member of the Rho GTPases family. The activation of Rac1 in the initiation of cell–cell
contact facilitates cadherin ligation [20]. After cell junction maturation, actin filaments are
organized with myosin II into bundles, leading to a functional contractile structure [47].
Moderated Rac1 activity functions to stabilize cadherin-dependent adhesion [21]. However,
the overactivation of Rac1 in Ha-RasV12-transformed cells results in the disassembly of
cadherin contacts. Whether and how Rac1 activity is required for Ha-RasV12-induced
cellular and mechanical transformation remains to be further elucidated.

Supplementary Materials: The following supporting information can be downloaded at: https:
//www.mdpi.com/article/10.3390/biomedicines10050977/s1, Figure S1: Ha-RasV12-induced YAP
nuclear translocation through the Hippo-independent pathway; Figure S2: The distribution of myosin
IIA did not change at confluent stage after Ha-RasV12 overexpression; Figure S3: Absence of Cav1
inhibited junctional myosin IIB and induced YAP nuclear translocation in MDCK cells; Figure S4:
Activation of Rac is required for multilayer cellular aggregates; Figure S5: YAP translocated to cytosol
in the multilayer cellular aggregates area in Ha-RasV12-overexpressing cells.

Author Contributions: Conceptualization, L.-Y.W., C.-L.H., H.-H.L. and M.-J.T.; methodology, L.-Y.W.
and C.-L.H.; software, L.-Y.W., C.-L.H. and H.-H.L.; validation, L.-Y.W., C.-L.H. and H.-H.L.; formal
analysis, L.-Y.W. and C.-L.H.; investigation, L.-Y.W. and C.-L.H.; resources, H.-H.L. and M.-J.T.; data
curation, L.-Y.W. and C.-L.H.; writing—original draft preparation, L.-Y.W.; writing—review and
editing, H.-H.L. and M.-J.T.; visualization, L.-Y.W. and C.-L.H.; supervision, H.-H.L. and M.-J.T.;
project administration, H.-H.L. and M.-J.T.; funding acquisition, H.-H.L. and M.-J.T. All authors have
read and agreed to the published version of the manuscript.

Funding: This work was financially supported by the International Center for Wound Repair and
Regeneration at National Cheng Kung University from the Featured Areas Research Center Program
within the framework of the Higher Education Sprout Project by the Ministry of Education (MOE)
in Taiwan, and by the grant of the Ministry of Science and Technology (MOST 107-3017-F-006-002,
MOST 108-3017-F-006-002, and MOST 109-2634-F-006-021 to MJT).

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: The data that support the findings of this study are available from the
corresponding author upon reasonable request.

Acknowledgments: We sincerely thank Ivan R Nabi, who kindly provided Caveolin-1-Myc-mRFP,
and Jean-Cheng Kuo, who kindly provided Rac-WT-GFP, Rac-L-GFP, and Rac-N-GFP plasmids for
this work. We appreciate the technical services provided by the “Bioimaging Core Facility of the
National Core Facility for Biopharmaceuticals, Ministry of Science and Technology, Taiwan”.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Repasky, G.A.; Chenette, E.J.; Der, C.J. Renewing the conspiracy theory debate: Does Raf function alone to mediate Ras

oncogenesis? Trends Cell Biol. 2004, 14, 639–647. [CrossRef] [PubMed]
2. Biankin, A.V.; Waddell, N.; Kassahn, K.S.; Gingras, M.C.; Muthuswamy, L.B.; Johns, A.L.; Miller, D.K.; Wilson, P.J.; Patch, A.M.;

Wu, J.; et al. Pancreatic cancer genomes reveal aberrations in axon guidance pathway genes. Nature 2012, 491, 399–405. [CrossRef]
[PubMed]

https://www.mdpi.com/article/10.3390/biomedicines10050977/s1
https://www.mdpi.com/article/10.3390/biomedicines10050977/s1
http://doi.org/10.1016/j.tcb.2004.09.014
http://www.ncbi.nlm.nih.gov/pubmed/15519853
http://doi.org/10.1038/nature11547
http://www.ncbi.nlm.nih.gov/pubmed/23103869


Biomedicines 2022, 10, 977 15 of 16

3. Bryant, K.L.; Mancias, J.D.; Kimmelman, A.C.; Der, C.J. KRAS: Feeding pancreatic cancer proliferation. Trends Biochem. Sci. 2014,
39, 91–100. [CrossRef] [PubMed]

