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Abstract: The metaplastic epithelium of the transformation zone (TZ) including the squamocolumnar
junction (SCJ) of the uterine cervix is a prime target of human papilloma virus (HPV) infection
and subsequent cancer development. Due to the lack of adequate in vitro models for SCJ, however,
investigations into its physiological roles and vulnerability to carcinogenesis have been limited.
By using Matrigel-based three-dimensional culture techniques, we propagated organoids derived from
the normal SCJ region, along with metaplastic squamous cells in the TZ. Consisting predominantly of
squamous cells, organoids basically exhibited a dense structure. However, at least in some organoids,
a small but discrete population of mucin-producing endocervix cells co-existed adjacent to the
squamous cell population, virtually recapitulating the configuration of SCJ in a TZ background.
In addition, transcriptome analysis confirmed a higher expression level of many SCJ marker genes
in organoids, compared to that in the immortalized cervical cell lines of non-SCJ origin. Thus,
the obtained organoids appear to mimic cervical SCJ cells and, in particular, metaplastic squamous
cells from the TZ, likely providing a novel platform in which HPV-driven cervical cancer development
could be investigated.

Keywords: organoid; uterine cervix; squamocolumnar junction; human papillomavirus; Matrigel

1. Introduction

The uterine cervix consists of three distinct epithelial types; tall mucin-secreting columnar cells
of the endocervix in a single layer, glycogenated stratified squamous cells in the ectocervix, and a
transformation zone (TZ) in between, which results from gradual metaplastic replacement of columnar
cells by squamous cells during the reproductive age [1]. Reserve cells, putative stem cells in the
squamocolumnar junction (5CJ) region, are implicated in this metaplastic process; thereby, their roles
have been intensively investigated [2,3]. Whereas the SCJ originally resides at the boundary of the
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endocervix and ectocervix, the newly formed SCJ is shifted, alongside the extension of the TZ toward
the endocervix, to the region connecting the TZ and endocervix. The SCJ and the TZ have been regarded
as the most important cytological and colposcopic landmarks in the clinic, based on the fact that
the large majority of uterine cervical cancers (UCC) and high-grade squamous intraepithelial lesions
(HSIL) arise at this region [4,5]. Whereas human papillomavirus (HPV) is a major cause of neoplastic
changes in the cervix for both squamous cell carcinoma (SCC) and adenocarcinoma [6], the incidence
of UCC is significantly higher than that of cancers arising from other genital tract tissues [7]. However,
the precise mechanisms underlying the predisposition of the cervix toward HPV-driven carcinogenesis
have remained elusive.

Recently, a residual embryonic cell population harboring the capacity to differentiate and the
vulnerability to undergo neoplastic transformation was documented in both gastro-esophageal [8] and
ecto-endocervical junctions [9]. With regard to the uterine cervix, a small discrete population of cuboidal cells
in the SCJ region was histologically identified. By micro-dissection and microarray analysis, over 70 genes
were identified as upregulated genes by more than two-fold, compared to adjacent squamous or columnar
cell populations. In particular, Cytokeratin7 (KRT7), Anterior gradient protein 2 homolog (AGR2), Cluster
differentiation 63 (CD63), Matrix metalloproteinase-7 (MMP?7) and Guanine deaminase (GDA) were further
demonstrated to specifically mark these cuboidal SCJ cells by immunohistochemistry [9]. Intriguingly,
all these five markers remained positive in all HPV-related neoplastic tissues and cervix-derived cancer cell
lines, but not in the SCC of other tissues in the lower genital tract [9]. Besides, it was demonstrated that
SCJ cells give rise to reserve cells [10] and are specific targets of HPV infection in the cervix [11]. These
observations point toward the notion that SCJ cells might be highly vulnerable to, and a major cell of origin
for, HPV-driven cervical carcinogenesis [12]. As a resource for in vitro studies investigating the relationship
between HPV and UCC, several cell lines have been generated. For example, End1/E6E7 and Ect1/E6E7,
which are widely used as normal controls for cervical cells originating from columnar cells and squamous
cells in the cervix, respectively, were immortalized by the introduction of HPV-derived oncogenes E6 and
E7 [13]. Normal immortal human keratinocytes (NIKS) comprise an undifferentiated keratinocyte cell
line derived from neonatal foreskin [14] and has been intensively used for the investigation of biological
impacts mediated by the introduction of the HPV genome [15]. However, none of these cell lines are,
in fact, derived from a discrete population of the SCJ, limiting detailed analysis that focuses on HPV-driven
UCC development from SCJ cells.

Organoid culture is an emerging technique that enables the infinite expansion of normal stem
cells in culture [16]. It has been applied to various research fields, including infectious diseases [17],
developmental biology [18], and tissue regeneration [19]. By taking advantage of propagating normal
stem cells in vitro, we have established murine organoid-based ex vivo carcinogenesis models for
the intestine [20], lungs [21], hepatobiliary tract [22], and pancreas [23], by in vitro lentiviral gene
transduction [24] or chemical treatment [25], followed by inoculation in the dorsal skin of nude
mice. More recently, organoid culture techniques have been further applied to patient-derived tumor
samples of diverse organs, which revealed that organoids basically retained the histological features
and genetic aberrations of the original tumors [26-28]. However, there was little progress in their
applicability to gynecologic tumors until recently [29], when we established an efficient culture method
for ovarian and endometrial tumors [30], by modification of our Matrigel bilayer organoid culture
(MBOC) protocol [31], which we previously developed for various murine cells. Moreover, for the
first time, we established patient-derived organoids of cervical clear cell carcinoma, a rare type of
cervical adenocarcinoma [32], further confirming the validity of the modified culture protocol for
gynecologic tumors.

In this study, we aimed to propagate normal cervical cells from the SCJ region by applying our
modified MBOC protocol. We successfully expanded HPV-negative SC] organoids, which were proved
to retain many features of the SCJ. These organoids would, therefore, likely contribute to gaining
mechanistic insights into how SCJ cells could be deregulated for neoplastic changes.
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2. Results

2.1. Propagation of Patient-Derived Organoids from the Cervical SCJ Region

For future elucidation of the mechanisms underlying UCC development, we set out to conduct
an organoid culture of SCJ cells with a modified MBOC protocol [30]. We first tested outpatient
biopsy samples targeting the SCJ region (Figure S1A), but we did not achieve robust propagation of
organoids. Typical failures included cases where organoids stopped proliferating in early passages
or dissociated cells predominantly appeared flat, reminiscent of surface squamous cells (Figure S1B).
Based on these observations, we reasoned that collecting tiny amounts of tissue by single biopsy might
not be ideal to accurately spot the SCJ and to practically obtain stem or progenitor populations in
sufficient amounts. To address this issue, we then selected normal uteri that were surgically co-resected
with non-cervical gynecologic tumors. Through careful observation of surface texture, the areas for
columnar and squamous epithelium were macroscopically estimated. New SCJ was postulated to be
located around their borderline zones. Unlike original SCJ, new SCJ could appear broad in width.
Consequently, to ensure collection from the new SCJ region, we comprehensively collected epithelial
cells from the areas within a sufficient margin from the estimated SCJ region. Such tissue samples were
collected in a hospital immediately after surgery, and processed the next morning following overnight
transfer to the lab while maintained in a cold media (Figure 1A). As a culture media, we tested the
standard culture media supplemented with EGE, R-spondin-1, Noggin, Jagged-1, and Rho-associated,
coiled-coil containing protein kinase (ROCK) inhibitor Y27632, which we have confirmed robustly
applicable to organoid culture of murine primary cells from various organs and human gynecological
neoplasms [20,22,23,30,32], to facilitate future cross-referencing of organoids from various organs.

