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Supplementary information S1. Rotavirus samples received from every municipality in Belgium over the course of 14 years. (n=6841)

Sample Distribution in Belgium

2009-2010 2010-2011 2011-2012 2012-2013 2013-2014
51.5°N D
51.0°N
50.5°N
50.0°N
49.5°N
2014-2015 2015-2016 2016-2017 2017-2018 2018-2019
51.5°N 3 .
51.0°N
50.5°N
50.0°N
49.5°N
2019-2020 2020-2021 2021-2022 2022-2023
51.5°N . .
Number of Samples

51.0°N 50+

40
50.5°N 30

20
50.0°N

10

0
49.5°N

3°E 4°E 5°E 6°E 3°E 4°E 5°E 6°E 3°E 4°E 5°E 6°E 3°E 4°E 5°E 6°E



This supplementary material is hosted by Eurosurveillance as supporting information alongside the article "14 years of rotavirus A surveillance: unusual dominance of equine-like G3P[8] genotype with DS-1-like genotype constellation after the pandemic, Belgium, 2009 to 2023", on behalf of the authors,
who remain responsible for the accuracy and appropriateness of the content. The same standards for ethics, copyright, attributions and permissions as for the article apply. Supplements are not edited by Eurosurveillance and the journal is not responsible for the maintenance of any links or email
addresses provided therein.

Supplementary information S2. Seasonality of cases per season. Highest percentage of samples received was shown with a point.
Monthly Cases by Season (as Percentage)
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Supplementary information S3. 60+ cases in 2016-2017 and 2017-2018
seasons.
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received from patients older than 60.
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Supplementary information S4. Genotype and age group information by season.

S4.A. Genotypes
“Other” in figure 5
Season G12P[8] G1P[8] G2P[4] G3P[8] GA4P[8] G9P[4] G9P[8] Genotyping Vaccine- Other Total
not possible derived
G1P[8]

2009-2010 13 118 298 8 18 1 14 80 0 28 578
2010-2011 4 100 83 163 117 6 32 105 0 16 626
2011-2012 31 84 175 80 12 2 92 125 0 12 613
2012-2013 2 50 415 106 28 0 53 330 0 7 991
2013-2014 6 41 41 87 9 0 95 39 0 5 323
2014-2015 166 35 102 174 126 0 211 81 0 2 897
2015-2016 3 8 46 26 0 0 166 38 9 2 298
2016-2017 0 6 381 36 2 1 78 393 7 5 909
2017-2018 8 9 104 117 6 4 57 121 24 1 451
2018-2019 20 5 18 252 0 64 106 42 7 24 538
2019-2020 3 11 25 14 0 26 8 20 0 7 114
2020-2021 0 3 40 8 6 0 2 39 10 111
2021-2022 8 7 46 772 0 3 17 150 5 37 1045
2022-2023 15 19 4 347 0 4 13 109 0 19 530

Total 279 496 1778 2190 324 111 944 1672 62 168 8024

$4.B. Typical and equine like VP7 G3P[8] proportions per year

season Typical VP7 Equine-like VP7

2009-2010 | 6 0
2010-2011 | 150 0
2011-2012 | 75 0
2012-2013 | 97 0
2013-2014 | 77 0
2014-2015 | 159 9
2015-2016 | 20 4
2016-2017 | 13 21
2017-2018 | 5 111
2018-2019 | 146 100
2019-2020 | 8 6
2020-2021 | 4 4
2021-2022 | 180 561
2022-2023 | 44 271

#Sequences shorter than 500 nucleotides were excluded from the table above.

$4.C. Age groups

season 0-2 2-5 5-18 18-60 60 NA Total
2009-2010 | 378 129 24 3 3 41 578
2010-2011 | 390 116 25 2 2 91 626
2011-2012 | 376 121 25 3 0 88 613
2012-2013 | 560 183 45 4 26 173 991
2013-2014 | 227 49 13 5 1 28 323
2014-2015 | 577 221 36 2 19 42 897
2015-2016 | 205 52 16 2 7 16 298
2016-2017 | 557 184 41 26 75 26 909
2017-2018 | 260 54 18 12 100 7 451
2018-2019 | 385 106 25 4 6 12 538
2019-2020 | 88 14 4 1 2 5 114
2020-2021 | 79 22 4 2 1 3 111
2021-2022 | 555 345 74 22 27 22 1045
2022-2023 | 378 70 29 8 14 31 530
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$4.D. Other genotypes

season G12P[6 | GIP[ | G1IP[ | G2P[ | G3P[ | G6P[1 | GOP[ | GxP[ | GxP[ | G2P[ | G3P[ | G4P[ | G6P[ | G6P[ | G2P[ | G3P[1 | G3P[ | G10P[1 | G38P[2 | G4P[ | G8P[ | G1P[ | P[8]G | GXP[ | GXP[ | G3P[ | P[4]G | P[x]G | G3P[
1 4] x] x] 6] 4] 6] 4] 8] 8] 4] 4] 8] 5] 6] 4] 9] 4] 8] 6] 8] 6] X 4] 8] x] X 9 3]

2009- 1 4 1 9 1 2 1 7 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

2010

2010- 3 3 0 0 0 1 0 0 0 5 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

2011

2011- 2 2 0 0 0 1 0 0 0 4 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

2012

2012- 0 1 0 0 0 0 0 0 0 1 1 0 1 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0