4. Schubbert, S.; Shannon, K.; Bollag, G. Hyperactive Ras in developmental disorders and cancer. Nat. Rev. Cancer 2007, 7, 295–308.
[CrossRef]

5. Tripathi, K.; Garg, M. Mechanistic regulation of epithelial-to-mesenchymal transition through RAS signaling pathway and
therapeutic implications in human cancer. J. Cell Commun. Signal 2018, 12, 513–527. [CrossRef]

6. Chen, C.S.; Tan, J.; Tien, J. Mechanotransduction at cell-matrix and cell-cell contacts. Annu. Rev. Biomed. Eng. 2004, 6, 275–302.
[CrossRef]

7. Betapudi, V. Life without double-headed non-muscle myosin II motor proteins. Front. Chem. 2014, 2, 45. [CrossRef]
8. Furukawa, K.T.; Yamashita, K.; Sakurai, N.; Ohno, S. The Epithelial Circumferential Actin Belt Regulates YAP/TAZ through

Nucleocytoplasmic Shuttling of Merlin. Cell Rep. 2017, 20, 1435–1447. [CrossRef]
9. Halder, G.; Johnson, R.L. Hippo signaling: Growth control and beyond. Development 2011, 138, 9–22. [CrossRef]
10. Hamaratoglu, F.; Willecke, M.; Kango-Singh, M.; Nolo, R.; Hyun, E.; Tao, C.; Jafar-Nejad, H.; Halder, G. The tumour-suppressor

genes NF2/Merlin and Expanded act through Hippo signalling to regulate cell proliferation and apoptosis. Nat. Cell Biol. 2006, 8,
27–36. [CrossRef]

11. Wada, K.; Itoga, K.; Okano, T.; Yonemura, S.; Sasaki, H. Hippo pathway regulation by cell morphology and stress fibers.
Development 2011, 138, 3907–3914. [CrossRef] [PubMed]

12. Aragona, M.; Panciera, T.; Manfrin, A.; Giulitti, S.; Michielin, F.; Elvassore, N.; Dupont, S.; Piccolo, S. A mechanical checkpoint
controls multicellular growth through YAP/TAZ regulation by actin-processing factors. Cell 2013, 154, 1047–1059. [CrossRef]
[PubMed]

13. Miyazono, K.; Katsuno, Y.; Koinuma, D.; Ehata, S.; Morikawa, M. Intracellular and extracellular TGF-beta signaling in cancer:
Some recent topics. Front. Med. 2018, 12, 387–411. [CrossRef] [PubMed]

14. Zhao, B.; Li, L.; Lu, Q.; Wang, L.H.; Liu, C.Y.; Lei, Q.; Guan, K.L. Angiomotin is a novel Hippo pathway component that inhibits
YAP oncoprotein. Genes Dev. 2011, 25, 51–63. [CrossRef]

15. Piccolo, S.; Cordenonsi, M.; Dupont, S. Molecular pathways: YAP and TAZ take center stage in organ growth and tumorigenesis.
Clin. Cancer Res. 2013, 19, 4925–4930. [CrossRef] [PubMed]

16. Harvey, K.F.; Zhang, X.; Thomas, D.M. The Hippo pathway and human cancer. Nat. Rev. Cancer 2013, 13, 246–257. [CrossRef]
17. Huang, J.; Wu, S.; Barrera, J.; Matthews, K.; Pan, D. The Hippo signaling pathway coordinately regulates cell proliferation and

apoptosis by inactivating Yorkie, the Drosophila Homolog of YAP. Cell 2005, 122, 421–434. [CrossRef]
18. Gu, Y.; Shea, J.; Slattum, G.; Firpo, M.A.; Alexander, M.; Mulvihill, S.J.; Golubovskaya, V.M.; Rosenblatt, J. Defective apical

extrusion signaling contributes to aggressive tumor hallmarks. eLife 2015, 4, e04069. [CrossRef]
19. Miki, H.; Suetsugu, S.; Takenawa, T. WAVE, a novel WASP-family protein involved in actin reorganization induced by Rac.