We tested SCJ samples from four independent patients (Table 1). Dissociated cells were plated onto
solidified Matrigel and subjected to 3D culture. Organoids kept proliferating for at least one month
over several passages until we ceased the culture. For example, organoids Cx-1 (Figure 1B) derived
from Patient #1, initially exhibited a round morphology with dense and cystic features, but grew in
an irregular shape with multiple budding or chain-like structures after several passages (Figure 1C).
Similar results were obtained for Cx-2 and Cx-3 from Patients #2 and #3, respectively, while some
organoids became resistant to enzymatic and physical dissociation, forming dense homogeneous cell
aggregates, as seen in Cx-2 (Figure 1C). Since these observed features are not common to the usual
organoids from the intestine [33] but from those of the esophagus [34], we speculated that squamous
cell differentiation might be prominent in organoids. With regard to Cx-4 from Patient #4, the majority
of the cells appeared to be differentiated squamous surface cells, as frequently observed in biopsy
samples, and resulted in a gradual decline of an actively proliferating population, suggesting that
the SCJ was not properly collected in this case. A total of 31 HPV genotypes proved negative in the
three propagated organoids (Table 1). Besides, organoids were feasible for highly efficient lentiviral
gene transduction (Figure S2) and tolerated cryopreservation (Figure 1D). These observations strongly
suggested that normal SCJ cells were established for studies to reconstitute UCC development ex vivo.
In Papanicoloau staining, a routine procedure for cervical smear samples in the clinic, organoids Cx-1
and Cx-3 appeared to exhibit a solid nature with a layer of cuboidal or thin epithelial cells on the
surface, and orange-colored flat cells were observed in Cx-2 organoids, both suggestive of the presence
of terminally differentiated squamous cells (Figure 1E).

Table 1. Summary of clinicopathological features of the patients.

Patient  Organoid Age Parity =~ Menstrual Cycle Disease HPV
#1 Cx-1 53 0 Proliferative phase Ovarian cancer Negative
#2 Cx-2 33 0 Secretory phase ~ Ovarian borderline tumor Negative
#3 Cx-3 40 0 Secretory phase Ovarian cancer Negative
#4 Cx-4 50 0 Not available Uterine body tumor Not tested

Abbreviation: HPV, human papillomavirus
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Figure 1. Organoid culture of normal cervical cells derived from the squamocolumnar junction (SCJ)
region. (A) Schematic presentation of procedures for the establishment of SCJ-derived organoids.
A modified Matrigel bilayer organoid culture (MBOC) protocol was used (see Materials and Methods).

(B) Tissue samples collected from the cervical SCJ. A scale bar indicates 10 mm. White arrowheads
depict tissue fragments. (C) Phase-contrast images of organoids. Upper panel, representative time-lapse

images of SCJ-derived organoids (Cx-1) in the bright field (passage PO and P2) at 1-6 days and 15 days.
Lower panel: representative bright field images of the other SCJ-derived organoids (Cx-2 and Cx-3).

Note dense homogeneous cell aggregates in the upper left area of the panel for Cx-2 at day 28. Insets
show magnified images of organoids. Scale bars indicate 200 um. (D) Propagation of organoids after
cryopreservation. A phase contrast image of Cx-3 organoids at day 14 (passage P1) after thawing
is shown. (E) Papanicolaou staining of SCJ-derived organoids. Open arrowheads show superficial

squamous cells. Scale bars indicate 50 pm.
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2.2. Mutually Exclusive Localization of Ectocervix-Like Cells and Endocervix-Like Cells within Organoids

With thin sections of formalin-fixed and paraffin-embedded (FFPE) samples, we found that
organoids basically displayed dense structures (Figure 2A). Although cavity-like structures or cysts
were occasionally observed within organoids, they tended to lack the regular lining of cells with
apico-basal cell polarity, unlike typical cystic structures seen in columnar cell organoids (Figure 2A).
Immunostaining for the squamous cell marker p40, the delta N isoform of p63, revealed that most
cells, if not all, were positively stained throughout organoids (Figure 2A). This observation is in
line with the notion that collected samples would contain TZ/squamous cells in large quantities.
On the other hand, given that the SCJ region resides in the interface between TZ/squamous cells and
columnar endocervix cells, the propagated organoids are supposed to contain endocervical cells as well.
However, cystic structures reminiscent of columnar epithelial cell features were not particularly evident
and those few cystic structures were invariably p40-positive in organoids (Figure 2A). To facilitate
identification of cells with endocervical differentiation, we conducted Periodic acid-Schiff (PAS) reaction
for staining organoids, anticipating that visualized mucins would serve as a surrogate marker of
endocervical differentiation. Whereas intense staining was detected only in a subset of organoids
(~10%), its distribution invariably showed a reciprocal pattern to that of p40 (Figure 2B). Indeed,
p40-positive cells were circumferentially lined along cystic structures as in Cx-1, concentrated in the
middle as in Cx-2 or exclusively along one half of an organoid, as in Cx-3, whereas PAS-positive
cells were all p40-negative (Figure 2B). After careful histological examination of many organoids,
we concluded that the staining patterns of p40 and PAS were, indeed, mutually exclusive, with no
intermediate cells, such as both positive or both negative, for p40 and PAS staining.