2013

2013- 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 1 2 0 0 0 0 0 0 0 0 0

2014

2014- 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

2015

2015- 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0

2016

2016- 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0

2017

2017- 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

2018

2018- 0 0 0 0 0 0 0 0 0 0 5 0 0 0 0 1 0 0 0 1 16 0 1 0 0 0 0 0 0

2019

2019- 2 0 0 0 0 0 0 0 0 0 2 0 1 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0

2020

2020- 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0

2021

2021- 0 0 0 5 0 0 0 0 14 0 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 12 1 2 0

2022

2022- 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 8 0 4 0 0 3 1 0 1

2023

Total 9 10 1 15 2 5 1 7 16 11 16 2 4 1 1 3 1 1 1 3 30 1 5 1 1 15 2 2 1
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Supplementary information S5

100

100 1do

DQ490533.1_RVA/Human-tc/JPN/AU-1/1982/G3P3[9]
92 1 RVA/Human-wt/BEL/F02249G3typical/2010/G3P[8]
87 | RVA/Human-wt/BEL/F03177G3typical/2011/G3P[8]
100 § RVA/Human-wt/BEL/F05494G3typical/2013/G3P[8]
96 F RVA/Human-wt/BEL/F06322G3typical/2014/G3P[8]
90 f RVA/Human-wt/BEL/F03542G3typical/2011/G3P[8]
83 RVA/Human-wt/BEL/F04459G3typical/2012/G3P[8]

100
g7 [ OM037847.1_RVA/Human-wt/CHN/GX16451181/2016/G3P([8]

RVA/Human-wt/BEL/F12057G3typical/2019/G3P[8]

RVA/Human-wt/BEL/F04489G3typical/2012/G3P[8]

od k RVA/Human-wt/BEL/F02502G3typical/2009/G3P[8]

KT920882.1_RVA/Human-wt/USA/CNMC127/2011/G3P[8]

1 RVA/Human-wt/BEL/F05259G3typical/2013/G3P[8]
1 gx RVA/Human-wt/BEL/F07051G3typical/2015/G3P[8]

RVA/Human-wt/BEL/F14060G3typical/2021/G3P[8]
HQ392421.1_RVA/Human-wt/BEL/BE00041/2007/G1P[8]
RVA/Human-wt/BEL/F09055G3typical/2016/G3P[8]

gg RVA/Human-wt/BEL/F10132G3typical/2018/G3P[8]

RVA/Human-wt/BEL/F13094G3typical/2019/G3P[8]
KU048538.1_RVA/Hu-wt/ITA/RG178/13/2013/G12P[8]
KX954616.1_RVA/Vaccine/USA/Rotarix-A41CB052A/1988/G1P|[8]

RVA/Human-wt/BEL/F12043/2020/G9P[4]
RVA/Human-wt/BEL/F14685/2022/G9P[4]
RVA/Human-wt/BEL/F15068/2023/G9P[4]
MT005287.1_RVA/Human-wt/CZE/H186/2018/G9P[4]
RVA/Human-wt/BEL/F13102G3equine/2021/G3P[8]
RVA/Human-wt/BEL/F15078G3equine/2023/G3P[8]
RVA/Human-wt/BEL/F14222G3equine/2021/G3PI[8]
RVA/Human-wt/BEL/F15080G3equine/2023/G3P[8]
RVA/Human-wt/BEL/F14353G3equine/2022/G3P[8]
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100 § RVA/Human-wt/BEL/F03595/2011/G9P[4]
OR890153.1_RVA/Human-wt/GHA/103M/2015/G9P[4]
RVA/Human-wt/BEL/F11258/2019/G9P[4]

1 00‘!

RVA/Human-wt/BEL/F14428G3equine/2022/G3P[8]
RVA/Human-wt/BEL/F15059G3equine/2023/G3P[8]
MG926747.1_RVA/Human-wt/MOZ/0440/2013/G2P[4]
RVA/Human-wt/BEL/F09747G3equine/2017/G3P|[8]
RVA/Human-wt/BEL/F13077G3equine/2021/G3P[8]
RVA/Human-wt/BEL/F10213G3equine/2018/G3P[8]
KX880428.1_RVA/Human-wt/DEU/GER34-16/2016/G3P[8]
RVA/Human-wt/BEL/F10253G3equine/2018/G3P[8]
RVA/Human-wt/BEL/F11291G3equine/2019/G3P[8]

00 RVA/Human-wt/BEL/F11037G3equine/2018/G3P[8]

LC1 69918.1_RVA/Human-wt/THA/NP-130/2014/G8P[8]

