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1  |  INTRODUC TION

Assisted reproductive technology (ART), such as in vitro fertiliza-
tion (IVF) and embryo transfer or intracytoplasmic sperm injection, 
has evolved since the birth of a baby through IVF in 1978.1 The 
rapid development of ART has led to the stabilization of pregnancy 
outcomes and diffusion of technology. Concurrently, with the 

development of genetic analysis technology, preimplantation ge-
netic testing, wherein genetic diagnosis is performed from preim-
plantation embryos based on IVF technology, has been established. 
The mean age of female patients, who underwent ART in Japan, 
was 38 years.2 This mean age increases annually and is predicted 
to continue to increase.2 Aneuploidy, the presence of an abnormal 
number of chromosomes, becomes dramatically more common with 
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Abstract
Purpose: To examine how differences in trophectoderm biopsy techniques affect the 
frequency of mosaic embryos and sequencing results.
Methods: We examined differences in next- generation sequencing (NGS) analysis re-
sults among operators or according to biopsy technique. Additionally, we determined 
the cut- off for the number of collected cells to predict the occurrence of mosaicism. 
We collected cells according to the cut- off value and examined whether there was a 
difference in the NGS analysis results between the pulling and flicking methods.
Results: There was no difference in the NGS analysis results among the operators. 
Regarding re- biopsy, changes in the mosaic were observed in all specimens. The cut- 
off value for the number of collected cells was five, and when more than five cells 
were collected, there was no difference in the NGS analysis results between the two 
methods.
Conclusions: We demonstrated that if trophectoderm biopsy techniques and NGS are 
stable, the cell collection location has a greater effect on NGS results than the biopsy 
technique.
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increasing maternal age.3,4 Testing for an abnormal number of chro-
mosomes in an embryo is called preimplantation genetic testing for 
aneuploidy (PGT- A), which has been demonstrated in many stud-
ies.5– 9 Avoiding the transfer of aneuploid embryos can also reduce 
unnecessary abortions and is reported to shorten treatment cycles 
and increase cost- effectiveness.10– 12 Thus, PGT- A is considered to 
have sufficient merit and has rapidly become widespread in ART, 
wherein patients continue to age.

Trophectoderm (TE) biopsy, through which multiple cell speci-
mens can be harvested in the blastocyst stage, and comprehensive 
genetic analysis with next- generation sequencing (NGS) have recently 
become the predominant method in PGT- A. In PGT- A, opinions vary 
greatly regarding the handling of mosaic embryos. A study reported 
that babies with normal karyotypes were born owing to the transfer 
of mosaic blastocysts,13 while another study that comprehensively 
examined 1000 mosaic embryos reported that many babies were 
born.14	However,	another	study	claimed	that	blastocysts	with	≥40%	
abnormal cells should not be prioritized for embryo transfer owing 
to low ongoing implantation rates.15 There is ongoing discussion that 
factors, such as patient characteristics and percentages of mosaicism, 
should be considered when determining whether to transfer mosaic 
embryos.14,16 Mosaic embryos result from post- fertilization errors in 
somatic cell division and, therefore, may not be affected by age14; 
rather, mosaic embryos may arise from TE biopsy techniques. There 
are reports that analysis results vary by center17,18 and that the con-
cordance rate of mosaic occurrence by re- biopsy is low.19 Therefore, 
the present study examined how differences in TE biopsy techniques 
affect the frequency of mosaic embryos and analysis results. We also 
investigated how the number of cells collected after biopsy affected 
the results of NGS analysis. While collecting too few cells increases 
the likelihood of inaccurate analysis results, collecting too many cells 
further damages the embryo. Blastocysts that are not particularly 
high in quality are especially susceptible to damage. Therefore, we 
determined the optimal number of cells to be collected.

2  |  MATERIAL S AND METHODS

2.1  |  Patients background

Patients with repeated ART failures were included in the study. 
Patients with chromosomal abnormalities were excluded. For exam-
ple, patients who were eligible for preimplantation genetic testing 
for chromosomal structural rearrangements or preimplantation ge-
netic testing for monogenic disorders were excluded from this study. 
The mean maternal and paternal age were 36.38 ± 2.90 years (range: 
30– 42) and 36.00 ± 4.27 years (range: 26– 42), respectively.

2.2  |  Ovarian stimulation

Oocyte retrieval was performed at the Takeuchi Ladies Clinic be-
tween 2016 and 2020. In the oocyte retrieval cycle, the patients’ 

conditions were stimulated using a standard gonadotropin- releasing 
hormone agonist, follicle- stimulating hormone (FSH) protocols, or 
the antagonist FSH protocol. Oocytes were retrieved under trans-
vaginal ultrasound guidance, 36- h post- injection of human chorionic 
gonadotropin (Fuji Pharmaceutical Company, Ltd.).

