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Lentiviral expression of wild-type LAMASA
restores cell adhesion in airway basal cells
from children with epidermolysis bullosa
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The hallmark of epidermolysis bullosa (EB) is fragile attachment
of epithelia due to genetic variants in cell adhesion genes. We
describe 16 EB patients treated in the ear, nose, and throat
department of a tertiary pediatric hospital linked to the United
Kingdom’s national EB unit between 1992 and 2023. Patients
suffered a high degree of morbidity and mortality from laryngo-
tracheal stenosis. Variants in laminin subunit alpha-3 (LAMA3)
were found in 10/15 patients where genotype was available.
LAMA3 encodes a subunit of the laminin-332 heterotrimeric
extracellular matrix protein complex and is expressed by airway
epithelial basal stem cells. We investigated the benefit of restoring
wild-type LAMA3 expression in primary EB patient-derived
basal cell cultures. EB basal cells demonstrated weak adhesion
to cell culture substrates, but could otherwise be expanded simi-
larly to non-EB basal cells. In vitro lentiviral overexpression of
LAMA3A in EB basal cells enabled them to differentiate in air-
liquid interface cultures, producing cilia with normal ciliary
beat frequency. Moreover, transduction restored cell adhesion
to levels comparable to a non-EB donor culture. These data pro-
vide proof of concept for a combined cell and gene therapy
approach to treat airway disease in LAMA 3-affected EB.

INTRODUCTION

Epidermolysis bullosa (EB) is a group of rare genetic disorders, char-
acterized by extreme fragility and overt blistering of epithelial tissues."
EB manifests most commonly in the skin but can affect diverse
epithelial tissues, including those in the respiratory, gastrointestinal,
or genitourinary tracts. In common between affected epithelial tissues
is compromised cell adhesion, which results in extremely fragile tissue
and subsequent blistering and scarring after trivial or mild trauma.”
Although life expectancy varies depending on disease phenotype,
most forms of EB are associated with severe morbidity.’
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In airways, EB can present with supraglottic or glottic stenosis second-
ary to blistering and scarring of the fragile mucosa, which can arise
spontaneously or can be induced by minor traumas, such as those
caused by coughing or crying. EB is subclassified into four types based
on the level of cleavage within the epithelial-subepithelial junction: EB
simplex (EBS), junctional EB (JEB), dystrophic EB (DEB), and Kindler
EB.* Each type is associated with different causative variants and clinical
phenotypes; there are at least 30 clinically distinct phenotypes of EB."
Airway involvement is predominantly observed in two JEB subtypes:
JEB severe (JEB-S) and laryngo-onycho-cutaneous syndrome (LOC
syndrome).s’6 JEB-S is associated with variants in genes that encode
the laminin-332 heterotrimeric protein complex (laminin subunit
alpha-3 [LAMAZ3], laminin subunit beta-3 [LAMB3], and laminin sub-
unit gamma-2 [LAMC2], respectively), a basement membrane extracel-
lular matrix protein,” and, more rarely, with variants in type XVII
collagen (COL17A1) or integrin subunits alpha 6 (ITGA6), beta 4
(ITGB4), or alpha 3 (ITGA3).%” Laminin-332 anchors basal epithelial
cells to the basement membrane by connecting integrins on the epithe-
lial cell surface to structural proteins, such as collagens, in the basement
membrane. LOC syndrome typically arises from LAMAS3 variants
affecting the LAMA3A isoform (exons 39-76).''" Both JEB-S and
LOC syndrome are associated with a high risk of infant mortality,'°
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often due to laryngotracheal complications and airway obstruction.”
Notably, JEB intermediate (JEB-I) can also present with laryngeal
involvement, but typically with less severe phenotypes due to heterozy-
gosity of the causative pathogenic variants."’

The airway management of EB patients involves repeated microlar-
yngobronchoscopy (MLB) and endoscopic intervention to address
the airway stenosis with cold steel instrumentation and/or balloon
dilatation. Procedures must be performed delicately to prevent
further damage to the mucosa,” and multiple procedures are often
required to maintain airway patency. Since patients with laryngeal
involvement suffer from severe, life-limiting phenotypes, patients
typically present younger than 2 years of age.” In some cases, trache-
ostomy must be considered. However, the blistering and consequent
infections of the fragile skin around the stoma and the dressing can be
problematic and the optimal timing of tracheostomy in this patient
group to avoid treatment-associated morbidity is not yet clear.

Overall, patients with airway involvement in epidermolysis bullosa are
currently underserved by investigative research. In 2020, there were 23
interventional EB clinical trials open internationally, none of which
aimed to address airway manifestations of the disease. Here, we describe
and characterize a cohort of EB patients referred to the Ear, Nose, and
Throat (ENT) Department at Great Ormond Street Hospital for
Children (London, UK) between 1992 and 2023. With a view to devel-
oping a combined cell and gene therapy for this patient group, we
expand patient airway epithelial cells in primary cell culture, generate
a lentivirus to overexpress wild-type LAMA3A and transduce patient
cells in vitro, leading to an improvement in in vitro cell adhesion.

RESULTS

An airway EB clinical cohort

A total of 16 patients (8 male, 8 female) with a diagnosis of EB were
referred to the Great Ormond Street ENT team with a median age at
referral of 9 months (range 3-116 months); 15 patients were found to
have laryngotracheal involvement and 1 patient had tracheal disease
only (Figure 1A). The most common phenotypic subtype was JEB-S
(9 patients), followed by JEB-LOC (4 patients), EBS with muscular
dystrophy (1 patient), severe EBS (1 patient) and severe recessive
DEB (1 patient) (Figure 1B). Complete longitudinal follow-up (from
referral to current status [alive, dead, or transitioned to adult services])
was available in 15/16 cases and ranged in length from 10 months to 16.5
years. Several patients required numerous MLB procedures to maintain
a patent airway (Figure 1C). Half of the cohort (8/16 patients) under-
went tracheostomy insertion for ongoing management of their laryng-
otracheal disease. Eight patients had died at the time of writing, five of
whom had previously undergone tracheostomy for their airway disease.

Genotyping data were available for 15/16 patients in the cohort; 10/15
patients had at least 1 LAMA3 pathogenic variant; 7 patients had
pathogenic variants in LAMA3 affecting both alleles (five homozy-
gous, two double heterozygous) and two patients had a heterozygous
LAMA3 pathogenic variant (we hypothesize that they likely have a
further unidentified LAMA3 variant) (Figure 2A). Patient EB1 had
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a homozygous LAMB3 variant that was detected in peripheral blood
mononuclear cells, as well as a skin biopsy. A further heterozygous
LAMA3 variant was detected in the skin biopsy. Based on this finding,
alongside the markedly decreased LAMA3 protein expression that
was observed in cultured tracheal basal cells from EB1, we included
this patient within the LAMA3-affected group. The remaining 5
patients had pathogenic variants in LAMB3 (n = 2, homozygous),
keratin 14 (KRT14; n = 1, heterozygous), collagen alpha-1(VII) chain
(n = 1, homozygous), or plectin (n = 1, heterozygous). In another
patient with airway EB involvement who was not managed under
ENT services at Great Ormond Street Hospital for Children
(GOSH) but contributed a research histological sample (patient 17,
Figure 2A; JEB-LOC, with LAMA3 variants), we observed severe
loss of reactivity at the tracheal basement membrane to an antibody
raised against the mature laminin-332 heterotrimer (Figure 2B).