R1
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Supplementary information S$5.1-11. Phylogenetic tree of coding sequence (nucleotide) of
each segment, aligned with MAFFT v7 and ML tree constructed using IgTree 2.3.6. Red: DS-1-
like segment. Green: Wa-like segment. Orange circle: G9P[4]. Black: Reference sequences from
Genbank. $5.1. Phylogenetic tree of VP1.
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RVA/Human-wt/BEL/F15080G3equine/2023/G3P[8]
KC443632.1_RVA/Human-wt/AUS/CK20028/2006/G2P[4]
RVA/Human-wt/BEL/F09747G3equine/2017/G3P[8]
RVA/Human-wt/BEL/F10213G3equine/2018/G3P|[8]
LC542397.1_RVA/Human-wt/JPN/SU17-22/2017/G3P[8]
RVA/Human-wt/BEL/F13077G3equine/2021/G3P[8]
RVA/Human-wt/BEL/F11037G3equine/2018/G3PI[8]
LC477495.1_RVA/Human-wt/JPN/Tokyo18-41/2018/G2P[4]
RVA/Human-wt/BEL/F14222G3equine/2021/G3P[8]
RVA/Human-wt/BEL/F15078G3equine/2023/G3P[8]
RVA/Human-wt/BEL/F13102G3equine/2021/G3P[8]
RVA/Human-wt/BEL/F14428G3equine/2022/G3P[8]
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KJ559379.1_RVA/Human-wt/ARG/Mis864/1998/G4P[8]
RVA/Human-wt/BEL/F07051G3typical/2015/G3P[8]
RVA/Human-wt/BEL/F09055G3typical/2016/G3P[8]
RVA/Human-wt/BEL/F10132G3typical/2018/G3P[8]
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RVA/Human-wt/BEL/F13094G3typical/2019/G3P[8]
RVA/Human-wt/BEL/F14060G3typical/2021/G3P[8]
KX954617.1_RVA/Vaccine/USA/Rotarix-A41CB052A/1988/G1P|[8]
RVA/Human-wt/BEL/F05259G3typical/2013/G3P[8]
KP753018.1_RVA/Human-wt/ZAF/MRC-DPRU1808/2007/G1P[8]
RVA/Human-wt/BEL/F02502G3typical/2009/G3P|[8]
KJ412744.1_RVA/Human-wt/PRY/1756SR/2009/G3
RVA/Human-wt/BEL/F03542G3typical/2011/G3P[8]
RVA/Human-wt/BEL/F04489G3typical/2012/G3P[8]
RVA/Human-wt/BEL/F11027G3typical/2018/G3P[8]
RVA/Human-wt/BEL/F12057G3typical/2019/G3P[8]
MW280920.1_RVA/Human-wt/ITA/PA01/2004/G3P[8]
RVA/Human-wt/BEL/F03177G3typical/2011/G3P[8]
RVA/Human-wt/BEL/F05494G3typical/2013/G3P[8]
RVA/Human-wt/BEL/F06287G3typical/2014/G3P[8]
RVA/Human-wt/BEL/F06322G3typical/2014/G3P[8]
MT854966.1_RVA/Human-wt/ZAF/UFS-NGS-MRC-DPRU3410/2004/G1P[8]
KT988178.1_RVA/Human-wt/ITA/PR793/2009/G3P[8]
RVA/Human-wt/BEL/F02249G3typical/2010/G3P|[8]
RVA/Human-wt/BEL/F04459G3typical/2012/G3P|[8]

$5.2. Phylogenetic tree of VP2.
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DQ490537.1_RVA/Human-tc/JPN/AU-1/1982/G3P3[9]
100 X RVA/Human-wt/BEL/F03595/2011/GOP[4]

LC227956.1_RVA/Human-wt/IND/Kol-028/2012/G9P[4]
RVA/Human-wt/BEL/F09747G3equine/2017/G3P[8]
RVA/Human-wt/BEL/F13077G3equine/2021/G3P[8]
MW280935.1_RVA/Human-wt/ITA/PA213/2017/G3P[8]
RVA/Human-wt/BEL/F11037G3equine/2018/G3PI[8]
KU550277.1_RVA/Human-wt/ESP/SS61921417/2015/G3P[8]
RVA/Human-wt/BEL/F10213G3equine/2018/G3PI[8]
RVA/Human-wt/BEL/F10253G3equine/2018/G3P[8]
RVA/Human-wt/BEL/F11291G3equine/2019/G3P[8]
JX965139.1_RVA/human/AUS/WAPC703/2010/G2P[4]
MG181834.1_RVA/Human-wt/MWI/BID19T/2012/G2P[4]
ON791878.1_RVA/Human-wt/MWI/BTY2BG/2018/G3P[4]
RVA/Human-wt/BEL/F12043/2020/G9P[4]
RVA/Human-wt/BEL/F14685/2022/G9P[4]
RVA/Human-wt/BEL/F11258/2019/G9P[4]
RVA/Human-wt/BEL/F15068/2023/G9P[4]
ON737424.1_RVA/Human-wt/USA/3001253895/2017/G9P[4]
RVA/Human-wt/BEL/F13102G3equine/2021/G3PI[8]
RVA/Human-wt/BEL/F14222G3equine/2021/G3P[8]
RVA/Human-wt/BEL/F14428G3equine/2022/G3P[8]
RVA/Human-wt/BEL/F14353G3equine/2022/G3P[8]
RVA/Human-wt/BEL/F15078G3equine/2023/G3P[8]
RVA/Human-wt/BEL/F15059G3equine/2023/G3P|[8]
RVA/Human-wt/BEL/F15080G3equine/2023/G3PI[8]
PP751192.1_RVA/USA/2024/G9P[4]
RVA/Human-wt/BEL/F05259G3typical/2013/G3P[8]
RVA/Human-wt/BEL/F07051G3typical/2015/G3P[8]
RVA/Human-wt/BEL/F09055G3typical/2016/G3P[8]
RVA/Human-wt/BEL/F10132G3typical/2018/G3P|[8]
RVA/Human-wt/BEL/F14060G3typical/2021/G3P[8]
JF490984.1_RVA/Vanderbilt/VU08-09-6/2008/G12P[8]
RVA/Human-wt/BEL/F13094G3typical/2019/G3P[8]
MH171347.1_RVA/Human-wt/ESP/SS454877/2011/G1P[8]
KX954618.1_RVA/Vaccine/USA/Rotarix-A41CB052A/1988/G1P[8]
RVA/Human-wt/BEL/F02249G3typical/2010/G3P[8]
RVA/Human-wt/BEL/F02502G3typical/2009/G3P[8]
RVA/Human-wt/BEL/F03177G3typical/2011/G3P[8]
RVA/Human-wt/BEL/F11027G3typical/2018/G3P[8]
RVA/Human-wt/BEL/F12057G3typical/2019/G3P[8]
KF371886.1_RVA/Human-wt/CHN/E3239/2012/G3P[8]
RVA/Human-wt/BEL/F04489G3typical/2012/G3P[8]
JN258405.1_RVA/Human-wt/USA/2007769947/2007/G1P[8]
RVA/Human-wt/BEL/F03542G3typical/2011/G3P[8]
RVA/Human-wt/BEL/F05494G3typical/2013/G3P[8]
RVA/Human-wt/BEL/F06322G3typical/2014/G3P|[8]
RVA/Human-wt/BEL/F04459G3typical/2012/G3P[8]