2.3  |  Embryo culture

Cumulus oocyte complexes obtained from the oocyte retrieval 
procedure	were	preincubated	for	3	h	(in	a	gas	phase	of	5%	O2,	6%	
CO2,	and	89%	N2 at 37°C), followed by denuding the cumulus/oo-
cyte complex cells. Oocytes in metaphase II subsequently under-
went intracytoplasmic sperm injection (ICSI) and were cultured in 
a CCM- IVF and iBIS (Astec) or EmbryoScope + time- lapse incuba-
tor (Vitrolife). Fertilization was confirmed 16– 18 h post ICSI, after 
which blastocysts developed over a maximum 6- day incubation 
period in Global medium (LG; Life Global), covered with mineral oil 
(SAGE, Origio). Biopsies were performed on blastocysts that were 
elected to be discarded. Reasons for patient desire to discard were 
as follows: First, when a large number of embryos reach the blas-
tocyst stage, we discarded some of them and did not freeze them 
(e.g., when a patient is not planning a second pregnancy and believes 
that a few good embryos are sufficient). Second, there are cases 
where a blastocyst is discarded due to payment issues. For example, 
some patients have a predetermined amount that they can afford to 
spend, and if they exceed that amount, they will decide against pro-
ceeding with the freezing of the blastocyst. There are also patients 
who wish to reduce the burden of annual frozen storage costs.

2.4  |  TE biopsy

The biopsies used the pulling and flicking methods. With the pull-
ing method, blastocysts were held with the holding pipette and the 
biopsy pipette was used to pull TE cells away from the blastocyst 
while laser pulses were applied. With the flicking method, TE cells 
were drawn inside the biopsy pipette and subsequently excised with 
a quick movement of the biopsy pipette against the holding pipette.

Tissue cultures (Falcon 351007), equal to the number of embryos 
undergoing biopsy, were prepared in advance. After a holding pipette 
(Medicon International Co., Ltd.) and a 25- μm biopsy pipette (Sunlight 
Medical) were set up, the blastocysts were transferred to biopsy tis-
sue cultures. To prevent the adhesion of cells to the biopsy pipette, 
polyvinylpyrrolidone (Origio) was suctioned into and ejected from the 
pipette to coat its interior. TE biopsy was performed using the original 
method devised by our clinic.20 First, in embryos suspended with the 
holding pipette, laser irradiation (90 μs) was used from the 3 o'clock po-
sition to create a small opening in the zona pellucida (at a site contain-
ing more TE cells). Next, to remove the TE cells adhering to the interior 
of the zona pellucida, the culture medium was injected into the perivi-
telline space using a biopsy pipette. Afterward, the small opening in the 
zona pellucida was gradually expanded with laser irradiation (120 μs; 
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LYKOS laser; Hamilton Thorne, Inc.) to make its diameter similar to the 
inner diameter of the biopsy pipette. The medium was injected into the 
opening to remove TE cells from the inner surface of the opening in 
the zona pellucida. Finally, extruded TE cells were collected. The zona 
pellucida was opened with laser irradiation at a heat range that would 
cause minimal damage to the cells (a pulse of 300 μs). Cell counts were 
performed by two or more embryologists, and only cells with visible 
nuclei were counted.

2.5  |  Tubing and NGS analysis of cell specimens 
obtained through TE biopsy

Tubing and NGS analysis of cell specimens obtained through TE 
biopsy were performed according to the method described by 
Takeuchi et al.21 Briefly, as a preliminary preparation, we entered 
the sample number in the dish (Falcon 351007) to wash the sample 
cells and a 0.2- ml tube (Eppendorf polymerase chain reaction [PCR] 
tubes 0.2 ml) to store the sample. The Pasteur pipette tip was lightly 
washed with polyvinyl pyrrolidone (Origio) to prevent cell stickiness. 
After washing the sample three times with phosphate- buffered solu-
tion, it was moved to the bottom of the 0.2- ml tube, and the tube lid 
was	closed.	After	centrifugation,	the	samples	were	stored	at	−20°C.	
The actual NGS procedures were as follows: First, the whole sample 
was subjected to whole- genome amplification using a Veriseq PGS 
kit (Illumina) and a thermal cycler (Mastercycler Nexus, Eppendorf); 
the obtained sample was quantified and diluted to 0.2 ng/μl, and 
the diluted sample was amplified using a docosahexaenoic acid tag 
and PCR. After amplification, cleanup and normalization were per-
formed, as well as load library formation, pooling and loading. The 
next day, the obtained data were subjected to chart analysis using 
BlueFuse Multi Software (Illumina).