EB patient airway epithelial cell culture

Interrogation of single-cell RNA sequencing data from the integrated
Human Lung Cell Atlas (HLCA) dataset'* demonstrated that
LAMA3, LAMB3, and LAMC2 transcripts are predominantly expressed
in airway basal cells and lung alveolar type 1 cells (Figures 3A; S1).
LAMAS3 has two major transcript variants that result in two isoforms:
A and B. The A isoform consists of exons 39-76 and the B isoform con-
sists of all exons except exon 39. In cultured primary non-EB adult
airway basal cells, we found that LAMB3 was the most highly expressed
of the genes encoding laminin-332 components (Figure 3B) and that
this was accompanied by higher expression of LAMA3A than LAMA3B
(Figure 3B). Some differences in expression were noted depending on
the airway site from which basal cells were isolated, with a higher level
of LAMA3A expression in proximal than distal airway basal cells (Fig-
ure 3B). Combined with the reported success of combined epidermal
cell and gene therapy using a y-retroviral vector carrying LAMB3
cDNA for patients with JEB,'>'® these data led us to investigate the
expansion of primary human airway epithelial cells from patients
with EB, with a view to developing a therapy to express the wild-type
LAMA3 gene in the airway epithelium.

Following informed parental consent, we obtained single, ~2 mm?
matched laryngeal and tracheal pinch biopsies from areas of aryte-
noid and lateral mid-tracheal mucosa from five children—one pedi-
atric, sex-matched non-EB donor undergoing airway endoscopy for
an unrelated reason and four children with known LAMA3 variants
who were undergoing planned endoscopic procedures to manage
their airway EB disease (Figure 2A). We successfully established
airway epithelial cell cultures from 4/4 tracheal samples and 4/4 laryn-
geal samples from EB patients by explant culture (Figures 4A-4C). In
two-dimensional (2D) culture, epithelial cells expressed KRT5 and tu-
mor protein p63 (TP63; Figure 4B), as expected for airway basal stem
cells.'”*” Moreover, EB patient airway epithelial cell cultures were
capable of differentiation to both ciliated and mucosecretory cell
types in 3D tracheosphere assays (Figure 4C). LAMAS3 protein abun-
dance was severely reduced in EB patient basal cell cultures compared
to a non-EB control culture (Figure 4D). Functionally, we observed
cell adhesion defects in the EB patient-derived cell cultures, with cells
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Figure 1. Airway manifestations of EB occur within multiple EB subtypes and are associated with a severe burden of disease

(A) Representative clinical photographs from airway endoscopy show severe stenotic scarring throughout the laryngotracheal tree of affected EB patients but not non-EB
control patients. Arrowheads indicate the position of the arytenoid cartilages underlying the laryngeal mucosa; in the EB patient, there is accumulation of scar tissue within the
laryngeal inlet. Asterisks indicate the bases of a tight band of horizontal scar tissue across the mid-tracheal lumen at the site of previous mild trauma caused by the tip of a
tracheostomy tube. (B) Pie chart showing the distribution of EB subtypes within the clinical cohort (n = 16 patients). (C) Longitudinal follow-up of 16 EB patients requiring
treatment for airway disease (blue circles denote an endoscopic procedure under general anesthesia, red asterisks denote the insertion of tracheostomy, and black Xs
denote the age at death). Patient 7 emigrated from the United Kingdom and was lost to follow-up at the time point indicated by —I. Patients 1, 2, 4, and 5 provided samples for
in vitro characterization. Patient 6 did not receive MLB procedures at GOSH because the family opted for nonoperative palliative care.

proving highly trypsin sensitive compared to the non-EB control cell
culture (Figure 4E).

Lentiviral transduction restores LAMA3 expression in EB airway
basal cells

To move toward a combined airway cell and gene therapy for EB pa-
tients, we next designed lentiviral vectors that encode either EGFP or
LAMA3A under the control of a constitutive cytomegalovirus (CMV)

promoter sequence (Figure 5A). Using the EGFP lentivirus as a re-
porter system, we optimized viral transduction of non-EB primary hu-
man tracheal epithelial cells using a spin transduction method (see
materials and methods), achieving transduction efficiencies of >70%
atan MOI of 8 (Figure 5B). The colony-forming ability of EGFP trans-
duced basal cells fluorescence-activated cell sorting (FACS) sorted for
EGFP positivity did not differ significantly from donor- and passage-
matched mock-transduced basal cells (Figure S2A).
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Figure 2. Airway manifestations of EB frequently involve variants of LAMA3

Laminin-332

(A) Table of pathogenic variants and phenotypic subtypes of LAMAS-associated EB patients requiring treatment for airway disease. Patients with an asterisk provided
samples for in vitro characterization. Patient 17 was not managed under ENT services at GOSH, but has contributed research samples. (B) Immunofluorescence staining
using an antibody against the mature laminin-332 heterotrimer (laminin-332, green; DAPI, blue) in a tracheal biopsy from a non-EB control patient (left) and a patient with a
diagnosis of JEB-LOC due to loss of LAMAS function (patient 17; right). Scale bars, 100 pm.

Next, we transduced EB patient basal cells with the LAMA3 lentivirus
using the optimized spin transduction protocol. Increased LAMA3
mRNA abundance (EB5T, mean = 45.5-fold increase; EB2T, mean =
79.6-fold increase; Figure 5C) and protein abundance were seen in
two independent EB patient basal cell cultures with distinct causative
LAMA3 mutations following transduction (Figure 5D). Expression of
ITGB4 and ITGA3, however, remained unaltered (Figure 5D). The
expression of LAMA3 mRNA (EB5T, mean = 3.3-fold increase;
EB2T, mean = 8.4-fold increase; Figure S2B) and protein (Figure S2C)
in these cultures was higher than in the non-EB control cultures,
consistent with its constitutive expression being driven by the strong
CMYV promoter. To understand the overall impact that overexpression
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of wild-type LAMA3 had on EB airway basal cells, we performed RNA
sequencing on three independent transductions of tracheal basal
cells from EB5 as well as nontransduced cells. Principal-component
analysis (PCA) showed clustering based on transduction status,
with more variability between LAMAS3-transduced cultures than
mock-transduced cultures (Figure 6A). We identified a total of 373
differentially expressed transcripts, with 149 upregulated in
LAMA3-transduced cultures (padj <0.05, log2 fold change >1) and
224 downregulated (padj <0.05, log2 fold change <—1; Figures 6B
and 6C; Table S1). Of the most significant differentially expressed
genes, IL19 (p = 1.40 x 10~ '®) and HAS2 (p = 2.42 x 10 '?) were
notable for being downregulated after LAMA3 transduction and
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Figure 3. Expression of LAMAS in airway basal cells in vivo and in primary
cell cultures from EB patients

(A Expression of selected airway epithelial cell marker genes (epithelial cell adhesion
molecule [EPCAM], epithelial cells; mucin 5B [MUC5B], mucosecretory cells; forkhead
box J1 [FOXJT], multiciliated cells; secretoglobin family 1A member 1 [SCGB1AT], club
cells; keratin 5 [KRT5] and tumor protein p63 [TP63], basal cells), LAMA3, LAMB3, and
LAMC?2 in single-cell RNA sequencing data from the integrated HLCA normal data-
set.'* (B) qPCR analysis of LAMA3A, LAMAS3B, LAMB3, and LAMC2 expression in
non-EB adult airway basal cell cultures derived from nasal, airway, or distal airway
epithelium (n = 3 donors per condition). Mean expression is shown relative to the
average of 2 housekeeping genes (GAPDH and RPS13). Error bars represent SD;
*p < 0.05 and **p < 0.01 in 1-way ANOVAs conducted per gene on ACt values.

having previously been associated with inflammatory pathogenesis
involving the airway epithelium.”">> Gene set enrichment analysis
suggested that overexpression of wild-type LAMA3 was associated
with more widespread changes in epithelial cell phenotype with signif-
icant enrichment of keratinocyte differentiation, epithelial cell prolif-
eration, and extracellular matrix organization (Figure 6D). Indeed,
analysis of genes that are associated with cell adhesion via hemidesmo-
somes indicated a general trend toward upregulation of these genes in
LAMAS3-transduced cultures, with significant upregulation observed
for LAMA3 (p = 2.35 x 10~°"), KRTI4 (p = 0.024), ITGA6 (p =
0.018), and COL17A1 (p = 8.79 X 1073 Figure 6E).