$5.3. Phylogenetic tree of VP3.
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RVA/Human-wt/BEL/F03595/2011/G9P[4] VP 4
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GG]} ON737420.1_RVA/Human-wt/USA/3001253895/2017/G9P[4]

86|F RVA/Human-wt/BEL/F14685/2022/G9P[4] P[4]
k. RVA/Human-wt/BEL/F12043/2020/G9P[4]
. RVA/Human-wt/BEL/F15068/2023/G9P[4]
— e JNB849113.1_RVA/Vaccine/USA/Rotarix-A41CB052A/1988/G1P[8]
100 ¢ RVA/Human-wt/BEL/F05259G3typical/2013/G3P[8]
RVA/Human-wt/BEL/F07051G3typical/2015/G3P[8]
RVA/Human-wt/BEL/F09055G3typical/2016/G3P[8]
RVA/Human-wt/BEL/F10132G3typical/2018/G3P[8]
RVA/Human-wt/BEL/F13094G3typical/2019/G3P[8]
KJ919631.1_RVA/Human-wt/HUN/ERN5065/2012/G9P[8]
RVA/Human-wt/BEL/F14060G3typical/2021/G3P|[8]
MZ097321.1_RVA/Human-wt/KEN/KLF2470/2017/G3P[8]
RVA/Human-wt/BEL/F02502G3typical/2009/G3P[8]
RVA/Human-wt/BEL/F03177G3typical/2011/G3P[8]
RVA/Human-wt/BEL/F03542G3typical/2011/G3P[8]
RVA/Human-wt/BEL/F04489G3typical/2012/G3P[8]
JQ069660.1_RVA/Human-wt/CAN/RT102-07/2008/G1P[8]
RVA/Human-wt/BEL/F05494G3typical/2013/G3P[8]
RVA/Human-wt/BEL/F06287G3typical/2014/G3P|[8]
RVA/Human-wt/BEL/F06322G3typical/2014/G3P[8]
95 ¢ RVA/Human-wt/BEL/F09747G3equine/2017/G3P[8]
RVA/Human-wt/BEL/F13077G3equine/2021/G3P[8]
RVA/Human-wt/BEL/F15059G3equine/2023/G3P[8] 18]
82 | LC455768.1_RVA/Human-wt/THA/MS2014-0134/2014/G3P[8]
98  RVA/Human-wt/BEL/F11037G3equine/2018/G3P[8]
RVA/Human-wt/BEL/F15080G3equine/2023/G3P[8]
RVA/Human-wt/BEL/F13102G3equine/2021/G3P[8]
RVA/Human-wt/BEL/F14428G3equine/2022/G3P|[8]
RVA/Human-wt/BEL/F14353G3equine/2022/G3P[8]
RVA/Human-wt/BEL/F15078G3equine/2023/G3P[8]
RVA/Human-wt/BEL/F14222G3equine/2021/G3P[8]
RVA/Human-wt/BEL/F10213G3equine/2018/G3P[8]
RVA/Human-wt/BEL/F10253G3equine/2018/G3P[8]
RVA/Human-wt/BEL/F11291G3equine/2019/G3P[8]
RVA/Human-wt/BEL/F11027G3typical/2018/G3P|[8]
RVA/Human-wt/BEL/F12057G3typical/2019/G3P|[8]
OR756399.1_RVA/Human-wt/VNM/VE7823/2017/G3P[8]
RVA/Human-wt/BEL/F04459G3typical/2012/G3P[8]
RVA/Human-wt/BEL/F02249G3typical/2010/G3P[8]
KT988208.1_RVA/Human-wt/ITA/PR192/2010/G3P[8]
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$5.4. Phylogenetic tree of VP4,
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DQ490538.1_RVA/Human-tc/JPN/AU-1/1982/G3P[9] V P6
95 ¢ RVA/Human-wt/BEL/F03595/2011/G9OP[4]
KF716343.1_RVA/Human-wt/USA/NVU10-11-6/2011/G2P[4]
96y RVA/Human-wt/BEL/F09747G3equine/2017/G3P[8]
100J} RVA/Human-wt/BEL/F1 3077G3equine/2021/G3P[8]
96 L RVA/Human-wt/BEL/F10213G3equine/2018/G3P[8]