2.6  |  Criteria for assessing aneuploidy in 
analysis results

Embryos were classified as euploid, mosaic, or aneuploid. The cut- 
off point for mosaicism was defined as >20%	 of	 abnormal	 cells.	
Percentages <20 were classified as normal (euploid); >80, abnormal 
(aneuploid); and 20– 80, mosaic.

2.7  |  Research designs

2.7.1  |  Study	I

We examined the effects of differences between operators on 
the occurrence of mosaicism. TE biopsies were performed using 
the pulling method. This study included 144 blastocysts from 26 
patients who consented to have their embryos discarded, fol-
lowing the conclusion of PGT- A clinical studies and culture from 
2015 to 2019. In this study, we compared the results among three 

operators with more than 5 years of experience as embryologists, 
and who had undergone more than 1 year of training for biopsy 
techniques.

2.7.2  |  Study	II

We examined the effect of differences in TE biopsy techniques on 
the occurrence of mosaicism. In this study, which was conducted 
with eight embryos biopsied with the pulling method and demon-
strated mosaicism in a previous diagnosis, we repeated the biopsy 
with the flicking method and investigated whether the occurrence 
of mosaicism changed. Notably, eight blastocysts were rebiopsied 
from Study I (wherein 144 blastocysts were initially investigated). 
After performing the biopsy using the pulling method, the cells were 
immediately frozen by CryoTip (Kitazato Corporation). The flick-
ing method was used for re- biopsy after 2– 3 h of recovery culture 
post- thawing.

2.7.3  |  Study	III

We examined the effect of differences in the number of cells col-
lected on the occurrence of mosaicism. Biopsies were performed 
using the pulling method. We also determined the cut- off number 
of collected cells to predict the occurrence of mosaicism. This study 
included 204 blastocysts from 18 patients who consented to have 
their embryos discarded (cultured from 2016 to 2019).

2.7.4  |  Study	IV

We	collected	cells	according	to	the	above	cut-	off	value	(i.e.,	≥5	cells)	
and compared the rates of euploidy, mosaicism, and aneuploidy, as 
well as the number of collected cells between biopsies performed 
with the pulling method and those performed with the flicking 
method. We attempted to collect at least five cells. In addition, cells 
were collected while checking with two or more embryologists to 
avoid arbitrary selection. This study included 201 blastocysts from 
108 patients who consented to have their embryos discarded fol-
lowing the conclusion of PGT- A clinical studies (cultured from 2020 
to 2021).

2.8  |  Statistical analysis

We used BellCurve (version 3.20) for Excel (Social Survey Research 
Information Co., Ltd.) for all statistical analyses. Statistical analy-
ses were performed using the chi- square (χ2) test with continuity 
correction, Mann– Whitney U test, and Kruskal– Wallis or one- way 
analysis of variance. Receiver operating characteristic curves were 
used to determine the cut- off value of the area in square microns, 
and statistical significance was set at p < 0.05.
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3  |  RESULTS

3.1  |  Study I

There	were	no	major	differences	in	euploidy	(14.8%–	22.7%),	mosai-
cism	(14.8%–	19.6%),	or	aneuploidy	(60.6%–	70.4%)	among	the	three	
operators (Table 1).

3.2  |  Study II

Mosaicism changed in all specimens (Figure 1). The number of col-
lected cells with the flicking method (8.50 ± 2.27) was significantly 
higher than that with the pulling method (5.13 ± 0.99) (Table 2).

3.3  |  Study III

The number of collected cells was significantly higher in the Mosaic 
(−)	group	 (6.06	± 1.95) than in the Mosaic (+) group (5.33 ± 1.53) 

(Table 3). The cut- off value for the number of collected cells was five 
(Table 4; Figure 2).

3.4  |  Study IV

The number of collected cells did not differ significantly between 
the pulling (6.76 ± 1.41) and flicking (7.33 ± 2.02) methods. There 
were	also	no	significant	differences	in	the	rates	of	euploidy	(24.4%–	
26.9%),	 mosaicism	 (15.4%–	15.6%),	 or	 aneuploidy	 (57.7%–	60.0%)	
(Table 5).