In colony-formation assays, LAMA3-transduced cells behaved similarly
to mock-transduced donor- and passage-matched cells (Figure S2D). In

air-liquid interface (ALI) assays, mock-transduced EB cultures failed
within 5-7 days of the introduction of an air interface, with holes form-
ing within the epithelium (Figure 7A). Transepithelial electrical resis-
tance (TEER) measurements indicated minimal differences between
mock-transduced and LAMA3-transduced cells in submerged culture
(Figure 7B). TEER values for established ALI cultures of LAMA3-trans-
duced cells were within the normal range for non-EB cells (i.e., >250 ©;
Figure 7B).”> LAMA3-transduced ALI cultures contained multiciliated
cells (Figure 7C), and the ciliary beat frequency (CBF) of these was
within the expected range for non-EB control cultures (normal range =
7-16 Hz; Figure 7D).% Importantly, the in vitro cell adhesion of
LAMA3-transduced EB patient airway basal cells was comparable to a
non-EB donor control cell culture, demonstrating functional correction
of the observed cell adhesion defect (Figure 7E).

DISCUSSION

In this study, we have described a cohort of patients with EB treated
by the ENT Department at GOSH. This cohort of 16 children with
airway disease represents a minority of all of the children treated
for EB at the center, with 425 patients seen in total over a comparable
time period. Although airway manifestations within EB are rare, the
affected subgroup suffers from high morbidity and an inexorable
worsening of both quality of life and life expectancy. Airway EB pa-
tients currently have limited and suboptimal therapeutic options;
we show that they require multiple and frequent endoscopic airway
dilatations under general anesthesia to manage their increasingly ste-
notic laryngotracheal airways.

Consistent with previous reports,'**** we associate upper airway
manifestations of EB with alterations in the LAMA3 gene. In mice,
loss of LAMAZ3 is lethal in the perinatal period as a result of severe de-
fects in epithelial tissues.”® Interestingly, loss of LAMA3 in the mouse
lung leads to increased deposition of collagen and inflammation, which
may be relevant to airway EB pathogenesis.”” Upper airway and
tracheal phenotypes have also been observed in dogs with LAMA3-
mutant EB.*® In EB patients, LAMA3 variants are associated with
LOC syndrome, but we also identified non-LOC patients who had
LAMA3 variants and airway symptoms, predominantly from the
JEB-S subtype. It is unclear why LAMA3 variants may confer airway
tropism compared to other EB-causative variants, and this suggests
an avenue for future fundamental research on laminin-332 subunit
biology—for example to compare the relative dependency of different
epithelia on laminin-332-containing adhesion complexes versus other
complexes.

There has been enthusiasm for gene therapy in monogenic respira-
tory diseases for several decades, but the delivery of viral vectors to
airway epithelium has proved challenging.” The evolution of the
epithelium as a physical barrier to inhaled particles means that muco-
ciliary clearance and cell-to-cell adhesion via tight junctions inhibit
efficient viral transduction in vivo. Laminin-332 localizes to both
hemidesmosomes (through interaction with integrin a6p4) and focal
adhesions (with integrin a3B1) to mediate cell-matrix adhesion,”® but
is not involved in cell-to-cell adhesion via tight junctions. As such, the
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Figure 4. Airway basal cells from EB patients retain stem cell characteristics, lack LAMAS3 expression, and are deficient in cell adhesion in cell culture

(A) Bright-field microscopy image showing outgrowth of EB patient airway epithelial cells from biopsy tissue in primary cell culture. Scale bar, 200 pm. (B) Immunofluo-
rescence staining of EB tracheal epithelial cells (passage 6) in coculture with 3T3-J2 feeder cells. Cells were stained with antibodies against basal cell markers KRT5 (cyan)
and TPB3 (magenta). Scale bar, 200 um. (C) Immunofluorescence staining of EB tracheal epithelial cells following 21 days in 3D tracheosphere culture (assay performed at
passage 6). Cells were stained with antibodies against KRT5 (cyan), mucin-5AC (MUC5AGC; yellow), and acetylated tubulin (ACT; magenta). Scale bar, 200 um. (D) Western
blot analysis of LAMAS protein expression in a control tracheal basal cell culture (N1T, passage 5), 3 EB tracheal basal cell cultures (EB1T, EB5T, and EB2T, passage 5), and 2
EB laryngeal basal cell cultures (EB5L and EB2L, passage 5). Alpha tubulin is shown as a loading control. (E) Results from a passive trypsinization assay comparing the trypsin
sensitivity of a control tracheal basal cell culture (N1T, passage 5) and 2 EB tracheal basal cell cultures (EB5T and EB2T, passage 5); n = 3 per donor; error bars represent

mean + SD; 2-way ANOVA, "p < 0.05; **p < 0.01; **p < 0.001; and ****p < 0.0001.

predisposition of the EB airway epithelium for gene transfer remains
uncertain, and preclinical preconditioning approaches that expose
basal cells before infection (e.g., through the use of polidocanol to re-
move luminal cell types)®' are often unsuitable for clinical applica-
tion. Although significant progress is being made in in vivo lentiviral
delivery to overcome these challenges by optimizing pseudotype®
and preconditioning approaches,” we believe that many of the issues
encountered in other disease settings are relevant for in vivo gene
delivery in EB airways.”*

By combining primary airway epithelial cell culture with lentiviral
transduction, we provide proof of principle for a combined cell
and gene therapy approach for airway EB. One advantage of this
approach is the ability to use autologous cells to enable transplanta-
tion into a recipient without provoking an immunological response
and/or rejection of the graft. Furthermore, a variety of LAMA3 var-
iants were observed in our cohort (Figure 1C), so lentiviral expres-
sion of wild-type LAMA3 represents a more universally applicable

1502 Molecular Therapy Vol. 32 No 5 May 2024

therapy than individualized gene correction. Airway basal cells
express the laminin-332 components in vivo, suggesting them as a
suitable target cell for gene correction. However, the use of a consti-
tutively active promoter is a limitation of the approach described
here because LAMA3 would not be downregulated upon basal cell
differentiation and, although we demonstrate that these cells func-
tionally differentiate, the consequences of ectopic LAMA3 expres-
sion in multiciliated, mucosecretory, and other airway epithelial
subpopulations require further characterization. As such, future
work to generate a clinically translatable lentiviral vector should
investigate the use of basal cell-specific promoter sequences to
restore LAMA3 expression.

Given the rate of cell proliferation that is observed in the cell culture
conditions used in this study, it is highly feasible to expand sufficient
numbers of basal cells for transplantation.”>*>*° It is additionally
likely that clinical product generation could be further optimized to
minimize both time in culture and time to treatment.’” Thus, we
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Figure 5. Generation and optimization of a lentiviral vector to express wild-
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(A) Plasmid map showing the 2 lentiviral constructs developed, using identical
backbones, with either EGFP or LAMASA inserts. (B) Optimization of transduction
efficiency in primary human airway basal cells using the EGFP reporter vector.
Comparison is between a spin transduction protocol and a nonspin transduction
protocol (see materials and methods; n = 4; 2-way ANOVA; *p < 0.05, **p < 0.01,
and ***p < 0.001). Error bars represent mean + SD. (C) gPCR analysis of LAMA3
expression in EB tracheal basal cell cultures from 2 patients (EB5T and EB2T,
passage 6). Points represent independent transductions or protocol matched,
mock-transduced control cell cultures (n = 3, line indicates median point, 2-way
ANOVA; ***p < 0.0001 in comparison of mock-transduced versus LAMAS-trans-
duced groups). (D) Representative western blot analysis of LAMAS3, ITGB4, and
ITGAS in 2 LAMAS3-transduced EB tracheal basal cell cultures (EB5T and EB2T,
passage 5 or 6) and matched mock-transduced control cell cultures. Alpha
tubulin is shown as a loading control. Blots are representative of 3 independent
experiments.

anticipate that this method comfortably provides sufficient cell
numbers for clinical airway engraftment in this patient group,
including the creation of any patient-specific cryopreserved cell
stocks that may prove to be necessary for repeated administration.