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84 § RVA/Human-wt/BEL/F11291G3equine/2019/G3P[8]
g5 | | GU138214.2_RVA/Omsk07-87
RVA/Human-wt/BEL/F14222G3equine/2021/G3P[8]
OR772000.1_RVA/Human-wt/RUS/NN3027-21/2021/G3P[8]
MN577182.1_RVA/Human-wt/RUS/Novosibirsk/NS18-A1560/2018/G3P[8]
RVA/Human-wt/BEL/F15080G3equine/2023/G3P[8]
RVA/Human-wt/BEL/F15078G3equine/2023/G3P[8]
RVA/Human-wt/BEL/F14353G3equine/2022/G3P|[8]
RVA/Human-wt/BEL/F14428G3equine/2022/G3PI[8]
RVA/Human-wt/BEL/F15059G3equine/2023/G3PI[8]
RVA/Human-wt/BEL/F13102G3equine/2021/G3P|[8]
KX954619.1_RVA/Vaccine/USA/Rotarix-A41CB052A/1988/G1P1
100 I_ RVA/Human-wt/BEL/F04489G3typical/2012/G3P[8]
RVA/Human-wt/BEL/F14060G3typical/2021/G3P[8]
9 RVA/Human-wt/BEL/F09055G3typical/2016/G3P[8]
91] 1 RVA/Human-wt/BEL/F10132G3typical/2018/G3P[8]
JX841166.2_RVA/Hu-wt/RUS/Nov11-N2948/2011/G1P[8]
90lly RVA/Human-wt/BEL/F05259G3typical/2013/G3P[8]
RVA/Human-wt/BEL/F13094G3typical/2019/G3P[8]
RVA/Human-wt/BEL/F02502G3typical/2009/G3P[8]
1% RVA/Human-wt/BEL/F11027G3typical/2018/G3P[8]
RVA/Human-wt/BEL/F12057G3typical/2019/G3P[8]
100l Lca77415.1_RVA/Human-wt/JPN/Tokyo17-08/2017/G3P[8] 1
KF371996.1_RVA/Human-wt/CHN/Y106/2004/G3P[8]
94 | RVA/Human-wt/BEL/F03542G3typical/2011/G3P[8]
97 } RVA/Human-wt/BEL/F04459G3typical/2012/G3P[8]
KC713894.1_RVA/Human-wt/Hu/RUS/Nov12-N4970/2012/G1P[8]
t RVA/Human-wt/BEL/F03177G3typical/2011/G3P[8]
RVA/Human-wt/BEL/F02249G3typical/2010/G3P[8]
RVA/Human-wt/BEL/F05494G3typical/2013/G3P[8]
RVA/Human-wt/BEL/F06287G3typical/2014/G3P[8]
RVA/Human-wt/BEL/F06322G3typical/2014/G3P[8]
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S5.5. Phylogenetic tree of VP6.
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RVA/Human-wt/BEL/F03595/2011/G9P[4]
RVA/Human-wt/BEL/F11258/2019/G9P[4]
RVA/Human-wt/BEL/F14685/2022/G9P[4]
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RVA/Human-wt/BEL/F15068/2023/G9P[4]

89 \. RVA/Human-wt/BEL/F09747G3equine/2017/G3P[8]

RVA/Human-wt/BEL/F13077G3equine/2021/G3P[8]
[ RVA/Human-wt/BEL/F10213G3equine/2018/G3P[8]
RVA/Human-wt/BEL/F11037G3equine/2018/G3P[8]

98 r RVA/Human-wt/BEL/F10253G3equine/2018/G3P[8]

RVA/Human-wt/BEL/F11291G3equine/2019/G3P[8]
KU550297.1_RVA/Human-wt/ESP/SS98244047/2015/G3P[8]
KU870393.1_RVA/Human-wt/HUN/ERN8148/2015/G3P|[8]
b RVA/Human-wt/BEL/F15080G3equine/2023/G3P[8]
RVA/Human-wt/BEL/F13102G3equine/2021/G3P|[8]
RVA/Human-wt/BEL/F15078G3equine/2023/G3P[8]
RVA/Human-wt/BEL/F14353G3equine/2022/G3P[8]
RVA/Human-wt/BEL/F14428G3equine/2022/G3P[8]
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$5.6. Phylogenetic tree of VP7.