4  |  DISCUSSION

Study I revealed that there were no differences between the op-
erators and, in Study II, mosaicism changed in all specimens. The 
number of collected cells was significantly higher with the flicking 
method than with the pulling method. In Study III, the number of 
collected	cells	was	significantly	higher	in	the	Mosaic	(−)	group	than	

Operator n Age, yearsa
No. of 
euploidy

No. of 
mosaic

No. of 
aneuploidy

A 66 36.36 ± 2.91 15	(22.7%) 11	(16.7%) 40	(60.6%)

B 51 36.37 ± 2.97 8	(15.7%) 10	(19.6%) 33	(64.7%)

C 27 36.19 ± 2.73 4	(14.8%) 4	(14.8%) 19	(70.4%)

Abbreviation: NGS; next- generation sequencing.
aData are presented as mean ± standard deviation.

TA B L E  1 NGS	analysis	results	of	each	
operator

F I G U R E  1 Actual	next-	generation	sequencing	chart	samples.	(A	and	C)	Mosaic.	(B	and	D)	Change	in	the	mosaic	after	re-	biopsy
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in the Mosaic (+) group, and the cut- off value for the number of cells 
collected was five. In Study IV, the number of collected cells did 
not differ significantly between the pulling method and the flicking 
method. There were also no significant differences in the rates of 
euploidy, mosaicism, or aneuploidy.

The present study suggests that the analysis results in PGT- A may 
be affected by the number of cells collected in the TE biopsy, that is, 
it may be affected by the location of cell collection. There have been 
similar reports regarding the location of cell collection.22 However, 
this finding is dependent on the absence of differences in the tech-
nique between operators and the stability of NGS analysis (i.e., not 
being dependent on multiple analysis centers). As Table 1 shows, the 
analysis results in the present study did not differ among operators. 
Approximately,	10%–	20%	of	NGS-	based	PGT-	A	results	are	reported	
to be mosaic15,23; the present study also yielded a mosaicism fre-
quency	of	10%–	20%.	 In	addition,	all	analyses	 in	 the	present	study	
were conducted at our clinic; thus, differences between centers 

(analysis at multiple centers) are an unlikely explanation. We believe 
that there were no problems with NGS analysis in the present study.

The results of Study II suggested that NGS analysis was af-
fected by the frequency of changes in mosaicism occurrence 
based on the location of cell collection. At a glance, the flicking 
method appears to be associated with a lower frequency of mo-
saicism than that with the pulling method; however, the number 
of collected cells was significantly higher with the flicking method 
than with the pulling method. Based on this result, we compared 
the relationship between the occurrence of mosaicism and the 
number of collected cells, which may be affected by the location 
of cell collection; this comparison revealed that the number of col-
lected cells was significantly lower among patients whose embryos 
demonstrated mosaicism than among patients whose embryos did 
not. These results showed that differences in the location of cell 
collection affected the NGS analysis results more than the biopsy 
technique, conceivably because the mosaicism rate changes with 
the location of cell collection. However, a study reported that, 
in NGS analysis results for re- biopsy, concordance rates for mo-
saicism results were not very high.24 In the present study, NGS 
analyses after biopsy (first time) and re- biopsy (second time) 
were stable; the only changes were those in mosaicism. There are 
three possible reasons for this finding. The first is the establish-
ment of cryopreservation and thawing techniques. Our clinic has 
achieved favorable pregnancy rates with re- cryopreserved and 
rethawed blastocyst transfer using CryoTip.25 Therefore, in the 
re- cryopreservation and rethawing of blastocysts, biopsy can be 
performed without any decrease in the quality of blastocysts. The 
second reason is the TE biopsy technique. In the present study, 
NGS analysis did not yield any indeterminate results. One con-
ceivable reason for this is that we could not collect a sufficient 
volume of cells for analysis during TE biopsy; another is that, while 
tubing, we could not transfer the biopsied cells into the sample 
tubes without failure. The last reason for the stability of our NGS 

TA B L E  2 Effect	of	differences	in	TE	biopsy	technique	on	the	
occurrence of mosaicism

No.

No. of collected cells

ResultsPulling method Flicking method

1 5 6 Change

2 6 5 Change

3 4 8 Change

4 5 10 Change

5 7 8 Change

6 4 12 Change

7 5 10 Change

8 5 9 Change

Averagea 5.13 ± 0.99* 8.50 ± 2.27**

Note: *p < 0.01; **p < 0.01.
Abbreviation: TE; trophectoderm.
aData are presented as mean ± standard deviation.

TA B L E  3 Effect	of	differences	in	number	of	collected	cells	on	
the occurrence of mosaicism

n No. of cellsa

Mosaic	(−) 150 6.06 ± 1.95*

Mosaic (+) 54 5.33 ± 1.53**

Note: *p < 0.05; **p < 0.05.
aData are presented as mean ± standard deviation.