A major barrier to airway cell therapy in general and for the approach
foreseen here has been the lack of surgical methods to deliver epithe-
lial cells to the airways.”® Although the transplantation of airway basal
cells has been possible in rodent models, the preconditioning methods
and routes of delivery used would be unacceptable in patients, and
autologous cells are rarely used, with studies often using immunode-
ficient mice to enable transplan‘[ation.39 However, several methods
under preclinical application, such as endobronchial cell delivery or
stent-based transplantation, may enable basal cell delivery to patients.
EB represents a strong candidate for clinical translation of an airway
cell therapy, given that corrected cells may outcompete recipient
epithelial cells in vivo as a consequence of enhanced cell adhesion
in basal stem cells. This is in contrast to other monogenic lung disor-
ders; for example, cystic fibrosis is caused by pathogenic variants in
the cystic fibrosis transmembrane conductance regulator gene, but
the gene is not expressed by basal cells. This limits the opportunity
for gene-corrected cells to outcompete resident stem cells following
transplantation.

Overall, our study provides early proof-of-principle data for a lenti-
virus-based combined cell and gene therapy for patients with airway
manifestations of EB.

MATERIALS AND METHODS

Case information collection

A retrospective single-center case series study was performed to iden-
tify all EB patients with laryngotracheal involvement who have been
managed at GOSH. Patients were identified from a hospital database,
and their treatment at GOSH occurred between January 1992 and
June 2023. Data were collected on patient demographics, EB type
and subtype, genotyping, frequency of airway interventions, need for
tracheostomy insertion, and the involvement of other organs. Ethnicity
is described according to definitions from the UK Census 2021.
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Figure 6. RNA sequencing analysis of LAMA3-transduced EB5T tracheal basal cells

(A) PCA plot. Shape indicates sample group (triangle, mock-transduced; circle, LAMA3-transduced). Individual points are colored by the LAMAS3 expression in that sample.
(B) Volcano plot showing the 373 differentially expressed genes between mock-transduced and LAMAS3-transduced samples. Genes that are upregulated in LAMAS-
transduced cells are colored blue, and those that are downregulated are black. Labeled genes are annotated manually (a full list of differentially expressed genes can be found
in Table S1). (C) Heatmap showing the 373 differentially expressed genes between mock-transduced and LAMAS3-transduced samples. Expression for each gene is scaled.
(D) Gene set enrichment analysis of the differentially expressed genes. (E) Barplots showing the expression (normalized counts) of genes associated with hemidesmosomes.
Bars represent the mean (n = 3). Individual expression values are represented as points, which are colored according to the LAMAS expression in that sample. The asterisk

indicates significant adjusted p values.

Genotyping was performed by the Robin Eady National EB Diagnostic
Laboratory (Guy’s Hospital, London, UK).

Human airway tissue collection

Ethical approval for primary cell culture studies involving human
cells was obtained through the Living Airway Biobank at University
College London (National Research Ethics Committee [REC] refer-
ence 19/NW/0171). Following discussion and informed written con-
sent from their parents/guardians, laryngeal and tracheal luminal bi-
opsies were obtained using cupped microlaryngoscopic biopsy
forceps from patients during planned rigid laryngotracheobroncho-
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scopy under general anesthesia (which was necessary as part of their
routine clinical care). Additional primary human non-EB adult
airway epithelial cell cultures were derived under REC reference 18/
SC/0514.

Primary airway epithelial cell culture

To initiate primary epithelial cell cultures, fresh tracheal or laryngeal
biopsies were placed in culture on 3T3-]2 feeder layers and cultured as
explants, as previously reported.”>** Adult nasal basal cells were iso-
lated from brush biopsies by shaking the samples in 15-mL falcon
tubes to release epithelial cells before centrifugation at 300 x g and
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Figure 7. LAMAS transduction restores the ability of EB tracheal basal cells to differentiate in ALI cultures and reverses in vitro cell adhesion defects

(A) Bright-field microscopy images showing mock-transduced (EB5T) and LAMAS3-transduced (EB5T-LAMAR) 72 h after air lift. Holes within the epithelium are indicated by
black asterisks. (B) TEER values for submerged basal cell cultures 24 h after seeding (i.e., submerged cultures before air lift) and after 19-21 days at an ALI. n =7 wells of EBST
cells from 2 independent experiments. No values are shown for nontransduced cells at ALI because 7/7 wells failed. (C) Immunofluorescence staining for basal cells (KRTS5,
cyan), mucosecretory cells (MUC5AC, yellow), and multiciliated cells (ACT, magenta; top) or basal cells (KRT5, cyan; TP63, yellow) and multiciliated cells (ACT, magenta;
bottom) in EB5T-LAMAS ALI cultures. Scale bars, 50 um. (D) High-speed video microscopy analysis of CBF in 7 EB5T-LAMAS3 ALI culture wells from 2 independent ex-
periments. Top:plot of CBF (Hz; box represents the interquartile range, whiskers represent the range); bottom: plot of the distribution of ciliary beat speed within ROls in each
well replicate. (E) Passive trypsinization assay comparing the trypsin sensitivity of a control tracheal basal cell culture (N1T, passage 5), the EB5T (left, passage 5) and EB2T
(right, passage 5) LAMAS-transduced EB tracheal basal cell cultures, and matched mock-transduced cultures (n = 3; error bars represent mean + SD; 2-way ANOVA,;
*p < 0.05, *p < 0.01, and **p < 0.001). Data from the N1T control cells and the mock-transduced EB5T and EB2T cells are also shown in Figure 4E.

cell plating. Adult bronchial and distal airway basal cells were isolated
by dissecting airways from lobectomy samples, mincing the tissue
with a scalpel, and processing with a previously reported dispase/
trypsin digestion method to achieve a single-cell suspension for
plating.*' Culture initiation was performed in primary epithelial cell
culture medium consisting of DMEM (Gibco) and F12 (Gibco) in a
3:1 ratio with 1x penicillin/streptomycin (Gibco) and 5% fetal bovine
serum (FBS) (Gibco) supplemented with 5 uM Y-27632 (Cambridge
Bioscience), 25 ng/mL hydrocortisone (Sigma-Aldrich), 0.125 ng/mL
EGF (Sino Biological), 5 png/mL insulin (Sigma-Aldrich), 0.1 nM
cholera toxin (Sigma-Aldrich), 250 ng/mL amphotericin B (Fisher
Scientific), and 10 pg/mL gentamicin (Gibco). 3T3-J2 mouse embry-
onic fibroblasts (purchased from Kerafast) were cultured in DMEM
containing 7.5% bovine calf serum (Cytiva) and 1x penicillin/strep-

tomycin (Gibco). To prepare feeder layers the day before receipt of the
biopsies, 3T3-]2 cells were mitotically inactivated by treatment with
4 pg/mL mitomycin C for 3 h. Feeder cells were trypsinized and plated

at a density of 20,000 cells/cm?>.*

After 7-10 days, outgrowth of epithelial cells was visible around each
biopsy. Cells were then differentially trypsinized and passaged by in-
cubation with 0.05% trypsin/EDTA (Gibco) at room temperature for
2 min to detach feeder cells, which were then removed by aspiration.
A second round of trypsinization was performed at 37°C to detach the
epithelial cells. Trypsin was neutralized using primary epithelial cell
culture medium, cells were centrifuged at 300 x g for 5 min, resus-
pended in fresh primary epithelial cell culture medium, and seeded
on a freshly prepared feeder layer. Subsequent passages were
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performed when cell confluency reached 80%. The 3D tracheospheres
were generated using a previously published protocol.*’

For colony-formation assays, 1,000 cultured human airway epithelial
cells were seeded per well of a 6-well plate containing inactivated 3T3-
J2 feeder cells. Medium was carefully changed on days 4 and 8 of cul-
ture before the experiment was terminated on day 12. Colonies were
fixed for 10 min in 4% paraformaldehyde (PFA) in PBS, stained using
crystal violet (Sigma-Aldrich) at room temperature for 20 min, and
washed repeatedly in water. Colonies, defined as contiguous groups
of >10 cells, were counted manually using a light microscope.
Colony-forming efficiency was calculated as: (number of colonies
formed/number of seeded cells) x 100.