RVA/Human-wt/BEL/F14222G3equine/2021/G3P[8]
RVA/Human-wt/BEL/F15059G3equine/2023/G3P[8]
JF712571.1_RVA/Horse-wt/ARG/E30/1993/G3P[12]
RVA/Human-wt/BEL/F03542G3typical/2011/G3P[8]
RVA/Human-wt/BEL/F02249G3typical/2010/G3P[8]
RVA/Human-wt/BEL/F02502G3typical/2009/G3P|[8]
RVA/Human-wt/BEL/F03177G3typical/2011/G3P|[8]
RVA/Human-wt/BEL/F11027G3typical/2018/G3P[8]
RVA/Human-wt/BEL/F12057G3typical/2019/G3P[8]
RVA/Human-wt/BEL/F04489G3typical/2012/G3P[8]
RVA/Human-wt/BEL/F05494G3typical/2013/G3P[8]
KF371812.1_RVA/Human-wt/CHN/E1861/2009/G3P[8]
RVA/Human-wt/BEL/F06287G3typical/2014/G3P[8]
RVA/Human-wt/BEL/F06322G3typical/2014/G3P[8]
RVA/Human-wt/BEL/F04459G3typical/2012/G3P[8]
MW280953.1_RVA/Human/ITA/PA95/2013/G3P[8]
RVA/Human-wt/BEL/F14060G3typical/2021/G3P[8]
RVA/Human-wt/BEL/F05259G3typical/2013/G3P[8]
RVA/Human-wt/BEL/F09055G3typical/2016/G3P[8]
RVA/Human-wt/BEL/F10132G3typical/2018/G3P[8]
RVA/Human-wt/BEL/F13094G3typical/2019/G3P[8]
RVA/Human-wt/BEL/F07051G3typical/2014/G3P[8]
MW280952.1_RVA/Human/ITA/PA597/2012/G3PI[8]
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LC227881.1_RVA/Human-wt/IND/Kol-041/2012/G9P[4]
RVA/Human-wt/BEL/F15059G3equine/2023/G3P[8]
KC782514.2_RVA/human-wt/USA/LB1562/2010/G9P[4]
RVA/Human-wt/BEL/F09747G3equine/2017/G3PI[8]
RVA/Human-wt/BEL/F15080G3equine/2023/G3P[8]
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LC455760.1_RVA/Human-wt/THA/DBM2016-096/2016/G3P[8]
RVA/Human-wt/BEL/F11037G3equine/2018/G3P|[8]
RVA/Human-wt/BEL/F11258/2019/G9P[4]
RVA/Human-wt/BEL/F12043/2020/G9P[4]
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# RVA/Human-wt/BEL/F10213G3equine/2018/G3P[8]
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RVA/Human-wt/BEL/F15068/2023/G9P[4]
ON737425.1_RVA/Human-wt/USA/3001253895/2017/G9P[4]
KT936621.1_RVA_CMHN49-12_non-structural_protein
RVA/Human-wt/BEL/F10253G3equine/2018/G3PI[8]
RVA/Human-wt/BEL/F11291G3equine/2019/G3P[8]
RVA/Human-wt/BEL/F13077G3equine/2021/G3P|[8]

LC569278.1_RVA/Human-wt/JPN/SU16-02/2016/G2P[4]
RVA/Human-wt/BEL/F02502G3typical/2009/G3P[8]
KF371868.1_RVA/Human-wt/CHN/E2835/2011/G3P[8]
RVA/Human-wt/BEL/F03542G3typical/2011/G3P[8]
RVA/Human-wt/BEL/F05494G3typical/2013/G3P[8]
RVA/Human-wt/BEL/F06287G3typical/2014/G3P[8]
RVA/Human-wt/BEL/F06322G3typical/2014/G3P[8]
HQ392334.1_RVA/Human-wt/BEL/BE00038/2008/G1P[8]
RVA/Human-wt/BEL/F04489G3typical/2012/G3P[8]
LC086753.1_RVA/Human-wt/THA/PCB-118/2013/G1P[8]
RVA/Human-wt/BEL/F05259G3typical/2013/G3P[8]
RVA/Human-wt/BEL/F07051G3typical/2015/G3P[8]
RVA/Human-wt/BEL/F14060G3typical/2021/G3P[8]
RVA/Human-wt/BEL/F09055G3typical/2016/G3P[8]
RVA/Human-wt/BEL/F10132G3typical/2018/G3P[8]
RVA/Human-wt/BEL/F13094G3typical/2019/G3P[8]
LC721867.1_RVA/Human-wt/STM430/2017/G12P[8]
RVA/Human-wt/BEL/F11027G3typical/2018/G3P[8]
RVA/Human-wt/BEL/F12057G3typical/2019/G3P[8]

LC477535.1_RVA/Human-wt/JPN/Tokyo17-08/2017/G3P[8]
LC822562.1_RVA/Vaccine/lUSA/RIX4414/1988/G1P|[8]
RVA/Human-wt/BEL/F02249G3typical/2010/G3P|[8]
RVA/Human-wt/BEL/F03177G3typical/2011/G3P[8]
KF371857.1_RVA/Human-wt/CHN/E2461/2011/G3P[8]

RVA/Human-wt/BEL/F04459G3typical/2012/G3P[8]

$5.7. Phylogenetic tree of NSP1.
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1 Og()) RVA/Human-wt/BEL/F14222G3equine/2021/G3P[8]

_RVA/Human-wt/BRA/IAL-R566/2011/G12P[9]