TA B L E  4 Calculation	of	cut-	off	value	of	the	number	of	cells	
collected at analysis for predicting the occurrence of mosaicism

n Cut- off value Area under the ROC curve p Value

204 5 0.6156 0.0071

Abbreviation: ROC, receiver operating characteristic.

F I G U R E  2 Cut-	off	value	of	the	number	of	collected	cells	to	
predict the occurrence of mosaicism. Area under the receiver 
operating	characteristic	curve	(AUC)	0.6156,	95%	confidence	
interval (CI) 0.5315– 0.6997
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analysis was that we performed it at our clinic. The ability to per-
form all procedures, from biopsy to analysis, at our clinic allowed 
us to control temperature and eliminate risks such as those associ-
ated with transport. Considering the above- mentioned points, we 
can conclude that our NGS analysis results were affected by the 
location of cell collection.

The results in Table 1 show that there were no major differences 
in NGS results between operators. Factors such as time taken for 
the TE biopsy and laser irradiation did not affect NGS results. In ad-
dition, since only fresh blastocysts from Day 5, which the patients 
requested to be discarded, were included in the study, there was 
no effect from incubation time. Based on these assumptions, we 
conducted study III. In TE biopsy, the necessary volume of TE cells 
is suctioned into a biopsy pipette, and the cells are then generally 
collected using one of two methods: the pulling- stretching method, 
in which the cells are dissected with laser pulses; and the flicking 
method, in which cells are dissected with a flicking movement of the 
biopsy pipette against the holding pipette. In Study III of the present 
study, the cut- off value of the number of collected cells to predict 
the occurrence of mosaicism was five. This suggests that if more 
than five cells are collected during TE- biopsy, stable NGS analysis re-
sults can be obtained. Based on this result, we examined differences 
in NGS analysis results between the methods (pulling or flicking) in 
Study IV. As Table 5 shows, in the NGS analysis conducted after a 
target number of collected cells was set, results of the flicking and 
pulling methods were similar. This demonstrates that differences in 
collection methods did not affect NGS analysis results if the num-
ber of collected cells was equal and suggests that differences in the 
number of cells collected in TE biopsies affect NGS analysis results.

In addition to improved therapeutic outcomes and shortened 
treatment times, another merit of PGT is the reduced transfer of 
multiple embryos and the increased transfer of single embryos. This 
can be expected to reduce the risk of complications associated with 
multiple pregnancies.15 However, PGT is not recommended for all 
infertile women.26– 28 In addition, several studies have not demon-
strated that PGT- A improves live birth rates.29– 31 In PGT, treatment 
is sometimes discontinued without blastocyst development, and eu-
ploid embryos sometimes cannot be obtained even if a developed 
embryo is biopsied.32 Rather than performing PGT for all patients, it 
should be performed only for patients who need it.

The present study demonstrated that if TE biopsy techniques 
and NGS analysis are stable, the location of cell collection has a 
greater effect on NGS analysis than the embryo biopsy technique. 
Embryos should be cultured until more trophectoderm cells (at least 
five) can be obtained. In the future, we will attempt to optimize em-
bryo culture, biopsy methods, and analysis procedures to obtain 
more stable NGS analysis results.

ACKNOWLEDG EMENT
The authors would like to thank the clinical embryologists and nurs-
ing staff at Takeuchi Ladies Clinic/Center for Reproductive Medicine 
(Aira- shi, Kagoshima, Japan) for providing technical assistance and 
support. Also, we would like to thank Editage (www.edita ge.com) for 
English language editing.

CONFLIC T OF INTERE S T
The authors declare that they have no conflict of interest.

E THIC AL APPROVAL
The study was performed with the approval of the institutional re-
view board of the Takeuchi Ladies Clinic. Opt- out information was 
posted on a hospital bulletin board.

HUMAN RIG HTS S TATEMENTS AND INFORMED 
CONSENT
All procedures were performed in accordance with the ethical 
standard of the responsible committees on human experimentation 
(institutional and national) and with the Helsinki Declaration of 1964 
and its later amendments. Informed consent was obtained from all 
patients in the study.