The co-existence of two distinct cell populations in a back-to-back manner within single organoids
greatly resembles the configuration of the actual SCJ, which prompted us to ask whether previously
described cuboidal SCJ cells [9] could also be identified in the organoids. As KRT7 and AGR2 have been
shown to specifically mark cuboidal SCJ cells by immunohistochemistry [9], we examined expression
of these two proteins in organoids. In all three cases, a pan-cytokeratin antibody targeting epithelial
cells diffusely stained organoids, while KRT7 was only focally detected (Figure 2C). Similarly, AGR2
was also focally detected, albeit to a lesser extent in terms of the stain-positive area (Figure 2C).
With regard to Cx-2 organoids, serial sections were subjected to PAS staining and immunostaining,
which clearly indicated that SCJ marker-positive cells appeared to coincide with PAS-positive cells
(Figure 2B,C). These observations suggest that SCJ cells might be present in organoids, but only as
a fraction of PAS-positive cells. Given the absence of markers highly specific to each population,
however, endocervical cells and SCJ cells were indistinguishable. There were only a few cells that
were positive for Ki-67, but their localization did not seem to be correlated with that of SCJ] marker- or
p40-positive cells (Figure 2C).
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Figure 2. Histological characterization of SCJ-derived organoids. (A) Histological examination of thin

sections. Organoids Cx-1 to Cx-3 were analyzed. Upper panel, hematoxylin and eosin (H&E) staining.

Lower panel, immunostaining for the squamous cell marker p40. Insets show magnified images. Scale

bars indicate 50 um. (B) Characterization of cell lineages in SCJ-derived organoids. Serial sections

of organoids were immunostained for p40 and by Periodic acid-Schiff (PAS) reaction. PAS reaction

visualizes mucins produced by endocervix cells. Note that each staining shows a reciprocal pattern.

Scale bars indicate 50 um. (C) Expression of SC] markers in organoids. Serial sections of organoids

were histologically analyzed. H&E staining and immunohistochemical staining are shown. Scale bars

indicate 50 pm. Insets show magnified images.
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2.3. Many SCJ] Markers Exhibited Higher Levels of Expression in Organoids than in Non-SCJ Cervical
Cell Lines

To gain insights into the extent to which the organoids functionally reflect the properties of SCJ]
cuboidal cells, we next performed microarray analysis of the organoids. Immortalized cervical cell
lines Ectl/E6E7 and End1/E6E7 [13] were analyzed as normal references representing ectocervix cells
and endocervix cells, respectively. NIKS, undifferentiated keratinocytes [14], were also included as
a reference in light of their frequent use in HPV infection experiments. Of 77 genes proposed as
SCJ markers [9], 12 genes did not match the corresponding probes in the microarray used in this
study (Table S2). Among the remaining 65 genes, 17 genes only had low expression throughout
all samples in this study (Table S1). Twenty-eight genes had more than a two-fold expression level
in the organoids compared to the three cervical cell lines (Figure 3A). Notably, 13 genes, including
MMP7 and AGR2, had more than a 10-fold upregulation in organoids. The expression level was
similar and lower in the organoids in 13 and five genes, respectively. GDA, KRT7, and CD63 were not
necessarily upregulated compared to non-SCJ cell lines (Figure 3A). These results strongly suggest that
the organoids might retain most, if not all, expressions of many SCJ markers, strongly suggesting the
superiority of organoids to non-SCJ cervical cell lines as a model of SCJ cells.

For five representative SCJ markers previously well characterized in immunohistochemistry [9],
we performed RT-qPCR to validate the microarray data. Whereas we included one primary SCJ
tissue sample, all five SCJ] markers were expressed in the primary SCJ tissue sample in RT-qPCR
analysis, confirming their validity as SCJ marker genes. The expression levels of MMP7 and AGR2
were strikingly higher in all the organoids compared to those in the cell lines (Figure 3B). Although
the organoids abundantly expressed KRT7 and GDA, their high-level expression was also observed
in End1/E6E7 and Ect1/E6E7, respectively, questioning the specificity of these SCJ markers. Besides,
all organoids and cell lines expressed CD63 at similar levels, also negating its specificity for SCJ
cells. These results were essentially consistent with the microarray data, suggesting the validity as a
transcriptional profile. In addition, these observations also pointed toward the notion that, among
77 genes previously proposed as SC] markers, a subset of genes, including MMP7 and AGR2, might be
SC]J cell markers with the highest specificity and sensitivity that can be expressed, even in an in vitro
setting, in a cell-autonomous manner.

Now that we had established that SCJ cells would likely reside in organoids, we asked if reserve
cells, putative stem-like cells in the cervix and those implicated in squamous metaplasia [10], could
also be detected in organoids. We conducted immunostaining of organoids for reserve cell marker
KRT17, to unexpectedly find that it was diffusely expressed in nearly all cells throughout organoids for
Cx-1, Cx-2, and Cx-3 (Figure S3A). Moreover, a similar level of KRT17 expression was observed in
microarray analysis for all non-SCJ-derived cell lines (Figure S3B). Considering that KRT17 also marks
squamous metaplasia and immature types of cells [35], we supposed that the observed high level and
ubiquitous expression of KRT17 in vitro might not be informative in spotting reserve cells, but rather
might reflect the metaplastic and undifferentiated status of the cell lines and organoids, respectively.



Cancers 2020, 12, 694

A
Gene Cell line Organoid Ratio
Ect End NIKS Cx-1 Cx-2 Cx-3 (OIC)
MMP7 67 26 18 5408 4916 6423 151.38
LCN2 159 86 34 8477 15713 8738 118.33
TCN1 4 4 28 899 1161 785 77.47
VTCN1 1 1 2 42 218 81 71.50
SPP1 3 6 1 181 146 380 70.37
CFB 19 26 9 610 2363 842 69.38
SLC6A14 9 4 7 389 584 274 64.79
RARRES1 7 3 2 155 445 161 61.86
CXCLS5 10 74 6 737 1919 1920 51.32
AGR2 19 25 31 1387 1322 1074 50.59
PROM1 1 1 1 13 70 60 37.92
CFTR 21 18 23 111 324 334 1246
TMC5 4 3 2 20 49 43 11.52
(/R 299 896 61 3409 5628 3013 9.60
KYNU 43 509 31 1874 2386 1263 9.49
HLA-DRBS 3 9 6 24 67 56 831
CFH 31 63 19 161 206 233 528
IGFBP3 221 51 28 424 551 435 470
LRRN1 6 5 4 17 31 23 466
GLRX 401 185 90 473 1445 683 3.84
S100P 330 602 855 1388 4695 694 3.79
SOD2 1028 660 474 1704 3284 2629 3.52
C4orf19 76 63 1 55 314 92 3.28
SAA1 1040 666 618 2062 2922 2407 3.18
SLC26A4 14 23 22 34 63 36 222
CLIC4 457 256 653 1084 917 793 204
SRD5A3 247 306 210 304 964 282 2.03
TSPAN1 713 928 1053 1555 1824 2026 2.01
RDH10 63 49 90 63 174 49 141
FGA 30 33 34 41 51 38 1.34
GDA 109 10 6 20 73 73 1.34
CYP24A1 47 22 4 14 48 34 132
STEAP1 876 419 502 711 643 867 1.24
CD63 3229 6047 3541 4908 4261 4128 1.04
PGK1 368 251 334 313 177 222 0.75
CFL2 166 143 175 93 101 128 0.66
LLPH 546 805 542 463 321 391 0.62
KRT7 184 8197 51 1480 1340 2142 0.59
EPS8 34 66 27 20 22 29 0.56
IL6 18 97 1 12 80 29 0.56
RPS27L 343 398 693 221 318 245 055
RPL41 480 648 467 272 245 264 049
IFI44L 33 422 6 38 23 127 041
CAMK2N1 642 872 863 341 318 245 0.38
G0S2 2290 920 4 108 135 122 0.1
IFIT2 306 736 28 38 26 57 0N
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Figure 3. Expression profiles of putative SCJ cell markers in SCJ-derived organoids. (A) Expression

levels of SCJ] marker genes. Microarray analysis of non-SCJ-derived immortalized cell lines: End, Ect,

normal immortal human keratinocytes (NIKS), three SCJ-derived organoids Cx-1 to Cx-3, and one