The trypsin sensitivity of EB patient epithelial cells was compared to
non-EB donor epithelial cells by seeding 20,000 epithelial cells
(obtained by differential trypsinization) per well of a 96-well plate
in 3T3-J2 conditioned medium, which was produced as previously
described.*” The following day, cells were washed once with PBS
before trypsin was added to all of the wells. Trypsinization of wells
was stopped every 60 s in a subset of wells by the removal of trypsin
and the addition of primary epithelial cell culture medium to
neutralize the trypsin reaction. At the end of the experiment, all of
the wells were washed once with PBS, and the cells were fixed in
100 pL 4% PFA for 20 min at room temperature. After fixation,
40 pL 2.3% crystal violet solution (Sigma-Aldrich) was added to the
wells for 15 min at room temperature. The plate was then washed
in a Tupperware box under a continuous flow of water and dried
overnight on paper towels. A total of 150 uL 10% acetic acid was
added to each well to dissolve the crystal violet, and the plate was
read at 570 nm absorbance on a plate reader.

ALI cultures were performed as previously described in PneumaCult
medium (STEMCELL Technologies).“ TEER measurements were
made using the EVOM Epithelial Voltohmmeter (World Precision
Instruments). Videos for the CBF analysis were obtained on a Nikon
Eclipse TiE inverted microscope with a Prime BSI Express camera
and a Nikon Super Plan Fluor ELWD 20XC PH objective. For CBF
analysis, we captured 512 frames at a frame rate of 188 fps and calcu-
lated CBF of 6,400 regions of interest (ROIs) per video using the ciliR
package with a background noise level of 2.**

Western blotting

Epithelial cells were collected by differential trypsinization from T25
flasks and resuspended in PBS. Cells were pelleted and resuspended in
120 pL Pierce RIPA lysis buffer (Thermo Fisher Scientific) and 1x
protease and phosphatase inhibitor, and then incubated on ice for
15 min. Lysates were spun at 13,800 x g at 4°C for 15 min, and the
supernatants containing proteins were transferred to a new tube.
The protein concentration was determined using a Pierce BCA pro-
tein assay kit (Thermo Fisher Scientific). Laemmli SDS sample buffer
(Thermo Fisher Scientific) and reducing agent (Thermo Fisher Scien-
tific) were added, and 30 pg of protein was run in a Bis-Tris, 4%-12%
gel in Bolt MOPS SDS running buffer at 150 V for 60 min. The protein
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was transferred to a polyvinylidene fluoride membrane in 25 mM
Tris, 192 mM glycine, and 20% methanol at 70 V at 4°C for 2 h.
The membrane was blocked with 5% skim milk in Tris-buffered saline
containing 0.1% Tween 20 (TBST; Sigma-Aldrich), followed by
washing in TBST and incubated in primary antibodies (Table S2)
in TBST at 4°C overnight. The membrane was washed in TBST
and incubated with secondary antibodies at room temperature for 2
h. After washing with TBST, the membrane was developed using
western horseradish peroxidase substrate (Merck) according to the
manufacturer’s instructions and imaged using a Bio-Rad ChemiDoc
Imager.

qRT-PCR

Epithelial cells were collected from T25 flasks by differential trypsini-
zation and washed with PBS. RNA was extracted from pellets using
the PureLink RNA Mini Kit (Thermo Fisher Scientific), followed by
cDNA synthesis using the LunaScript RT Supermix kit (NEB).
qPCR was performed against different gene targets (Table S3) using
a QuantStudio 5 qPCR machine.

RNA sequencing and analysis

Processed single-cell RNA sequencing data were obtained from the
integrated HLCA project."* A Seurat object containing the “core,”
normal HLCA samples was downloaded and visualized using
ShinyCell.*’

For bulk RNA sequencing, RNA was extracted using the PureLink
RNA Mini Kit (Thermo Fisher Scientific) as per the manufacturer’s
protocol. RNA concentrations were quantified using a Qubit 3.0 Fluo-
rometer (Thermo Fisher Scientific). DNA libraries were constructed
using the KAPA mRNA HyperPrep kit (Roche) and sequenced on
a NextSeq 2000 on a P2 flow cell (at UCL Genomics), giving a median
of 27.3 million (range 21.9-31.6) 56-bp paired-end reads per sample.

FASTQ files were processed using the nf-core/rnaseq pipeline
(version 3.11.2) with the GRCh38 reference genome."® Computed
gene counts were used for analyses using R (version 4.3.1). PCA
and differential expression analyses were performed on output
from DEseq2 (version 1.40.2). Ensembl gene IDs were matched to
gene symbols using BiomaRt (version 2.56.1). The hemidesmosome
gene list was manually curated. Processed data and analysis code
are available via Zenodo (https://doi.org/10.5281/zenodo.10696184).

Immunofluorescence staining

Immunofluorescence staining of EB patient samples was performed
at the National Diagnostic Epidermolysis Bullosa Laboratory, Guy’s
Hospital (London, UK) using an in-house anti-laminin-332 antibody.
Images were acquired using a Zeiss LSM700 confocal microscope.

For immunofluorescence staining of primary epithelial cells,
1.1 x 10° epithelial cells per cm? were seeded in a chamber slide con-
taining feeder cells in primary epithelial cell culture medium. When
cells reached 80% confluency, they were fixed in 4% PFA and stored
in PBS until staining. Wells were blocked in PBS containing 10% FBS
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and 0.01% Triton X-100 for 1 h at 4°C. Primary antibody staining was
performed overnight at 4°C in PBS containing 10% FBS, wells were
washed twice with PBS, and secondary antibody staining was per-
formed by diluting species-appropriate Alexa Fluor secondary anti-
bodies (1:500; Molecular Probes) in PBS containing 10% FBS for
2 h at room temperature. Nuclei were visualized by the addition of
DAPI (Sigma-Aldrich) at 0.1 pg/mL in PBS for 20 min. ALI cultures
were fixed for 24 h in 10% formalin and then stored in PBS at 4°C un-
til processing. Transwell membranes were excised from the transwell
inserts before processing. Tracheospheres were fixed by resuspension
in 4% PFA and embedded within in HistoGel specimen processing gel
(Thermo Fisher Scientific) before further processing. Samples were
processed using a Leica TP 1050 vacuum tissue processor and
embedded in paraffin. The 5-pm sections were prepared using a
Microm HM 325 microtome, and slides were dewaxed in xylene
before antigen retrieval by boiling in 10 mM sodium citrate pH 6
using a microwave. Samples were washed in PBS before a hydropho-
bic ring was drawn around the sample using an ImmEdge pen (Vector
Laboratories). Samples were then blocked in PBS containing 1% BSA
(Merck), 5% normal goat serum (Abcam), and 0.1% Triton X-100 for
1 h. Staining with primary antibody (Table S2) was performed in
blocking buffer overnight at 4°C. After washing twice in PBS, samples
were incubated with species-appropriate Alexa Fluor secondary
antibodies (1:1,000; Molecular Probes) in blocking buffer at room
temperature for 2 h. Nuclei were visualized by the addition of
DAPI (Sigma-Aldrich) at 0.1 ug/mL in PBS for 20 min. Fluorescence
images were acquired using a Leica DMi8 microscope and were
analyzed in Image]2.