ORCID
Yamato Mizobe  https://orcid.org/0000-0002-1840-2417 
Kazuhiro Takeuchi  https://orcid.org/0000-0002-5069-5694 

R E FE R E N C E S
 1. Brinsden PR, Brinsden PR. Thirty years of IVF: the legacy of Patrick 

Steptoe and Robert Edwards. Hum Fertil (Camb). 2009;12:137- 143. 
doi:10.1080/14647 27090 3176773

 2. Ishihara O, Jwa SC, Kuwahara A, et al. Assisted reproductive 
technology in Japan: a summary report for 2018 by the Ethics 
Committee of the Japan Society of Obstetrics and Gynecology. 
Reprod Med Biol. 2021;20:3- 12. doi:10.1002/rmb2.12358

 3. Franasiak JM, Forman EJ, Hong KH, et al. The nature of aneuploidy 
with increasing age of the female partner: a review of 15,169 
consecutive trophectoderm biopsies evaluated with comprehen-
sive chromosomal screening. Fertil Steril. 2014;101:656- 663.e1. 
doi:10.1016/j.fertn stert.2013.11.004

 4. Munné S, Chen S, Colls P, et al. Maternal age, morphology, develop-
ment and chromosome abnormalities in over 6000 cleavage- stage 
embryos. Reprod Biomed Online. 2007;14:628- 634. doi:10.1016/
s1472 - 6483(10)61057 - 7

 5. Whitney JB, Schiewe MC, Anderson RE. Single center validation 
of routine blastocyst biopsy implementation. J Assist Reprod Genet. 
2016;33:1507- 1513. doi:10.1007/s1081 5- 016- 0792- 3

 6. Dahdouh EM, Balayla J, García- Velasco JA. Comprehensive 
chromosome screening improves embryo selection: a meta- 
analysis. Fertil Steril. 2015;104:1503- 1512. doi:10.1016/j.fertn 
stert.2015.08.038

Methods
No. of 
blastocysts No. of cells

Analysis results

Euploidy 
(%)

Mosaic 
(%)

Aneuploidy 
(%)

Flicking 45 7.33 ± 2.02 11 (24.4) 7 (15.6) 27 (60.0)

Pulling 156 6.76 ± 1.41 42 (26.9) 24 (15.4) 90 (57.7)

TA B L E  5 Effect	of	collection	method	
on analysis results when collecting cells 
with the cut- off value as a reference

http://www.editage.com
https://orcid.org/0000-0002-1840-2417
https://orcid.org/0000-0002-1840-2417
https://orcid.org/0000-0002-5069-5694
https://orcid.org/0000-0002-5069-5694
https://doi.org/10.1080/14647270903176773
https://doi.org/10.1002/rmb2.12358
https://doi.org/10.1016/j.fertnstert.2013.11.004
https://doi.org/10.1016/s1472-6483(10)61057-7
https://doi.org/10.1016/s1472-6483(10)61057-7
https://doi.org/10.1007/s10815-016-0792-3
https://doi.org/10.1016/j.fertnstert.2015.08.038
https://doi.org/10.1016/j.fertnstert.2015.08.038


    |  7 of 7MIZOBE Et al.

 7. Forman EJ, Tao X, Ferry KM, Taylor D, Treff NR, Scott RT Jr. Single 
embryo transfer with comprehensive chromosome screening re-
sults in improved ongoing pregnancy rates and decreased miscar-
riage rates. Hum Reprod. 2012;27:1217- 1222. doi:10.1093/humre p/
des020

 8. Lee HL, McCulloh DH, Hodes- Wertz B, Adler A, McCaffrey C, 
Grifo JA. In vitro fertilization with preimplantation genetic screen-
ing improves implantation and live birth in women age 40 through 
43. J Assist Reprod Genet. 2015;32:435- 444. doi:10.1007/s1081 
5- 014- 0417- 7

 9. Gorodeckaja J, Neumann S, McCollin A, et al. High implanta-
tion and clinical pregnancy rates with single vitrified- warmed 
blastocyst transfer and optional aneuploidy testing for all pa-
tients. Hum Fertil (Camb). 2020;23:256- 267. doi:10.1080/14647 
273.2018.1551628

 10. Murugappan G, Shahine LK, Perfetto CO, Hickok LR, Lathi RB. 
Intent to treat analysis of in vitro fertilization and preimplanta-
tion genetic screening versus expectant management in patients 
with recurrent pregnancy loss. Hum Reprod. 2016;31:1668- 1674. 
doi:10.1093/humre p/dew135

 11. Somigliana E, Busnelli A, Paffoni A, et al. Cost- effectiveness of 
preimplantation genetic testing for aneuploidies. Fertil Steril. 
2019;111:1169- 1176. doi:10.1016/j.fertn stert.2019.01.025

 12. Neal SA, Morin SJ, Franasiak JM, et al. Preimplantation genetic 
testing for aneuploidy is cost- effective, shortens treatment time, 
and reduces the risk of failed embryo transfer and clinical mis-
carriage. Fertil Steril. 2018;110:896- 904. doi:10.1016/j.fertn 
stert.2018.06.021