SC]J tissue sample. Five commonly used SCJ markers are highlighted in red. Ratio of mean signal

intensity for cell line and organoids was calculated. Dashed lines indicate two-fold and 0.5-fold changes.

(B) Validation of microarray data by RT-qPCR. Expression of the five SCJ markers was examined.

2.4. Genes Related to Inflammation and Immune Response Were Highly Expressed in Organoids

To further explore common features of organoids in an unbiased manner, we conducted a two-way
hierarchical cluster analysis on microarray data. Intriguingly, the organoids displayed highly similar
gene expression patterns and segregated as a cluster (Figure 4A), although they were derived from
different patients. We focused on three gene clusters, Clusters 1-3, in which gene expression levels
were significantly higher in the organoids than in the cell lines. KEGG pathway analysis was conducted
based on the genes included in each cluster. Genes related to inflammatory reactions, such as the
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IL-17 signaling pathway, TNF signaling pathway, and rheumatoid arthritis pathway, were significantly
enriched in Clusters 1 and 2. Among the SCJ cell markers most upregulated in organoids, MMP7, AGR2,
LCN2, CXCL5, and CFB were co-segregated in Cluster 1, raising the possibility that transcription of SCJ
markers might be commonly regulated as a result of the activation of specific pathways. On the other
hand, genes related to ECM-receptor interaction were significantly enriched in Cluster 3 (Figure 4B),
which might reflect the presence of Matrigel in the organoid culture.
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Figure 4. Transcriptome analysis of SCJ-derived organoids. (A) Heat map for two-way clustering
analysis. SCJ-derived immortalized cell lines: End, Ect, and NIKS, and three SCJ-derived organoids
Cx-1 to Cx-3 were analyzed. Note that MMP7 and AGR2 were included in Cluster 1. (B) Clusters of
specifically upregulated genes in SCJ-derived organoids.
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3. Discussion

No SCJ-derived cells in culture have been documented to date, despite their relevance in HPV
infection to the cervix and subsequent carcinogenesis. In this study, we demonstrated that normal
SCJ samples from patients could give rise to organoids that are robustly propagated and exhibit
many features of cuboidal SCJ cells. Intriguingly, they specifically expressed many SCJ markers and
comprised dual cell lineages, with many squamous cells resembling TZ. Moreover, unlike widely
used cervical cell lines, long-term culture was feasible in this study, even without immortalization
by introduction of HPV-derived E6 and E7 oncogenes. These organoids are therefore likely the first
in vitro model for normal SCJ cells under physiological conditions. Whereas 77 genes were originally
reported to be specifically upregulated in SCJ cells [9], we confirmed through transcriptome analysis
that only a subset of genes in fact showed higher levels of expression in organoids compared to those
in non-SC]J cell lines. Notably, of five representative SCJ markers in immunohistochemistry, only
two (MMP7 and AGR?2) were specifically upregulated in organoids. We, therefore, assume that these
77 genes need to be curated by thorough comparison with genes specifically upregulated in SCJ-derived
organoids, as revealed in this study. In microarray and qPCR analyses, KRT7 and GDA were highly
expressed in End1 and Ectl, respectively. These observations suggest that KRT7 and GDA might be
broadly expressed in cells with endocervical and ectocervical differentiation, respectively, and that
these immortalized non-SCJ-derived cell lines might likely retain the features of their original tissues.
In this regard, SC] markers superior to the five molecules currently used might well be identified based
on this study.

We found that the obtained organoids were mostly solid and showed a significant bias toward
squamous differentiation. Considering that the SC] region harbors reserve cells that drive squamous
metaplasia, we initially assumed that reserve cells would be present in SC]-derived organoids and
yield metaplastic squamous cells, leading to the reconstitution of a TZ equivalent in organoids.
Naturally, we aimed to detect reserve cells in organoids by immunostaining for a reserve cell marker
KRT17. However, nearly all the cells in organoids were positively stained for KRT17, making it
impossible to pinpoint reserve cells. As KRT17 is also highly expressed in squamous metaplasia, these
observations might rather reflect the predominant presence of metaplastic cells, mimicking the TZ in
organoids. Future development of reserve cell-specific markers will clarify KRT17’s localization in
organoids. Another feature of the SCJ region is that it accommodates two distinct cell populations
with differentiation into ectocervix/squamous cells and endocervix/columnar cells. We adopted PAS to
readily identify mucin-secreting columnar cells in organoids with mostly squamous cells. Whereas PAS
staining is generally used for detection of glycogen in the surface and intermediate layer of squamous
epithelium, or mucin in the glandular epithelium, PAS-positive cells in this study were confined to a
p40-negative non-squamous cell population within organoids. Hence, it is likely that PAS-positive
cells in the organoid would represent an endocervix cell-like population. Since PAS-positive cells
largely overlapped with a population positively stained for SCJ markers, SCJ cells in organoids might
be present as PAS-positive cells, which could, in turn, give rise to reserve-like cells. Given the lack of
highly specific markers, it is currently difficult to distinguish between endocervix-like cells and SCJ
cells solely by histological approaches.

