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Supplementary Figure legend 14 

Fig. S1 Purity of isolated Eos from NJ1638 mice. 15 

Fig. S2. Representative FACS gating strategies of Eos. (A) Human peripheral blood. 16 

(B) Lung tissue of HDM model. (C) Colon tissue of DSS model. 17 

Fig. S3. IL-12 cannot induce the expression of CD101 in eosinophils. CD101 18 

expression (as mean fluorescence intensity) of eosinophils by FACS. Sample size is 19 

indicated as individual plots in column graphs. Data are triplicate by individual 20 

experiments. *, p<0.05 21 

Fig. S4. TGF-β cannot induce the expression of Il4 and Il13 in eosinophils. Left, 22 

relative mRNA expression of Il-4, Right, relative mRNA expression of Il-13. ns, not 23 

significant. Sample size is indicated as individual plots in column graphs. Data are 24 

triplicate by individual experiments. 25 

Fig. S5. TGF-β also activated bone marrow derived Eos. (A) Mean fluorescence 26 

intensity of CD101 in Eos. (B) Decrease EPX in Eos of Tgfbr2 specific knockout mice. 27 

Left, relative mRNA expression of Epx. Right, representative images of 28 

immunofluorescence of Eos. Sample size is indicated as individual plots in column 29 

graphs. Data are triplicate by individual experiments. **, p < 0.01; ****, p < 0.0001. 30 

Fig. S6. Airway inflammation in a chronic HDM model. (A) Scheme of model 31 

establishment. (B) Cellularity of total cells in BALF. (C) Percentage of Eos in lung 32 

homogenates. Sample size is indicated as individual plots in column graphs. Data are 33 

triplicate by individual experiments. ns, not significant. 34 

Fig. S7. Single-cell analyses of asthma and colitis tissues. (A) UMAP plot of depicting 35 



the subsets of asthmatic lung tissue, and expression analysis of Tgfb1 in single cell data. 36 

(B) UMAP plot of depicting the subsets of colitis colon tissue, and expression analysis 37 

of Tgfb1 in single cell data. 38 

Fig. S8. Airway inflammation in HDM/LPS overlap model. (A) Cellularity of cells in 39 

BALF. Left, total cells count in BALF. Middle, percentage of neutrophils in BALF. 40 

Right, percentage of Eos in BALF. Sample size is indicated as individual plots in 41 

column graphs. Data are triplicate by individual experiments. ns, not significant. 42 
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Eo
cr
e

✱✱
✱✱✱✱ ✱✱✱✱

DAPI EPX Merge

Control

Tgfbr2Eocre

A B

Fig S6.

Control Tgfbr2Eocre

ns

E
o

si
n

o
p

h
il

s 
(%

 o
f 

C
D

45
+
 C

el
ls

)

Fig  S7.

0 7 14 17 21 24 27 30 31

HDM injection Sacrifice

A
B

A B
Control Asthma Control Colitis

Fig  S8.