EMBO J. 1998, 17, 6932–6941. [CrossRef]
20. Samarin, S.; Nusrat, A. Regulation of epithelial apical junctional complex by Rho family GTPases. Front. Biosci. 2009, 14,

1129–1142. [CrossRef]
21. Quinlan, M.P. Rac regulates the stability of the adherens junction and its components, thus affecting epithelial cell differentiation

and transformation. Oncogene 1999, 18, 6434–6442. [CrossRef] [PubMed]
22. Lin, H.K.; Lin, H.H.; Chiou, Y.W.; Wu, C.L.; Chiu, W.T.; Tang, M.J. Caveolin-1 down-regulation is required for Wnt5a-Frizzled 2

signalling in Ha-Ras(V12) -induced cell transformation. J. Cell Mol. Med. 2018, 22, 2631–2643. [CrossRef] [PubMed]
23. Anderson, R.G. The caveolae membrane system. Annu. Rev. Biochem. 1998, 67, 199–225. [CrossRef]
24. Navarro, A.; Anand-Apte, B.; Parat, M.O. A role for caveolae in cell migration. FASEB J. 2004, 18, 1801–1811. [CrossRef]
25. Galbiati, F.; Volonte, D.; Brown, A.M.; Weinstein, D.E.; Ben-Ze’ev, A.; Pestell, R.G.; Lisanti, M.P. Caveolin-1 expression inhibits

Wnt/beta-catenin/Lef-1 signaling by recruiting beta-catenin to caveolae membrane domains. J. Biol. Chem. 2000, 275, 23368–23377.
[CrossRef]

26. Koleske, A.J.; Baltimore, D.; Lisanti, M.P. Reduction of caveolin and caveolae in oncogenically transformed cells. Proc. Natl. Acad.
Sci. USA 1995, 92, 1381–1385. [CrossRef] [PubMed]

27. Razandi, M.; Oh, P.; Pedram, A.; Schnitzer, J.; Levin, E.R. ERs associate with and regulate the production of caveolin: Implications
for signaling and cellular actions. Mol. Endocrinol. 2002, 16, 100–115. [CrossRef]

28. Carver, L.A.; Schnitzer, J.E. Caveolae: Mining little caves for new cancer targets. Nat. Rev. Cancer 2003, 3, 571–581. [CrossRef]
29. Goetz, J.G.; Joshi, B.; Lajoie, P.; Strugnell, S.S.; Scudamore, T.; Kojic, L.D.; Nabi, I.R. Concerted regulation of focal adhesion

dynamics by galectin-3 and tyrosine-phosphorylated caveolin-1. J. Cell Biol. 2008, 180, 1261–1275. [CrossRef]
30. Miao, H.; Strebhardt, K.; Pasquale, E.B.; Shen, T.L.; Guan, J.L.; Wang, B. Inhibition of integrin-mediated cell adhesion but not

directional cell migration requires catalytic activity of EphB3 receptor tyrosine kinase. Role of Rho family small GTPases. J. Biol.
Chem. 2005, 280, 923–932. [CrossRef]

31. Chen, W.C.; Lin, H.H.; Tang, M.J. Regulation of proximal tubular cell differentiation and proliferation in primary culture by
matrix stiffness and ECM components. Am. J. Physiol. Renal. Physiol. 2014, 307, F695–F707. [CrossRef] [PubMed]

32. Suzuki, K.; Bose, P.; Leong-Quong, R.Y.; Fujita, D.J.; Riabowol, K. REAP: A two minute cell fractionation method. BMC Res. Notes
2010, 3, 294. [CrossRef] [PubMed]