Plasmids

LAMA3A cDNA was purchased from Sino Biological and amplified by
PCR using LAMA3_F and LAMA3_R (primer sequences are listed
in Table S3) to add overlapping sequences. LAMA3A was then
cloned into the lentiviral plasmid pCCL-CMV-IT vector previously
described.”’ Sequences coding for two new restriction sites, Nhel and
Mlul, were first introduced in between the BamHI and Sall sites within
the pCCL-CMV-IT plasmid in place of fIT. LAMA3A was incorporated
into the plasmid using the Nhel and Mlul restriction sites, creating the
LAMA3 vector designated pCCL-CMV-LAMA3 (‘pPLAMA3’). pCCL-
CMV-EGFP (‘pEGFP’) was previously described.*” All of the sequences
were confirmed by Oxford Nanopore whole plasmid sequencing (Full
Circle Labs).

Lentivirus production, cell transduction, and FACS

To generate lentivirus, HEK293T cells were transfected with pMD2.G
and pCMVR8.74 (Addgene 12259 and 22036, kind gifts from Prof.
Adrian Thrasher, University College London) and pEGFP or
PLAMA3 using jetPEI transfection reagent (Polyplus). The virus
was collected 48 h posttransfection and concentrated by combining
the supernatants with PEGit concentrator (5x; System Biosciences
LV810A-1) overnight at 4°C. After centrifugation at 1,500 x g for
45 min, the supernatant was removed and the pellet was resuspended
in 1/10th of the original volume of PBS. Concentrated supernatants
were stored at —80°C until use.

To estimate the virus titer, HEK293T cells were transduced with
different volumes of virus, and flow cytometry was used to determine
the percentage of transduced cells 2 days posttransduction. For
pEGFP transduction, cells were resuspended in PBS and analyzed
on a BD LSRII flow cytometer (BD Biosciences).

For transduction, epithelial cells were trypsinized as described above
and resuspended in a 1:1 mixture of 3T3-J2 conditioned medium and
primary epithelial cell culture medium.** A total of 2 x 10° epithelial
cells per well were seeded in a 6-well cell culture plate. Immediately
after cell seeding, lentivirus (MOI 8) was added to the cells. The plate
was centrifuged at 920 x g at 30°C for 1 h, followed by incubation at
37°C and 5% CO,. The medium containing virus was changed to
fresh medium containing 3T3-]J2 feeder cells 3 h posttransduction.
For comparison of transduction with and without centrifugation,
epithelial cells were seeded and allowed to attach for 3 h before the
addition of virus for a further 3 h in the “no spin” control group.
Mock-transduced cells were subjected to the same protocol as trans-
duced cells but without the addition of lentivirus. EGFP-transduced
epithelial cells were isolated by FACS using a BD LSRII cell analyzer
(BD Biosciences) and then further expanded on 3T3-]2 feeder layers
as described above.

Statistical analysis

Chart plotting and statistical analyses were performed in GraphPad
Prism (version 9.2.0) or R (version 4.3.1). Error bars represent
mean + SD.

DATA AND CODE AVAILABILITY

Bulk RNA sequencing data associated with this paper (both processed
counts and raw data) are publicly available via GEO: GSE249910.
Processed data and analysis code are available via Zenodo (https://
doi.org/10.5281/zen0d0.10696184).
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Supplemental information can be found online at https://doi.org/10.
1016/j.ymthe.2024.02.032.

ACKNOWLEDGMENTS

The authors thank the Robin Eady National Diagnostic Epidermoly-
sis Bullosa Laboratory (Guy’s Hospital, London, UK) for their
assistance with genotyping and immunofluorescence staining, UCL
Genomics for performing RNA sequencing, and Olumide Ogunbiyi
(GOSH, London, UK) for histology support. This work was funded
by grants from DEBRA UK, DEBRA Austria and Cure EB
(BUTLERL), and GOSH Charity (V4322). REH. was a Wellcome
Trust Sir Henry Wellcome Fellow (WT209199/Z/17/Z) and was sup-
ported by a NIHR Great Ormond Street Hospital BRC Catalyst
Fellowship. R.E.H. and S.M.]. were members of the UK Regenerative
Medicine Platform (UKRMP2) Engineered Cell Environment Hub
(MRC; MR/R015635/1). S.M.]. is supported by a CRUK program
grant (EDDCPGM\100002) and an MRC program grant (MR/
W025051/1). S.M.J. also received support from the Longfonds
BREATH lung regeneration consortium.

Molecular Therapy Vol. 32 No 5 May 2024 1507


https://doi.org/10.5281/zenodo.10696184
https://doi.org/10.5281/zenodo.10696184
https://doi.org/10.1016/j.ymthe.2024.02.032
https://doi.org/10.1016/j.ymthe.2024.02.032
http://www.moleculartherapy.org

AUTHOR CONTRIBUTIONS

Conceptualization, E.F.M., CR.B., and R.E.H. Methodology, CH.L.,
KKK, CMS., and REH. Investigation, CH.L, M.JR, EEM,,
J.C.O.,, DR.P.,, EKH,, LS., S.F, and R.E.H. Visualization, CH.L,,
M.J.R,, EEEM,, and R.E.H. Resources, KK.K., P.L.B., M.L.B., C.O,,
CM.S., SMJ, G.P,, AEM,, and J.AM. Writing - original draft,
E.FM., S.F, and R.E.H. Writing - review & editing, CH.L., EF.M.,
].C.O., G.P., A EM,, J.AM,, and RE.H. Supervision, R.E.H. Project
administration, RE.H. Funding acquisition, E.F.M., RH., G.P.,
A.EM., J.AM.,, CRB, and R.E-H.

DECLARATION OF INTERESTS

The authors declare no competing interests. The views expressed are
those of the authors and not necessarily those of the NHS, the NIHR
or the Department of Health. For the purpose of open access, the cor-
responding author has applied a CC BY public copyright license to
any author accepted manuscript version arising from this submission.

REFERENCES
1. Bardhan, A., Bruckner-Tuderman, L., Chapple, I.L.C,, Fine, J.-D., Harper, N., Has, C.,
Magin, T.M., Marinkovich, M.P., Marshall, J.F., McGrath, J.A,, et al. (2020).
Epidermolysis bullosa. Nat. Rev. Dis. Primers 6, 78.

]

. De Rosa, L., Enzo, E., Palamenghi, M., Sercia, L., and De Luca, M. (2023). Stairways to
advanced therapies for epidermolysis bullosa. Cold Spring Harb. Perspect. Biol. 15,
a041229.

3. Fine, ].D., and Mellerio, J.E. (2009). Extracutaneous manifestations and complica-
tions of inherited epidermolysis bullosa: Part I. Epithelial associated tissues. J. Am.
Acad. Dermatol. 61, 367-386.

4. Has, C,, Bauer, ].W., Bodemer, C., Bolling, M.C., Bruckner-Tuderman, L., Diem, A.,
Fine, J.-D., Heagerty, A., Hovnanian, A., Marinkovich, M.P,, et al. (2020). Consensus
reclassification of inherited epidermolysis bullosa and other disorders with skin
fragility. Br. J. Dermatol. 183, 614-627.

w

. Fine, J.-D., Johnson, L.B., Weiner, M., and Suchindran, C. (2007). Tracheolaryngeal
Complications of Inherited Epidermolysis Bullosa: Cumulative Experience of the
National Epidermolysis Bullosa Registry. Laryngoscope 117, 1652-1660.

f=2)

. Hore, 1, Bajaj, Y., Denyer, J., Martinez, A.E., Mellerio, ].E., Bibas, T., and Albert, D.
(2007). The management of general and disease specific ENT problems in children
with Epidermolysis Bullosa—A retrospective case note review. Int. J. Pediatr.
Otorhinolaryngol. 71, 385-391.

~

. Kiritsi, D., Has, C., and Bruckner-Tuderman, L. (2013). Laminin 332 in junctional
epidermolysis bullosa. Cell Adh. Migr. 7, 135-141.

e

. Uitto, J., Pulkkinen, L., and Christiano, A.M. (1994). Molecular basis of the dystro-
phic and junctional forms of epidermolysis bullosa: mutations in the type VII
collagen and kalinin (laminin 5) genes. J. Invest. Dermatol. 103, 39S-46S.