RVA/Human-wt/BEL/F07051G3typical/2015/G3P[8]
gg RVA/Human-wt/BEL/F09055G3typical/2016/G3P[8]
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RVA/Human-wt/BEL/F11027G3typical/2018/G3P[8]
RVA/Human-wt/BEL/F12057G3typical/2019/G3P[8]
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$5.8. Phylogenetic tree of NSP2.
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RVA/Human-wt/BEL/F03595/2011/G9P[4]
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96 RVA/Human-wt/BEL/F15059G3equine/2023/G3P[8]
99 RVA/Human-wt/BEL/F15080G3equine/2023/G3P[8]
[ RVA/Human-wt/BEL/F14222G3equine/2021/G3PI[8]
MT005306.1_RVA/Human-wt/CZE/H187/2018/G9P[4]
RVA/Human-wt/BEL/F15068/2023/G9P[4]
4 RVA/Human-wt/BEL/F11258/2019/G9P[4]
100 RVA/Human-wt/BEL/F12043/2020/G9P[4]
— TOP|E RVA/Human-wt/BEL/F14685/2022/GOP[4]
¢ [¢] II RVA/Human-wt/BEL/F10253G3equine/2018/G3P[8]
RVA/Human-wt/BEL/F11291G3equine/2019/G3P[8]
RVA/Human-wt/BEL/F10213G3equine/2018/G3P[8]
LC228312.1_RVA/Human-wt/JPN/IS1078/2015/G3P[8]
90 § RVA/Human-wt/BEL/F09747G3equine/2017/G3P[8]
76 RVA/Human-wt/BEL/F13077G3equine/2021/G3P[8]
86 | KU550311.1_RVA/Human-wt/ESP/SS61720845/2015/G3P[8]
RVA/Human-wt/BEL/F11037G3equine/2018/G3P[8]
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PP025601.1_RVA/Human-wt/BRA/IAL-R566/2011/G12P[9] N S P4
99 ¢ RVA/Human-wt/BEL/F03595/2011/G9P[4]

97 | OR890253.1_RVA/Humanwt/GHA/039M/2015/GIP[4] E6

100 1l bQ490560.1_RVA/Human-wt/BGD/RV176/2000/G12P[6]
KR632629.1_RVA/human-wt/ITA/ME848/12/2012/G12P[9]

95 RVA/Human-wt/BEL/F09747G3equine/2017/G3PI[8]
RVA/Human-wt/BEL/F13077G3equine/2021/G3P[8]
MWwW280894.1_RVA/Human-wt/ITA/PA213/2017/G3P[8]
RVA/Human-wt/BEL/F11037G3equine/2018/G3PI[8]
KU550317.1_RVA/Human-wt/ESP/SS61720845/2015/G3P[8]
96 § RVA/Human-wt/BEL/F13102G3equine/2021/G3P[8]
RVA/Human-wt/BEL/F15078G3equine/2023/G3P[8]
RVA/Human-wt/BEL/F14353G3equine/2022/G3P[8]
RVA/Human-wt/BEL/F14428G3equine/2022/G3P[8]
RVA/Human-wt/BEL/F14222G3equine/2021/G3P[8]
RVA/Human-wt/BEL/F15059G3equine/2023/G3P[8]
0Q847452.1_RVA/Human-wt/BRA/AM583/2021/G6P[8]
RVA/Human-wt/BEL/F15080G3equine/2023/G3P[8] E2
MH182466.1_RVA/Human-wt/PAK663/2016/G3P[4]
RVA/Human-wt/BEL/F10253G3equine/2018/G3P|[8]
RVA/Human-wt/BEL/F11291G3equine/2019/G3P|[8]
KP013444.1_RVA/Human-wt/DEN/Hv2258625/2010/G9P[4]
RVA/Human-wt/BEL/F12043/2020/G9P[4]
RVA/Human-wt/BEL/F11258/2019/G9P[4]
RVA/Human-wt/BEL/F14685/2022/G9P[4]
RVA/Human-wt/BEL/F15068/2023/G9P[4]

100 3 RVA/Human-wt/BEL/F10213G3equine/2018/G3P[8]

I- LC455763.1_RVA/Human-wt/THA/DBM2016-096/2016/G3P[8]
RVA/Human-wt/BEL/F05259G3typical/2013/G3P[8]
RVA/Human-wt/BEL/F07051G3typical/2015/G3P[8]
RVA/Human-wt/BEL/F14060G3typical/2021/G3P[8]
RVA/Human-wt/BEL/F10132G3typical/2018/G3P[8]
JX195072.1_RVA/Human-wt/ITA/AV21/2010/G9P[8]
KX954623.1_RVA/Vaccine/USA/Rotarix-A41CB052A/1988/G1P[8]
RVA/Human-wt/BEL/F09055G3typical/2016/G3P[8]