The co-existence of a dual cell population of distinct lineages in a single organoid strongly suggests
that SCJ cells gave rise to both populations. However, there is a possibility that a similar observation can
be alternatively achieved. One is that squamous cells and endocervix cells have their own progenitor
cells, which can propagate on their own, but which coincidentally aggregate during subculture to
form single organoids. Given that PAS-positive cells were detected only in a subset of organoids,
the presence of organoids genuinely consisting of squamous cells cannot be completely ruled out.
Nonetheless, since PAS was only focally stained in any PAS-positive organoids, we speculate that the
seeming lack of PAS-positive cells across organoids in many cases might be simply attributable to
examination on cross-sections. Whole organoid-basis analysis, such as flow cytometry, might be able to
address this issue, given the future development of highly specific markers that distinguish endocervix
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cells from SCJ cells. We also assume that the presence of endocervix cell-only organoids would be
unlikely, because there were no such organoids in any cross-section. The other possibility is that
differentiated squamous cells and endocervix cells derived from the original SCJ cells coincidentally
attached to each other to form hybrid organoids as we observed. We presume that this is also unlikely,
because we learned that differentiated squamous cells in the clinical specimens were extremely difficult
to proliferate in organoid culture conditions. Collectively, it is likely that the new SCJ, along with
the TZ, was functionally reconstituted in organoids, although it remains to be confirmed by further
investigations, such as single cell transcriptome analysis. It should be also noted that, as a limitation
of this study, SCJ-derived organoids were characterized only in terms of expression markers and
histological features. Functional evaluation of organoids and optimization of culture conditions are to
be pursued, in order to further solidify the authenticity of the organoids. By making these efforts, the
mechanisms of how estrogens could induce development of TZ, for example, might be clarified in a
future study.

Previous HPV infection studies have mainly utilized NIKS as a host and provided enormous
knowledge on HPV-dependent transformation of keratinocytes and, thereby, SCC development.
Although the implications from these studies are still valid in terms of the relationship between
HPYV and keratinocytes, it is unclear whether the results could be extrapolated to SCJ-originating
UCC development, as it is highly vulnerable to HPV infection and subsequent carcinogenesis, unlike
keratinocytes. Now that we have established SCJ-derived organoids, investigations on cervical
carcinogenesis by using more common and susceptible cells of origin would pave the way to gaining
more detailed insights into HPV-driven UCC development. It is also tempting to speculate that high
expression level of genes related to inflammation immune response might underlie the high affinity
of HPV to SCJ cells. Synchronous transcriptional regulation across organoids from different patients
suggests that there might be a common upstream regulator for SCJ cells, which could also serve as a
specific stem cell marker. By using these organoids, exploration of such factors will be warranted.

4. Materials and Methods

4.1. Patient Information

Normal cervical tissues were obtained from four patients who underwent hysterectomy in the
University of Tokyo Hospital. None of the four patients had any malignant findings on the cervix.
They had regular menstrual cycles and no episode of hormonal treatment for at least 6 months
before hysterectomy. Menstrual cycle was determined by histological examination. HPV status
was determined by genotyping of organoids. The Ethics Committee of The University of Tokyo
Hospital (approval number 12017) and Chiba Cancer Center (approval number H30-216) approved all
experimental procedures in this study. Written informed consent was obtained from all the patients.

4.2. HPV Genotyping

HPV genotyping assays were performed by PCR with PGMY primers followed by reverse line
blot hybridization, as previously described [36]. This assay can detect 31 HPV genotypes, including
HPV 6, 11, 16, 18, 26, 31, 33, 34, 35, 39, 40, 42, 44, 45, 51, 52, 53, 54, 55, 56, 57, 58, 59, 66, 68, 69, 70, 73, 82,
83 and 84.

4.3. Isolation and Organoid Culture of SCJ Cells

A median section in the anterior wall of the resected uterus, from the endocervical canal to
the fundus, was obtained immediately after surgical resection. Through careful observation of the
surface texture of the uterine mucosa, the areas for columnar and squamous epithelium were roughly
estimated. The SCJ region was postulated to be located around their borderline zone. SCJ samples were
obtained with scissors, from almost the entire area around the postulated SCJ region, approximately
2 cm width and 2-3 mm depth, except for the median part of the posterior wall, so as not to interfere
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with pathological diagnosis. Such samples were collected in a hospital immediately after surgery
and preserved overnight at 4 °C in Advanced DMEM/F12 (Thermo Fisher Scientific, Waltham, MA,
USA). The next morning, SCJ] samples were further dissociated into cell aggregates or single cells
by enzymatic digestion with 2 p/mL dispase II, 1 mg/mL collagenase P (Roche Diagnostics K.K.,
Tokyo, Japan) and Accumax (Innovative Cell Technologies, San Diego, CA, USA). Primary organoid
culture was conducted according to the modified MBOC protocol, as previously described [30].
Briefly, resuspended cells were plated on solidified Matrigel (BD Biosciences, Franklin Lakes, NJ,
USA). The following morning, viable cells attached onto Matrigel were covered with Matrigel and
overlaid with media to start the organoid culture. Organoid culture media was advanced DMEM/F12
(Thermo Fisher Scientific) supplemented with 50 ng/mL human EGF (Peprotech, Rocky Hill, NJ, USA),
250 ng/mL R-spondinl (R&D, Minneapolis, MN, USA), 100 ng/mL Noggin (Peprotech), 10 uM Y27632
(Wako, Osaka, Japan), 1 uM Jagged-1 (AnaSpec, Fremont, CA, USA), L-glutamine solution (Wako),
penicillin/streptomycin (Sigma-Aldrich, St. Louis, MO, USA), and amphotericin B suspension (Wako).
pCDH-CMV-MCS-EF1-copGFP (System Biosciences, Mountain View, CA, USA) was introduced into
organoids as a green fluorescent protein (GFP)-expressing vector, as previously described [24].

4.4. Pathological Analysis

Following de-polymerization of Matrigel with Cell Recovery Solution (BD Biosciences, Franklin
Lakes, NJ, USA), organoids were collected at day 14 (P2) for Cx-1, d21 (P2) for Cx-2, and d10 (P1) for
Cx-3, followed by resuspension in iPGell (GenoStaff, Tokyo, Japan). The iPGell-embedded organoids
were fixed in 10-15% buffered neutral formalin, dehydrated and embedded in paraffin. FFPE samples
were sectioned at 3 um thickness and stained with hematoxylin and eosin (H&E). Periodic acid-Schiff
(PAS) reaction was conducted to visualize mucin production. Dako Autostainer Link48 (Agilent, Santa
Clara, CA, USA) was used for automatic immunohistochemical (IHC) staining with the following
primary antibodies; KRT7 (clone OV-TL 12/30, Thermo Fisher, 1:100), AGR2 (clone D9V2F, Cell
Signaling Technology, 1:800), pan-cytokeratin (clone AE1/AE3, Abcam, 1:40), Ki-67 (clone MIB-1,
Dako, ready-to-use). The following primary antibodies were used for manual staining: p40 (clone
BC28, Abcam, 1:40), Cytokeratin 17 (clone E-4, Santa Cruz, 1:250). The reactions were visualized with
the Dako REAL EnVision Detection System (DAKO, Glostrup, Denmark) using diaminobenzidine
chromogen as the substrate. For cytology, organoids were immediately fixed in 95% ethyl alcohol and
subjected to Papanicolaou staining.