http://doi.org/10.1016/j.tibs.2013.12.004
http://www.ncbi.nlm.nih.gov/pubmed/24388967
http://doi.org/10.1038/nrc2109
http://doi.org/10.1007/s12079-017-0441-3
http://doi.org/10.1146/annurev.bioeng.6.040803.140040
http://doi.org/10.3389/fchem.2014.00045
http://doi.org/10.1016/j.celrep.2017.07.032
http://doi.org/10.1242/dev.045500
http://doi.org/10.1038/ncb1339
http://doi.org/10.1242/dev.070987
http://www.ncbi.nlm.nih.gov/pubmed/21831922
http://doi.org/10.1016/j.cell.2013.07.042
http://www.ncbi.nlm.nih.gov/pubmed/23954413
http://doi.org/10.1007/s11684-018-0646-8
http://www.ncbi.nlm.nih.gov/pubmed/30043220
http://doi.org/10.1101/gad.2000111
http://doi.org/10.1158/1078-0432.CCR-12-3172
http://www.ncbi.nlm.nih.gov/pubmed/23797907
http://doi.org/10.1038/nrc3458
http://doi.org/10.1016/j.cell.2005.06.007
http://doi.org/10.7554/eLife.04069
http://doi.org/10.1093/emboj/17.23.6932
http://doi.org/10.2741/3298
http://doi.org/10.1038/sj.onc.1203026
http://www.ncbi.nlm.nih.gov/pubmed/10597245
http://doi.org/10.1111/jcmm.13531
http://www.ncbi.nlm.nih.gov/pubmed/29502342
http://doi.org/10.1146/annurev.biochem.67.1.199
http://doi.org/10.1096/fj.04-2516rev
http://doi.org/10.1074/jbc.M002020200
http://doi.org/10.1073/pnas.92.5.1381
http://www.ncbi.nlm.nih.gov/pubmed/7877987
http://doi.org/10.1210/mend.16.1.0757
http://doi.org/10.1038/nrc1146
http://doi.org/10.1083/jcb.200709019
http://doi.org/10.1074/jbc.M411383200
http://doi.org/10.1152/ajprenal.00684.2013
http://www.ncbi.nlm.nih.gov/pubmed/25056346
http://doi.org/10.1186/1756-0500-3-294
http://www.ncbi.nlm.nih.gov/pubmed/21067583


Biomedicines 2022, 10, 977 16 of 16

33. Lin, H.H.; Lin, H.K.; Lin, I.H.; Chiou, Y.W.; Chen, H.W.; Liu, C.Y.; Harn, H.I.; Chiu, W.T.; Wang, Y.K.; Shen, M.R.; et al. Mechanical
phenotype of cancer cells: Cell softening and loss of stiffness sensing. Oncotarget 2015, 6, 20946–20958. [CrossRef] [PubMed]

34. Sabra, H.; Brunner, M.; Mandati, V.; Wehrle-Haller, B.; Lallemand, D.; Ribba, A.S.; Chevalier, G.; Guardiola, P.; Block, M.R.;
Bouvard, D. beta1 integrin-dependent Rac/group I PAK signaling mediates YAP activation of Yes-associated protein 1 (YAP1) via
NF2/merlin. J. Biol. Chem. 2017, 292, 19179–19197. [CrossRef]

35. Codelia, V.A.; Sun, G.; Irvine, K.D. Regulation of YAP by mechanical strain through Jnk and Hippo signaling. Curr. Biol. 2014, 24,
2012–2017. [CrossRef]

36. Zhang, L.; Yang, S.; Chen, X.; Stauffer, S.; Yu, F.; Lele, S.M.; Fu, K.; Datta, K.; Palermo, N.; Chen, Y.; et al. The hippo pathway
effector YAP regulates motility, invasion, and castration-resistant growth of prostate cancer cells. Mol. Cell Biol. 2015, 35,
1350–1362. [CrossRef]

37. Eisenhoffer, G.T.; Loftus, P.D.; Yoshigi, M.; Otsuna, H.; Chien, C.B.; Morcos, P.A.; Rosenblatt, J. Crowding induces live cell
extrusion to maintain homeostatic cell numbers in epithelia. Nature 2012, 484, 546–549. [CrossRef]

38. Tsuji, T.; Ishizaki, T.; Okamoto, M.; Higashida, C.; Kimura, K.; Furuyashiki, T.; Arakawa, Y.; Birge, R.B.; Nakamoto, T.; Hirai, H.;
et al. ROCK and mDia1 antagonize in Rho-dependent Rac activation in Swiss 3T3 fibroblasts. J. Cell Biol. 2002, 157, 819–830.
[CrossRef]

39. Ryan, M.B.; Finn, A.J.; Pedone, K.H.; Thomas, N.E.; Der, C.J.; Cox, A.D. ERK/MAPK Signaling Drives Overexpression of the
Rac-GEF, PREX1, in BRAF- and NRAS-Mutant Melanoma. Mol. Cancer Res. 2016, 14, 1009–1018. [CrossRef]

40. Panciera, T.; Azzolin, L.; Cordenonsi, M.; Piccolo, S. Mechanobiology of YAP and TAZ in physiology and disease. Nat. Rev. Mol.
Cell Biol. 2017, 18, 758–770. [CrossRef]