9. Wen, D., Hunjan, M., Bardhan, A., Harper, N., Ogboli, M., Ozoemena, L., Liu, L.,
Fine, J.-D., Chapple, I, Balacco, D.L., and Heagerty, A. (2023). Genotype-phenotype
correlation in Junctional Epidermolysis Bullosa: signposts to severity. J. Invest.
Dermatol. https://doi.org/10.1016/j.jid.2023.11.021.

10. Cohn, H.I, and Murrell, D.F. (2010). Laryngo-onycho-cutaneous Syndrome.
Dermatol. Clin. 28, 89-92.

11. Prodinger, C., Chottianchaiwat, S., Mellerio, J.E., McGrath, J.A., Ozoemena, L., Liu,
L., Moore, W., Laimer, M., Petrof, G., and Martinez, A.E. (2021). The natural history
of laryngo-onycho-cutaneous syndrome: A case series of six pediatric patients and
literature review. Pediatr. Dermatol. 38, 1094-1101.

12. Fine, J.-D. (2010). Inherited epidermolysis bullosa. Orphanet J. Rare Dis. 5, 12-17.
13. Yuen, W.Y., Lemmink, H.H., van Dijk-Bos, K.K,, Sinke, RJ., and Jonkman, M.F.
(2011). Herlitz junctional epidermolysis bullosa: diagnostic features, mutational pro-

file, incidence and population carrier frequency in the Netherlands. Br. J. Dermatol.
165, 1314-1322.

1508 Molecular Therapy Vol. 32 No 5 May 2024

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

Molecular Therapy

. Sikkema, L., Ramirez-Sudstegui, C., Strobl, D.C., Gillett, T.E., Zappia, L., Madissoon,

E., Markov, N.S., Zaragosi, L.-E., Ji, Y., Ansari, M., et al. (2023). An integrated cell
atlas of the lung in health and disease. Nat. Med. 29, 1563-1577.

. De Rosa, L., Carulli, S., Cocchiarella, F., Quaglino, D., Enzo, E., Franchini, E.,

Giannetti, A., De Santis, G., Recchia, A., Pellegrini, G., and De Luca, M. (2014).
Long-term stability and safety of transgenic cultured epidermal stem cells in gene
therapy of junctional epidermolysis bullosa. Stem Cell Rep. 2, 1-8.

. Hirsch, T., Rothoeft, T., Teig, N., Bauer, ].W., Pellegrini, G., De Rosa, L., Scaglione, D.,

Reichelt, J., Klausegger, A., Kneisz, D., et al. (2017). Regeneration of the entire human
epidermis using transgenic stem cells. Nature 551, 327-332.

. Kueckelhaus, M., Rothoeft, T., De Rosa, L., Yeni, B., Ohmann, T., Maier, C., Eitner, L.,

Metze, D, Losi, L., Secone Seconetti, A., et al. (2021). Transgenic Epidermal Cultures
for Junctional Epidermolysis Bullosa - 5-Year Outcomes. N. Engl. J. Med. 385,
2264-2270.

. De Rosa, L., Enzo, E., Zardi, G., Bodemer, C., Magnoni, C., Schneider, H., and De

Luca, M. (2021). Hologene 5: A phase II/III clinical trial of combined cell and gene
therapy of junctional epidermolysis bullosa. Front. Genet. 12, 705019. https://doi.
org/10.3389/fgene.2021.705019.

. Rock, J.R., Onaitis, M.W., Rawlins, E.L., Lu, Y., Clark, C.P., Xue, Y., Randell, S.H., and

Hogan, B.L.M. (2009). Basal cells as stem cells of the mouse trachea and human
airway epithelium. Proc. Natl. Acad. Sci. USA 106, 12771-12775.

Weeden, C.E,, Chen, Y., Ma, S.B,, Hu, Y., Ramm, G., Sutherland, K.D., Smyth, G.K,,
and Asselin-Labat, M.-L. (2017). Lung Basal Stem Cells Rapidly Repair DNA Damage
Using the Error-Prone Nonhomologous End-Joining Pathway. Plos Biol. 15,
€2000731.

Huang, F., Wachi, S., Thai, P., Loukoianov, A., Tan, K.H., Forteza, R.M., and Wu, R.
(2008). Potentiation of IL-19 expression in airway epithelia by IL-17A and IL-4/IL-
13: important implications in asthma. J. Allergy Clin. Immunol. 121, 1415-1421.e3.

Lee, S.-N., Yoon, S.A., Song, ].M., Kim, H.C., Cho, H.-J., Choi, A.M.K,, and Yoon,
J.-H. (2022). Cell-type-specific expression of hyaluronan synthases HAS2 and
HAS3 promotes goblet cell hyperplasia in allergic airway inflammation. Am. J.
Respir. Cell Mol. Biol. 67, 360-374.

Butler, C.R., Hynds, R.E., Gowers, KH.C,, Lee, D.D.H., Brown, .M., Crowley, C,,
Teixeira, V.H., Smith, C.M., Urbani, L., Hamilton, N.J., et al. (2016). Rapid
Expansion of Human Epithelial Stem Cells Suitable for Airway Tissue Engineering.
Am. J. Respir. Crit. Care Med. 194, 156-168. https://doi.org/10.1164/rccm.201507-
14140C.

McLean, W.H.L, Irvine, A.D., Hamill, K.J., Whittock, N.V., Coleman-Campbell,
C.M., Mellerio, J.E., Ashton, G.S., Dopping-Hepenstal, P.J.H., Eady, R.A.J., Jamil,
T., etal. (2003). An unusual N-terminal deletion of the laminin alpha3a isoform leads
to the chronic granulation tissue disorder laryngo-onycho-cutaneous syndrome.
Hum. Mol. Genet. 12, 2395-2409.

Barzegar, M., Mozafari, N., Kariminejad, A., Asadikani, Z., Ozoemena, L., and
McGrath, J.A. (2013). A new homozygous nonsense mutation in LAMA3A underly-
ing laryngo-onycho-cutaneous syndrome. Br. J. Dermatol. 169, 1353-1356.

Ryan, M.C,, Lee, K., Miyashita, Y., and Carter, W.G. (1999). Targeted disruption of
the LAMA3 gene in mice reveals abnormalities in survival and late stage differentia-
tion of epithelial cells. J. Cell Biol. 145, 1309-1323.

Urich, D., Eisenberg, J.L., Hamill, K.J., Takawira, D., Chiarella, S.E., Soberanes, S.,
Gonzalez, A., Koentgen, F., Manghi, T., Hopkinson, S.B., et al. (2011). Lung-specific
loss of the laminin o3 subunit confers resistance to mechanical injury. J. Cell Sci. 124,
2927-2937.

Herrmann, I, Linder, K.E., Meurs, K.M.,, Friedenberg, S.G., Cullen, J., Olby, N., and
Bizikova, P. (2021). Canine junctional epidermolysis bullosa due to a novel mutation
in LAMA3 with severe upper respiratory involvement. Vet. Dermatol. 32, 379-¢108.
McLachlan, G., Alton, EW.F.W,, Boyd, A.C,, Clarke, N.K.,, Davies, ].C., Gill, D.R,,
Griesenbach, U., Hickmott, ].W., Hyde, S.C., Miah, K.M., and Molina, CJ. (2022).
Progress in Respiratory Gene Therapy. Hum. Gene Ther. 33, 893-912.
Marinkovich, M.P. (2007). Tumour microenvironment: laminin 332 in squamous-
cell carcinoma. Nat. Rev. Cancer 7, 370-380.