 13. Greco E, Minasi MG, Fiorentino F. Healthy babies after intra-
uterine transfer of mosaic aneuploid blastocysts. N Engl J Med. 
2015;373:2089- 2090. doi:10.1056/NEJMc 1500421

 14. Viotti M, Victor AR, Barnes FL, et al. Using outcome data from 
one thousand mosaic embryo transfers to formulate an embryo 
ranking system for clinical use. Fertil Steril. 2021;115:1212- 1224. 
doi:10.1016/j.fertn stert.2020.11.041

 15. Munné S, Blazek J, Large M, et al. Detailed investigation into 
the cytogenetic constitution and pregnancy outcome of replac-
ing mosaic blastocysts detected with the use of high- resolution 
next- generation sequencing. Fertil Steril. 2017;108:62- 71.e8. 
doi:10.1016/j.fertn stert.2017.05.002

 16. Bouba I, Hatzi E, Ladias P, Sakaloglou P, Kostoulas C, Georgiou I. 
Biological and clinical significance of mosaicism in human preim-
plantation embryos. J Dev Biol. 2021;9:18. doi:10.3390/jdb90 
20018

 17. Sachdev NM, Ribustello L, Liu E, McCulloh DH, Grifo J, Munne 
S. The rate of mosaic embryos from donor egg as detected 
by Next Generation Sequencing (NGS) varies by IVF labora-
tory. Fertil Steril. 2016;106(3):e156- e157. doi:10.1016/j.fertn 
stert.2016.07.463

 18. Munné S, Alikani M, Ribustello L, et al. Euploidy rates in donor egg 
cycles significantly differ between fertility centers. Hum Reprod. 
2017;32:743- 749. doi:10.1093/humre p/dex031

 19. Navratil R, Horak J, Hornak M, et al. Concordance of various chro-
mosomal errors among different parts of the embryo and the value 
of re- biopsy in embryos with segmental aneuploidies. Mol Hum 
Reprod. 2020;26:269- 276. doi:10.1093/moleh r/gaaa012

 20. Yamato M, Yukari K, Yuko K, et al. A novel trophectoderm bi-
opsy technique for all blastocyst stages. Reprod Med Biol. 
2022;21(1):e12418.

 21. Takeuchi K. Pre- implantation genetic testing: past, present, future. 
Reprod Med Biol. 2021;20:27- 40. doi:10.1002/rmb2.12352

 22. Chuang TH, Hsieh JY, Lee MJ, et al. Concordance between differ-
ent trophectoderm biopsy sites and the inner cell mass of chromo-
somal composition measured with a next- generation sequencing 
platform. Mol Hum Reprod. 2018;24:593- 601. doi:10.1093/moleh r/
gay043

 23. Munné S, Wells D. Detection of mosaicism at blastocyst stage 
with the use of high- resolution next- generation sequenc-
ing. Fertil Steril. 2017;107:1085- 1091. doi:10.1016/j.fertn 
stert.2017.03.024

 24. Wu L, Jin L, Chen W, et al. The true incidence of chromosomal mosa-
icism after preimplantation genetic testing is much lower than that 
indicated by trophectoderm biopsy. Hum Reprod. 2021;36:1691- 
1701. doi:10.1093/humre p/deab064

 25. Mizobe Y, Kuwatsuru Y, Kuroki Y, et al. The effect of repeated cryo-
preservation and thawing using CryoTip on the clinical outcomes 
of embryos. Reprod Med Biol. 2021;20:176- 181. doi:10.1002/
rmb2.12365

 26. Practice Committees of the American Society for Reproductive 
Medicine and the Society for Assisted Reproductive Technology. 
The use of Preimplantation Genetic Testing for Aneuploidy 
(PGT- A): A committee opinion. Fertil Steril. 2018;109:429- 436. 
doi:10.1016/j.fertn stert.2018.01.002. Electronic address: ASRM@
asrm.org.