4.5. Cell Lines

Ectl/E6E7 (ATCC CRL-2614™ Manassas, VA, USA) and End1/E6E7 (ATCC CRL-2615™) were
maintained as previously described [13]. Normal immortal human keratinocytes (NIKS, ATCC
CRL-12191™) were cultured in F medium in the presence of mitomycin C-treated NIH3T3 cells, as
previously described [14].

4.6. Microarray Analysis

Total RNA of cell lines and organoids was extracted using an RNeasy Mini Kit (QIAGEN, Hilden,
Germany), at day 14 (P2) for Cx-1, d25 (P3) for Cx-2, and d10 (P1) for Cx-3. These RNA samples were
subjected to the TORAY 3D-gene analysis service using the 3D-Gene Human Oligo chip 25K (TORAY,
Tokyo, Japan). Total RNA was amplified and labeled with Cy5, then hybridized with a 3D-Gene
chip. Signals were detected on a 3D-Gene scanner (TORAY) and normalized according to a global
normalization method in which the median value of the detected signal intensities was adjusted to
25. With regard to SCJ markers, genes without corresponding probes and with an average signal
intensity lower than 20 are listed in Table S2. Differentially expressed genes between three cell lines
and organoids were extracted from the microarray data. Genes with normalized signal intensities
less than 20 in more than three samples were excluded from the analysis. GeneSpring GX (Ver.14.9.1,
Agilent Technologies, Santa Clara, CA, USA) was used to generate a heat map. Metascape [37] was
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used to identify enriched KEGG pathways of the focused clusters. A p-value < 0.05 was considered
statistically significant. Microarray data were deposited to GEO accession: GSE138554.

4.7. RT-gPCR

Extracted RNA was reverse transcribed using ReverTra Ace® qPCR RT Master Mix (TOYOBO,
Osaka, Japan) according to the manufacturer’s instructions. To assess mRNA expression of GAPDH,
KRT7, AGR2, MMP7, CD63 and GDA, qRT-PCR was performed using a Light Cycler 480 (Roche
Diagnostics, Mannheim, Germany). Relative expression to GAPDH is shown. PCR reactions were

conducted in triplicate and means + SD are shown. Primer sequences and annealing temperatures are
listed in Table S2.

5. Conclusions

In conclusion, normal cervical organoids were established, which exhibited features of SCJ
cuboidal cells and TZ metaplastic cells. To the best of our knowledge, this is the first demonstration of
stably propagating primary SCJ cells. As an in vitro model for cell of origin in UCC development, these
organoids would likely become a useful resource relevant for the elucidation of multi-step processes of
HPV-dependent cervical carcinogenesis.

Supplementary Materials: The following are available online at http://www.mdpi.com/2072-6694/12/3/694/s1,
Figure S1: A failed case of organoid culture of biopsy samples, Figure S2: Highly efficient gene transduction of
SCJ-derived organoids, Figure S3: KRT17 expression in organoids, Table S1: SCJ marker genes whose expression
was not verified in organoids, Table S2: Primers for RT-qPCR.

Author Contributions: Y.M. and A K. conducted the experiments. Y.I. and LK. performed a detection test for
HPV. S.B. analyzed the microarray data. M.M. collected clinical samples. T.N., K.O., Y.O., and T.F. assisted
in experimental design and data interpretation. A.T. and Y.H. designed the study and wrote the manuscript.
All authors have read and agreed to the published version of the manuscript.

Funding: This work was supported by Grants-in-Aid for Japanese Initiative for Progress of Research on Infectious
Disease for global Epidemic (J-PRIDE) from the Japan Agency for Medical Research and Development (AMED).
(Grant Number: 19fm0208013h0003 and 19fm0208013h0203).

Acknowledgments: The authors are grateful to Kei Kawana for helpful discussion and mentoring.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Reich, O.; Regauer, S.; McCluggage, W.G.; Bergeron, C.; Redman, C. Defining the Cervical Transformation
Zone and Squamocolumnar Junction: Can We Reach a Common Colposcopic and Histologic Definition?
Int. ]. Gynecol. Pathol. 2017, 36, 517-522. [CrossRef] [PubMed]

2. Mukonoweshuro, P.; Oriowolo, A.; Smith, M. Audit of the histological definition of cervical transformation
zone. J. Clin. Pathol. 2005, 58, 671. [PubMed]

3. Delvenne, P; Herman, L.; Kholod, N.; Caberg, ].H.; Herfs, M.; Boniver, J.; Jacobs, N.; Hubert, P. Role of hormone
cofactors in the human papillomavirus-induced carcinogenesis of the uterine cervix. Mol. Cell Endocrinol.
2007, 264, 1-5. [CrossRef] [PubMed]

4. Marsh, M. Original site of cervical carcinoma; topographical relationship of carcinoma of the cervix to the
external os and to the squamocolumnar junction. Obstet. Gynecol. 1956, 7, 444—452. [CrossRef]

5. Richart, R.M. Cervical intraepithelial neoplasia. Pathol. Annu. 1973, 8, 301-328.

6.  Li, N.; Franceschi, S.; Howell-Jones, R.; Snijders, PJ.; Clifford, G.M. Human papillomavirus type distribution
in 30,848 invasive cervical cancers worldwide: Variation by geographical region, histological type and year
of publication. Int. . Cancer 2011, 128, 927-935. [CrossRef]

7. Kreimer, A.R,; Pierce Campbell, C.M.; Lin, H.Y.; Fulp, W.; Papenfuss, M.R.; Abrahamsen, M.; Hildesheim, A.;
Villa, L.L.; Salmeron, J.J.; Lazcano-Ponce, E.; et al. Incidence and clearance of oral human papillomavirus
infection in men: The HIM cohort study. Lancet 2013, 382, 877-887. [CrossRef]


http://www.mdpi.com/2072-6694/12/3/694/s1
http://dx.doi.org/10.1097/PGP.0000000000000381
http://www.ncbi.nlm.nih.gov/pubmed/28639968
http://www.ncbi.nlm.nih.gov/pubmed/15917428
http://dx.doi.org/10.1016/j.mce.2006.10.014
http://www.ncbi.nlm.nih.gov/pubmed/17145130
http://dx.doi.org/10.1097/00006254-195704000-00034
http://dx.doi.org/10.1002/ijc.25396
http://dx.doi.org/10.1016/S0140-6736(13)60809-0

Cancers 2020, 12, 694 14 of 15

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

Wang, X.; Ouyang, H.; Yamamoto, Y.; Kumar, P.A.; Wei, T.S.; Dagher, R.; Vincent, M.; Lu, X,; Bellizzi, A M.;
Ho, K.Y,; et al. Residual embryonic cells as precursors of a Barrett’s-like metaplasia. Cell 2011, 145, 1023-1035.
[CrossRef]