41. Kim, N.G.; Koh, E.; Chen, X.; Gumbiner, B.M. E-cadherin mediates contact inhibition of proliferation through Hippo signaling-
pathway components. Proc. Natl. Acad. Sci. USA 2011, 108, 11930–11935. [CrossRef] [PubMed]

42. Robinson, B.S.; Moberg, K.H. Cell-cell junctions: Alpha-catenin and E-cadherin help fence in Yap1. Curr. Biol. 2011, 21, R890–R892.
[CrossRef] [PubMed]

43. Burgermeister, E.; Friedrich, T.; Hitkova, I.; Regel, I.; Einwachter, H.; Zimmermann, W.; Rocken, C.; Perren, A.; Wright, M.B.;
Schmid, R.M.; et al. The Ras inhibitors caveolin-1 and docking protein 1 activate peroxisome proliferator-activated receptor
gamma through spatial relocalization at helix 7 of its ligand-binding domain. Mol. Cell Biol. 2011, 31, 3497–3510. [CrossRef]
[PubMed]

44. Lecuit, T.; Yap, A.S. E-cadherin junctions as active mechanical integrators in tissue dynamics. Nat. Cell Biol. 2015, 17, 533–539.
[CrossRef]

45. Rodgers, L.S.; Fanning, A.S. Regulation of epithelial permeability by the actin cytoskeleton. Cytoskeleton 2011, 68, 653–660.
[CrossRef]

46. Braga, V.M.; Del Maschio, A.; Machesky, L.; Dejana, E. Regulation of cadherin function by Rho and Rac: Modulation by junction
maturation and cellular context. Mol. Biol. Cell 1999, 10, 9–22. [CrossRef]

47. Ebrahim, S.; Fujita, T.; Millis, B.A.; Kozin, E.; Ma, X.; Kawamoto, S.; Baird, M.A.; Davidson, M.; Yonemura, S.; Hisa, Y.; et al. NMII
forms a contractile transcellular sarcomeric network to regulate apical cell junctions and tissue geometry. Curr. Biol. 2013, 23,
731–736. [CrossRef]

http://doi.org/10.18632/oncotarget.4173
http://www.ncbi.nlm.nih.gov/pubmed/26189182
http://doi.org/10.1074/jbc.M117.808063
http://doi.org/10.1016/j.cub.2014.07.034
http://doi.org/10.1128/MCB.00102-15
http://doi.org/10.1038/nature10999
http://doi.org/10.1083/jcb.200112107
http://doi.org/10.1158/1541-7786.MCR-16-0184
http://doi.org/10.1038/nrm.2017.87
http://doi.org/10.1073/pnas.1103345108
http://www.ncbi.nlm.nih.gov/pubmed/21730131
http://doi.org/10.1016/j.cub.2011.09.019
http://www.ncbi.nlm.nih.gov/pubmed/22075429
http://doi.org/10.1128/MCB.01421-10
http://www.ncbi.nlm.nih.gov/pubmed/21690289
http://doi.org/10.1038/ncb3136
http://doi.org/10.1002/cm.20547
http://doi.org/10.1091/mbc.10.1.9
http://doi.org/10.1016/j.cub.2013.03.039

	Introduction 
	Materials and Methods 
	Cells and Culture Conditions 
	Plasmids, shRNA, siRNA, and Transfection 
	RT-PCR 
	Western Blot Analyses 
	Cell Fractionation 
	Pull-Down Assay 
	Immunofluorescence Staining and Confocal Microscopy 
	Crystal Violet Staining 
	Anchorage-Independent Growth Assay 
	Statistical Analysis 

	Results 
	Ha-RasV12 Facilitates YAP Nuclear Translocation through Downregulated Junctional Myosin IIB 
	Cav1 Preserved Junctional Myosin IIB and Restricted Ha-RasV12-Induced YAP Nuclear Translocation 
	Ha-RasV12 Downregulated Cav1 Expression and YAP Nuclear Retention through MEK Pathway 
	Nuclear YAP Is Not Involved in Ha-RasV12-Induced Cellular Aggregation 
	Rac1 Activity Is Required for Ha-RasV12-Induced Cellular Aggregation 
	Ha-RasV12-Induced Multilayer Cellular Aggregates through ERK-Rac Pathway 

	Discussion 
	References