Parsons, D.W., Grubb, B.R., Johnson, L.G., and Boucher, R.C. (1998). Enhanced
in vivo airway gene transfer via transient modification of host barrier properties
with a surface-active agent. Hum. Gene Ther. 9, 2661-2672.


http://refhub.elsevier.com/S1525-0016(24)00101-1/sref1
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref1
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref1
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref2
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref2
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref2
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref3
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref3
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref3
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref4
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref4
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref4
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref4
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref5
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref5
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref5
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref6
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref6
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref6
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref6
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref7
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref7
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref8
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref8
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref8
https://doi.org/10.1016/j.jid.2023.11.021
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref10
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref10
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref11
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref11
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref11
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref11
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref12
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref13
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref13
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref13
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref13
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref14
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref14
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref14
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref15
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref15
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref15
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref15
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref16
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref16
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref16
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref17
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref17
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref17
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref17
https://doi.org/10.3389/fgene.2021.705019
https://doi.org/10.3389/fgene.2021.705019
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref19
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref19
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref19
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref20
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref20
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref20
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref20
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref21
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref21
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref21
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref22
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref22
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref22
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref22
https://doi.org/10.1164/rccm.201507-1414OC
https://doi.org/10.1164/rccm.201507-1414OC
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref24
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref24
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref24
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref24
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref24
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref25
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref25
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref25
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref26
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref26
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref26
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref27
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref27
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref27
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref27
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref28
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref28
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref28
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref29
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref29
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref29
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref30
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref30
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref31
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref31
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref31

www.moleculartherapy.org

32.

33.

34.

35.

36.

37.

38.

39.

40.

Griesenbach, U,, Inoue, M., Meng, C., Farley, R, Chan, M., Newman, N.K., Brum, A.,
You, J., Kerton, A., Shoemark, A, et al. (2012). Assessment of F/HN-pseudotyped
lentivirus as a clinically relevant vector for lung gene therapy. Am. J. Respir. Crit.
Care Med. 186, 846-856.

McCarron, A., Cmielewski, P., Drysdale, V., Parsons, D., and Donnelley, M. (2023).
Effective viral-mediated lung gene therapy: is airway surface preparation necessary?
Gene Ther. 30, 469-477.

Palamenghi, M., De Luca, M., and De Rosa, L. (2022). The steep uphill path leading to
ex vivo gene therapy for genodermatoses. Am. J. Physiol. Cell Physiol. 323, C896-C906.

Ghosh, M., Ahmad, S., White, C.W., and Reynolds, S.D. (2017). Transplantation of
Airway Epithelial Stem/Progenitor Cells: A Future for Cell-Based Therapy. Am. J.
Respir. Cell Mol. Biol. 56, 1-10.

Hayes, D., Jr., Kopp, B.T., Hill, C.L.,, Lallier, S.W., Schwartz, C.M., Tadesse, M.,
Alsudayri, A., and Reynolds, S.D. (2019). Cell Therapy for Cystic Fibrosis Lung
Disease: Regenerative Basal Cell Amplification. Stem Cells Transl. Med. 8, 225-235.
Di, W.-L., Mellerio, J.E., Bernadis, C., Harper, J., Abdul-Wahab, A., Ghani, S., Chan,
L., Martinez-Queipo, M., Hara, H., McNicol, A.-M,, et al. (2013). Phase I study pro-
tocol for ex vivo lentiviral gene therapy for the inherited skin disease, Netherton syn-
drome. Hum. Gene Ther. Clin. Dev. 24, 182-190.

Berical, A., Lee, R.E., Randell, S.H., and Hawkins, F. (2019). Challenges Facing Airway
Epithelial Cell-Based Therapy for Cystic Fibrosis. Front. Pharmacol. 10, 74.

Hynds, R.E. (2022). Exploiting the potential of lung stem cells to develop pro-regen-
erative therapies. Biol. Open 11, bi0059423. https://doi.org/10.1242/bi0.059423.
Hynds, R.E., Butler, CR,, Janes, S.M., and Giangreco, A. (2019). Expansion of Human
Airway Basal Stem Cells and Their Differentiation as 3D Tracheospheres. Organoids
1576, 43-53.

41.

42.

43.

44.

45.

46.

47.

Gowers, KH.C., Hynds, R.E., Thakrar, R M., Carroll, B, Birchall, M.A., and Janes,
S.M. (2018). Optimized isolation and expansion of human airway epithelial basal cells
from endobronchial biopsy samples. J. Tissue Eng. Regen. Med. 12, e313-e317.

Hynds, R.E., Gowers, KH.C., Nigro, E., Butler, CR., Bonfanti, P., Giangreco, A.,
Préle, C.M., and Janes, S.M. (2018). Cross-talk between human airway epithelial cells
and 3T3-J2 feeder cells involves partial activation of human MET by murine HGF.
PLoS One 13, e0197129.

Lee, D.D.H,, Petris, A., Hynds, R.E., and O’Callaghan, C. (2020). Ciliated Epithelial
Cell Differentiation at Air-Liquid Interface Using Commercially Available Culture
Media. Methods Mol. Biol. 2109, 275-291.

Grant, O., Larken, I, Reitemeier, S.C., Mitchison, H.M., Dawes, W., Phillips, A.,
Cortina-Borja, M., and Smith, C.M. (2023). ciliR: an R package for determining ciliary
beat frequency using fast Fourier transformation. Preprint at bioRxiv. https://doi.org/
10.1101/2023.12.20.572306.

Ouyang, J.F., Kamaraj, U.S., Cao, E.Y., and Rackham, O.J.L. (2021). ShinyCell: simple
and sharable visualization of single-cell gene expression data. Bioinformatics 37,
3374-3376.

Patel, H., Ewels, P., Peltzer, A., Botvinnik, O., Manning, J., Sturm, G., Garcia, M.U.,
Moreno, D., Vemuri, P., Bot, N.-C,, et al. (2023). Nf-Core/Rnaseq: Nf-Core/rnaseq
v3.13.2 - Cobalt Colt (Zenodo). https://doi.org/10.5281/ZENODO.1400710.

Yuan, Z.,, Kolluri, KK, Sage, EK., Gowers, KH.C,, and Janes, SM. (2015).
Mesenchymal stromal cell delivery of full-length tumor necrosis factor-related
apoptosis-inducing ligand is superior to soluble type for cancer therapy.
Cytotherapy 17, 885-896.

Molecular Therapy Vol. 32 No 5 May 2024 1509


http://refhub.elsevier.com/S1525-0016(24)00101-1/sref32
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref32
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref32
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref32
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref33
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref33
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref33
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref34
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref34
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref35
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref35
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref35
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref36
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref36
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref36
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref37
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref37
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref37
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref37
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref38
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref38
https://doi.org/10.1242/bio.059423
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref40
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref40
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref40
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref41
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref41
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref41
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref42
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref42
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref42
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref42
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref43
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref43
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref43
https://doi.org/10.1101/2023.12.20.572306
https://doi.org/10.1101/2023.12.20.572306
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref45
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref45
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref45
https://doi.org/10.5281/ZENODO.1400710
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref47
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref47
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref47
http://refhub.elsevier.com/S1525-0016(24)00101-1/sref47
http://www.moleculartherapy.org

	Lentiviral expression of wild-type LAMA3A restores cell adhesion in airway basal cells from children with epidermolysis bullosa
	Introduction
	Results
	An airway EB clinical cohort
	EB patient airway epithelial cell culture
	Lentiviral transduction restores LAMA3 expression in EB airway basal cells

	Discussion
	Materials and methods
	Case information collection
	Human airway tissue collection
	Primary airway epithelial cell culture
	Western blotting
	qRT-PCR
	RNA sequencing and analysis
	Immunofluorescence staining
	Plasmids
	Lentivirus production, cell transduction, and FACS
	Statistical analysis

	Data and code availability
	Supplemental information
	Acknowledgments
	Author contributions
	Declaration of interests
	References