Herfs, M.; Yamamoto, Y.; Laury, A.; Wang, X.; Nucci, M.R.; McLaughlin-Drubin, M.E.; Munger, K.; Feldman, S.;
McKeon, ED.; Xian, W.; et al. A discrete population of squamocolumnar junction cells implicated in the
pathogenesis of cervical cancer. Proc. Natl. Acad. Sci. USA 2012, 109, 10516-10521. [CrossRef]

Herfs, M.; Vargas, S.0.; Yamamoto, Y.; Howitt, B.E.; Nucci, M.R.; Hornick, J.L.; McKeon, ED.; Xian, W,;
Crum, C.P. A novel blueprint for ‘top down’ differentiation defines the cervical squamocolumnar junction
during development, reproductive life, and neoplasia. J. Pathol. 2013, 229, 460—-468. [CrossRef]

Mirkovic, J.; Howitt, B.E.; Roncarati, P.; Demoulin, S.; Suarez-Carmona, M.; Hubert, P.; McKeon, ED.; Xian, W.;
Li, A.; Delvenne, P; et al. Carcinogenic HPV infection in the cervical squamo-columnar junction. J. Pathol.
2015, 236, 265-271. [CrossRef] [PubMed]

Doorbar, J.; Griffin, H. Refining our understanding of cervical neoplasia and its cellular origins.
Papillomavirus Res. 2019, 7, 176-179. [CrossRef] [PubMed]

Fichorova, R.N.; Rheinwald, ].G.; Anderson, D.J. Generation of papillomavirus-immortalized cell lines from
normal human ectocervical, endocervical, and vaginal epithelium that maintain expression of tissue-specific
differentiation proteins. Biol. Reprod. 1997, 57, 847-855. [CrossRef] [PubMed]

Allen-Hoffmann, B.L.; Schlosser, S.J.; Ivarie, C.A.; Sattler, C.A.; Meisner, L.F.; O’Connor, S.L. Normal growth
and differentiation in a spontaneously immortalized near-diploid human keratinocyte cell line, NIKS.
J. Investig. Dermatol. 2000, 114, 444-455. [CrossRef]

Nakahara, T.; Peh, W.L.; Doorbar, J.; Lee, D.; Lambert, P.F. Human papillomavirus type 16 ElcircumflexE4
contributes to multiple facets of the papillomavirus life cycle. J. Virol. 2005, 79, 13150-13165. [CrossRef]
Sato, T.; Vries, R.G.; Snippert, H.J.; van de Wetering, M.; Barker, N.; Stange, D.E.; van Es, ].H.; Abo, A;
Kujala, P; Peters, PJ.; et al. Single Lgr5 stem cells build crypt-villus structures in vitro without a mesenchymal
niche. Nature 2009, 459, 262-265. [CrossRef]

Bartfeld, S.; Bayram, T.; van de Wetering, M.; Huch, M.; Begthel, H.; Kujala, P.; Vries, R.; Peters, PJ.;
Clevers, H. In vitro expansion of human gastric epithelial stem cells and their responses to bacterial infection.
Gastroenterology 2015, 148, 126-136. [CrossRef]

Chen, Y.W.; Huang, S.X.; de Carvalho, A.; Ho, S.H.; Islam, M.N.; Volpi, S.; Notarangelo, L.D.; Ciancanelli, M.;
Casanova, ].L.; Bhattacharya, J.; et al. A three-dimensional model of human lung development and disease
from pluripotent stem cells. Nat. Cell Biol. 2017, 19, 542-549. [CrossRef]

Schumacher, M.A.; Aihara, E.; Feng, R.; Engevik, A.; Shroyer, N.F; Ottemann, K.M.; Worrell, R.T,;
Montrose, M.H.; Shivdasani, R.A.; Zavros, Y. The use of murine-derived fundic organoids in studies
of gastric physiology. |. Physiol. 2015, 593, 1809-1827. [CrossRef]

Onuma, K.; Ochiai, M.; Orihashi, K.; Takahashi, M.; Imai, T.; Nakagama, H.; Hippo, Y. Genetic reconstitution
of tumorigenesis in primary intestinal cells. Proc. Natl. Acad. Sci. USA 2013, 110, 11127-11132. [CrossRef]
Sato, T.; Morita, M.; Tanaka, R.; Inoue, Y.; Nomura, M.; Sakamoto, Y.; Miura, K.; Ito, S.; Sato, I.; Tanaka, N.;
et al. Ex vivo model of non-small cell lung cancer using mouse lung epithelial cells. Oncol. Lett. 2017, 14,
6863-6868. [CrossRef] [PubMed]

Ochiai, M.; Yoshihara, Y.; Maru, Y.; Tetsuya, M.; Izumiya, M.; Imai, T.; Hippo, Y. Kras-driven heterotopic
tumor development from hepatobiliary organoids. Carcinogenesis 2019. [CrossRef] [PubMed]

Matsuura, T.; Maru, Y.; Izumiya, M.; Hoshi, D.; Kato, S.; Ochiai, M.; Hori, M.; Yamamoto, S.; Tatsuno, K.;
Imai, T.; et al. Organoid-based ex vivo reconstitution of Kras-driven pancreatic ductal carcinogenesis.
Carcinogenesis 2019. [CrossRef] [PubMed]

Maru, Y.; Orihashi, K.; Hippo, Y. Lentivirus-Based Stable Gene Delivery into Intestinal Organoids.
Methods Mol. Biol. 2016, 1422, 13-21. [CrossRef] [PubMed]

Naruse, M.; Masui, R.; Ochiai, M.; Maru, Y.; Hippo, Y.; Imai, T. An organoid-based carcinogenesis model
induced by in vitro chemical treatment. Carcinogenesis 2020. [CrossRef] [PubMed]

Boj, S.F; Hwang, C.I; Baker, L.A.; Chio, LI.C.; Engle, D.D.; Corbo, V.; Jager, M.; Ponz-Sarvise, M.; Tiriac, H.;
Spector, M.S,; et al. Organoid models of human and mouse ductal pancreatic cancer. Cell 2015, 160, 324-338.
[CrossRef] [PubMed]