6]k RVA/Human-wt/BEL/F1 3094G3typical/2019/G3P[8]
MN746048.1_RVA/Human-wt/LBN/H280/2013/G12P6
RVA/Human-wt/BEL/F05494G3typical/2013/G3P[8]
91 1 RVA/Human-wt/BEL/F06287G3typical/2014/G3P[8]
99 1 RVA/Human-wt/BEL/F06322G3typical/2014/G3P[8]
d4 ON563410.1_RVA/Human-wt/CHN/BJ-Q1087/2012/G9P[8] E1
RVA/Human-wt/BEL/F04489G3typical/2012/G3P[8]
RVA/Human-wt/BEL/F03542G3typical/2011/G3P[8]
86 L RVA/Human-wt/BEL/F02502G3typical/2009/G3P[8]
89 | RVA/Human-wt/BEL/F02249G3typical/2010/G3P[8]
84 k RVA/Human-wt/BEL/F03177G3typical/2011/G3P[8]
74 | RVA/Human-wt/BEL/F04459G3typical/2012/G3P[8]
90 | KF371772.1_RVA/Human-wt/CHN/E956/2008/G3P[8]
97 k RVA/Human-wt/BEL/F11027G3typical/2018/G3P[8]
[ RVA/Human-wt/BEL/F12057G3typical/2019/G3P[8]
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OR727626.1_RVA/Human-wt/JPN/AU-1/1982/G3P[9]

KX954624.1_RVA/Vaccine/USA/Rotarix-A41CB052A/1988/G1P[8]
RVA/Human-wt/BEL/F03542G3typical/2011/G3P[8]
KU048751.1_RVA/Hu-wt/ITA/PA414/12/2012/G12P[8]
RVA/Human-wt/BEL/F05259G3typical/2013/G3P[8]
RVA/Human-wt/BEL/F03177G3typical/2011/G3P[8]
RVA/Human-wt/BEL/F11027G3typical/2018/G3P[8]
RVA/Human-wt/BEL/F12057G3typical/2019/G3P[8]
PP586038.1_RVA/Human-wt/MOZ/HGJM0497/2015/G9P[8]
PP586039.1_RVA/Human-wt/MOZ/HGJM0413/2015/G9P[8]
MG181468.1_RVA/Human-wt/MWI/MW2-1254/2005/G1P[8]

RVA/Human-wt/BEL/F09055G3typical/2016/G3P[8]
RVA/Human-wt/BEL/F10132G3typical/2018/G3P|[8]
RVA/Human-wt/BEL/F13094G3typical/2019/G3P[8]
LC752051.1_RVA/Human-wt/JPN/To15-12/2015/G1P[8]
RVA/Human-wt/BEL/F06322G3typical/2014/G3P|[8]
RVA/Human-wt/BEL/F07051G3typical/2015/G3P[8]
KX632308.1_RVA/Human-wt/UGA/MUL-12-147/2012/G9P[8]
RVA/Human-wt/BEL/F14060G3typical/2021/G3P[8]
RVA/Human-wt/BEL/F05494G3typical/2013/G3P[8]
RVA/Human-wt/BEL/F04489G3typical/2012/G3P|[8]
RVA/Human-wt/BEL/F06287G3typical/2014/G3P[8]
RVA/Human-wt/BEL/F02502G3typical/2009/G3P[8]
RVA/Human-wt/BEL/F04459G3typical/2012/G3P[8]
RVA/Human-wt/BEL/F02249G3typical/2010/G3P[8]
KF371947.1_RVA/Human-wt/CHN/L1450/2012/G3P[8]
71I|!- RVA/Human-wt/BEL/F03595/2011/G9P[4]

85

MZ065673.1_RVA/Human-wt/BEN/3001607182/2016/G9P[4]
KU199280.1_RVA/Human-wt/BGN/J306/2010/G2P[4]
RVA/Human-wt/BEL/F09747G3equine/2017/G3P[8]
MH520746.1_RVA/Human-wt/BRA/IAL-R608/2015/G3P[8]
MH704736.1_RVA/Human-wt/IDN/D006389b/2014/G3P|[8]
RVA/Human-wt/BEL/F13077G3equine/2021/G3P[8]
RVA/Human-wt/BEL/F10213G3equine/2018/G3P[8]
84 r RVA/Human-wt/BEL/F11037G3equine/2018/G3P[8]
RVA/Human-wt/BEL/F15080G3equine/2023/G3P[8]

8 RVA/Human-wt/BEL/F13102G3equine/2021/G3P|[8]
RVA/Human-wt/BEL/F15078G3equine/2023/G3P|[8]
KR701628.1_RVA/Human-wt/USA/2011729115/2011/G2P[4]
RVA/Human-wt/BEL/F14428G3equine/2022/G3P|[8]

98 RVA/Human-wt/BEL/F14353G3equine/2022/G3P|[8]

7 RVA/Human-wt/BEL/F14222G3equine/2021/G3P[8]

86 RVA/Human-wt/BEL/F10253G3equine/2018/G3P[8]
RVA/Human-wt/BEL/F11291G3equine/2019/G3PI[8]
RVA/Human-wt/BEL/F11258/2019/G9P[4]
RVA/Human-wt/BEL/F14685/2022/G9P[4]

100 RVA/Human-wt/BEL/F12043/2020/G9P[4]

RVA/Human-wt/BEL/F15068/2023/G9OP[4]
KC443696.1_RVA/Human-wt/AUS/CK20024/2006/G2P[4]
OR192289.1_RVA/Human-wt/IND/CRI-34630/2005/G2P[4]

OR890270.1_RVA/Humanwt/GHA/039M/2015/G9P[4]
RVA/Human-wt/BEL/F15059G3equine/2023/G3P|[8]
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Supplementary information S6

G3P[8] Genotype Distribution by Age Group and Reference Type Over the Years
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Supplementary information S6. Equine-like and typical human G3P[8] numbers over the
years in different age groups.