 27. Bender Atik R, Christiansen OB, Elson J, et al. ESHRE guideline: re-
current pregnancy loss. Hum Reprod Open. 2018;2018(2):hoy004. 
10.1093/hrope n/hoy004

 28. Sato T, Sugiura- Ogasawara M, Ozawa F, et al. Preimplantation ge-
netic testing for aneuploidy: a comparison of live birth rates in pa-
tients with recurrent pregnancy loss due to embryonic aneuploidy 
or recurrent implantation failure. Hum Reprod. 2019;34:2340- 2348. 
doi:10.1093/humre p/dez229

 29. Kang HJ, Melnick AP, Stewart JD, Xu K, Rosenwaks Z. 
Preimplantation genetic screening: who benefits? Fertil Steril. 
2016;106:597- 602. doi:10.1016/j.fertn stert.2016.04.027

 30. Kushnir VA, Darmon SK, Albertini DF, Barad DH, Gleicher N. 
Effectiveness of in vitro fertilization with preimplantation genetic 
screening: a reanalysis of United States assisted reproductive tech-
nology data 2011– 2012. Fertil Steril. 2016;106:75- 79. doi:10.1016/j.
fertn stert.2016.02.026

 31. Murphy LA, Seidler EA, Vaughan DA, et al. To test or not to test? 
A framework for counselling patients on Preimplantation Genetic 
Testing for Aneuploidy (PGT- A). Hum Reprod. 2019;34:268- 275. 
doi:10.1093/humre p/dey346

 32. Capalbo A, Rienzi L, Cimadomo D, et al. Correlation between 
standard blastocyst morphology, euploidy and implantation: an 
observational study in two centers involving 956 screened blas-
tocysts. Hum Reprod. 2014;29:1173- 1181. doi:10.1093/humre p/
deu033

How to cite this article: Mizobe Y, Kuwatsuru Y, Kuroki Y, 
et al. The effects of differences in trophectoderm biopsy 
techniques and the number of cells collected for biopsy on 
next- generation sequencing results. Reprod Med Biol. 
2022;21:e12463. doi:10.1002/rmb2.12463

https://doi.org/10.1093/humrep/des020
https://doi.org/10.1093/humrep/des020
https://doi.org/10.1007/s10815-014-0417-7
https://doi.org/10.1007/s10815-014-0417-7
https://doi.org/10.1080/14647273.2018.1551628
https://doi.org/10.1080/14647273.2018.1551628
https://doi.org/10.1093/humrep/dew135
https://doi.org/10.1016/j.fertnstert.2019.01.025
https://doi.org/10.1016/j.fertnstert.2018.06.021
https://doi.org/10.1016/j.fertnstert.2018.06.021
https://doi.org/10.1056/NEJMc1500421
https://doi.org/10.1016/j.fertnstert.2020.11.041
https://doi.org/10.1016/j.fertnstert.2017.05.002
https://doi.org/10.3390/jdb9020018
https://doi.org/10.3390/jdb9020018
https://doi.org/10.1016/j.fertnstert.2016.07.463
https://doi.org/10.1016/j.fertnstert.2016.07.463
https://doi.org/10.1093/humrep/dex031
https://doi.org/10.1093/molehr/gaaa012
https://doi.org/10.1002/rmb2.12352
https://doi.org/10.1093/molehr/gay043
https://doi.org/10.1093/molehr/gay043
https://doi.org/10.1016/j.fertnstert.2017.03.024
https://doi.org/10.1016/j.fertnstert.2017.03.024
https://doi.org/10.1093/humrep/deab064
https://doi.org/10.1002/rmb2.12365
https://doi.org/10.1002/rmb2.12365
https://doi.org/10.1016/j.fertnstert.2018.01.002
https://doi.org/10.1093/hropen/hoy004
https://doi.org/10.1093/humrep/dez229
https://doi.org/10.1016/j.fertnstert.2016.04.027
https://doi.org/10.1016/j.fertnstert.2016.02.026
https://doi.org/10.1016/j.fertnstert.2016.02.026
https://doi.org/10.1093/humrep/dey346
https://doi.org/10.1093/humrep/deu033
https://doi.org/10.1093/humrep/deu033
https://doi.org/10.1002/rmb2.12463

	The effects of differences in trophectoderm biopsy techniques and the number of cells collected for biopsy on next-generation sequencing results
	Abstract
	1|INTRODUCTION
	2|MATERIALS AND METHODS
	2.1|Patients background
	2.2|Ovarian stimulation
	2.3|Embryo culture
	2.4|TE biopsy
	2.5|Tubing and NGS analysis of cell specimens obtained through TE biopsy
	2.6|Criteria for assessing aneuploidy in analysis results
	2.7|Research designs
	2.7.1|Study I
	2.7.2|Study II
	2.7.3|Study III
	2.7.4|Study IV

	2.8|Statistical analysis

	3|RESULTS
	3.1|Study I
	3.2|Study II
	3.3|Study III
	3.4|Study IV

	4|DISCUSSION
	ACKNOWLEDGEMENT
	CONFLICT OF INTEREST
	ETHICAL APPROVAL
	HUMAN RIGHTS STATEMENTS AND INFORMED CONSENT
	REFERENCES