http://dx.doi.org/10.1016/j.cell.2011.05.026
http://dx.doi.org/10.1073/pnas.1202684109
http://dx.doi.org/10.1002/path.4110
http://dx.doi.org/10.1002/path.4533
http://www.ncbi.nlm.nih.gov/pubmed/25782708
http://dx.doi.org/10.1016/j.pvr.2019.04.005
http://www.ncbi.nlm.nih.gov/pubmed/30974183
http://dx.doi.org/10.1095/biolreprod57.4.847
http://www.ncbi.nlm.nih.gov/pubmed/9314589
http://dx.doi.org/10.1046/j.1523-1747.2000.00869.x
http://dx.doi.org/10.1128/JVI.79.20.13150-13165.2005
http://dx.doi.org/10.1038/nature07935
http://dx.doi.org/10.1053/j.gastro.2014.09.042
http://dx.doi.org/10.1038/ncb3510
http://dx.doi.org/10.1113/jphysiol.2014.283028
http://dx.doi.org/10.1073/pnas.1221926110
http://dx.doi.org/10.3892/ol.2017.7098
http://www.ncbi.nlm.nih.gov/pubmed/29344123
http://dx.doi.org/10.1093/carcin/bgz024
http://www.ncbi.nlm.nih.gov/pubmed/30753336
http://dx.doi.org/10.1093/carcin/bgz122
http://www.ncbi.nlm.nih.gov/pubmed/31233118
http://dx.doi.org/10.1007/978-1-4939-3603-8_2
http://www.ncbi.nlm.nih.gov/pubmed/27246018
http://dx.doi.org/10.1093/carcin/bgaa011
http://www.ncbi.nlm.nih.gov/pubmed/32047892
http://dx.doi.org/10.1016/j.cell.2014.12.021
http://www.ncbi.nlm.nih.gov/pubmed/25557080

Cancers 2020, 12, 694 15 of 15

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

Li, X.; Francies, H.E.; Secrier, M.; Perner, J.; Miremadi, A.; Galeano-Dalmau, N.; Barendt, W.].; Letchford, L.;
Leyden, G.M.; Goffin, E.K,; et al. Organoid cultures recapitulate esophageal adenocarcinoma heterogeneity
providing a model for clonality studies and precision therapeutics. Nat. Commun. 2018, 9, 2983. [CrossRef]
Yan, H.H.N,; Siu, H.C.; Law, S.; Ho, S.L.; Yue, S.S.K.; Tsui, W.Y.; Chan, D.; Chan, A.S.; Ma, S.; Lam, K.O.; et al.
A Comprehensive Human Gastric Cancer Organoid Biobank Captures Tumor Subtype Heterogeneity and
Enables Therapeutic Screening. Cell Stem Cell 2018, 23, 882-897. [CrossRef]

Maru, Y.; Hippo, Y. Current Status of Patient-Derived Ovarian Cancer Models. Cells 2019, 8, 505. [CrossRef]
Maru, Y.; Tanaka, N.; Itami, M.; Hippo, Y. Efficient use of patient-derived organoids as a preclinical model
for gynecologic tumors. Gynecol. Oncol. 2019, 154, 189-198. [CrossRef]

Maru, Y.; Onuma, K.; Ochiai, M.; Imai, T.; Hippo, Y. Shortcuts to intestinal carcinogenesis by genetic
engineering in organoids. Cancer Sci. 2019, 110, 858-866. [CrossRef] [PubMed]

Maru, Y.; Tanaka, N.; Ebisawa, K.; Odaka, A.; Sugiyama, T.; Itami, M.; Hippo, Y. Establishment and
characterization of patient-derived organoids from a young patient with cervical clear cell carcinoma.
Cancer Sci. 2019, 110, 2992-3005. [CrossRef] [PubMed]

Sato, T.; Stange, D.E.; Ferrante, M.; Vries, R.G.; Van Es, ].H.; Van den Brink, S.; Van Houdt, W.].; Pronk, A.;
Van Gorp, J.; Siersema, P.D.; et al. Long-term expansion of epithelial organoids from human colon, adenoma,
adenocarcinoma, and Barrett’s epithelium. Gastroenterology 2011, 141, 1762-1772. [CrossRef] [PubMed]
Whelan, K.A.; Muir, A.B.; Nakagawa, H. Esophageal 3D Culture Systems as Modeling Tools in Esophageal
Epithelial Pathobiology and Personalized Medicine. Cell Mol. Gastroenterol. Hepatol. 2018, 5, 461-478.
[CrossRef]

Escobar-Hoyos, L.E; Yang, J.; Zhu, J.; Cavallo, J.A.; Zhai, H.; Burke, S.; Koller, A.; Chen, E.I.; Shroyer, K.R.
Keratin 17 in premalignant and malignant squamous lesions of the cervix: Proteomic discovery and
immunohistochemical validation as a diagnostic and prognostic biomarker. Mod. Pathol. 2014, 27, 621-630.
[CrossRef]

Azuma, Y.; Kusumoto-Matsuo, R.; Takeuchi, F.; Uenoyama, A.; Kondo, K.; Tsunoda, H.; Nagasaka, K;
Kawana, K.; Morisada, T.; Iwata, T.; et al. Human papillomavirus genotype distribution in cervical
intraepithelial neoplasia grade 2/3 and invasive cervical cancer in Japanese women. Jpn. J. Clin. Oncol. 2014,
44,910-917. [CrossRef]

Zhou, Y.; Zhou, B.; Pache, L.; Chang, M.; Khodabakhshi, A.H.; Tanaseichuk, O.; Benner, C.; Chanda, S.K.
Metascape provides a biologist-oriented resource for the analysis of systems-level datasets. Nat. Commun.
2019, 10, e1523. [CrossRef]

@ © 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
@ article distributed under the terms and conditions of the Creative Commons Attribution

(CC BY) license (http://creativecommons.org/licenses/by/4.0/).


http://dx.doi.org/10.1038/s41467-018-05190-9
http://dx.doi.org/10.1016/j.stem.2018.09.016
http://dx.doi.org/10.3390/cells8050505
http://dx.doi.org/10.1016/j.ygyno.2019.05.005
http://dx.doi.org/10.1111/cas.13938
http://www.ncbi.nlm.nih.gov/pubmed/30637899
http://dx.doi.org/10.1111/cas.14119
http://www.ncbi.nlm.nih.gov/pubmed/31265190
http://dx.doi.org/10.1053/j.gastro.2011.07.050
http://www.ncbi.nlm.nih.gov/pubmed/21889923
http://dx.doi.org/10.1016/j.jcmgh.2018.01.011
http://dx.doi.org/10.1038/modpathol.2013.166
http://dx.doi.org/10.1093/jjco/hyu112
http://dx.doi.org/10.1038/s41467-019-09234-6
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Results 
	Propagation of Patient-Derived Organoids from the Cervical SCJ Region 
	Mutually Exclusive Localization of Ectocervix-Like Cells and Endocervix-Like Cells within Organoids 
	Many SCJ Markers Exhibited Higher Levels of Expression in Organoids than in Non-SCJ Cervical Cell Lines 
	Genes Related to Inflammation and Immune Response Were Highly Expressed in Organoids 

	Discussion 
	Materials and Methods 
	Patient Information 
	HPV Genotyping 
	Isolation and Organoid Culture of SCJ Cells 
	Pathological Analysis 
	Cell Lines 
	Microarray Analysis 
	RT-qPCR 

	Conclusions 
	References

