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[ Abstract ] Background and objective Non-small cell lung cancer (NSCLC) is one of the most common cause
of cancer-related death worldwide. As the overall prognosis for affected patients is still poor, there is a need for biomarkers for
prediction of survival and guiding individual therapy. This study is to explore the expression and significance of kinesin family
member 23 (KIF23) in NSCLC. Methods KIF23 data were retrieved from Oncomine NSCLC database. The prognostic value
of KIF23 was retrieved from an online survival analysis tool “Kaplan-Meier Plotter” (KM plotter) database. Results In Onco-
mine database, there were 447 studies of different types concerning expression of KIF23, of which 67 studies were of statistically
significance (64 up-regulated and 3 down-regulated). A total of 16 studies were involved KIF23 in NSCLC tissues and normal
tissues, including a total of 1,189 samples. Overall, KIF23 expression in NSCLC is higher than that in normal tissues (P<0.05).
Moreover, Kaplan-Meier plots of overall survival indicated that KIF23 high expression is closely associated with poor survival in
NSCLC (P<0.05). Subgroup analysis revealed that KIF23 expression showed negative relation to the prognosis of pulmonary
adenocarcinoma patients. Whereas, in those with squamous carcinoma KIF23 expression showed no effects on the prognosis of
the patients. Conclusion KIF23 was found highly expressed in NSCLC, which might be a marker for NSCLC prognosis.

[ Keywords ] Lung neoplasms; Kinesin family member 23; Oncomine

This study was supported by the grants from National Nature Science Foundation (N0.81270079, No.81570025) (Both
to Fang ZHANG).

AW 2 FE A ARRE 4T H (No.81270079, No.81570025 ) #ill
YEHHAT: 210006 FETT, Bt EERMR 4 B IR R F G NER (Mo, 258008, sk, Betkd, X4, RE) ; 210002 Fat, mMalERK
BB ERE (R — ) PFNAE (MH52) GEIRPER . KP3, E-mail: yong_song6310@yahoo.com )

HRERERERERE
www.lungca.org



v iR 2 5201 74F 12 F 25208 55 1200

Chin J Lung Cancer, December 2017, Vol.20, No.12 *+ 823 -

AE/NAH AT R (non-small cell lung cancer, NSCLC) /™
AR AR R, R BOIER R m R R 2 —, 4
s T E R AT, BARITAER I T2
107 07 2 (HR BN R Z AL TRt SRR 222
BGERS N3FARFRIFFENS CLC A A R R B A A1 Tk
BB 7 T AR, TFRCHTIRY T T, XTI/ R vy
FIGEA £8 35 A7 I (BB Ay T )

Oncomine 47 22 H 42 R KBRS DRSS R o
JEFIE S BAHZ -5, BTEIZ IR AR5 R . K
Al I T HUA B A o] LAGR S8 T o 324 1k, 200
JEE LR T7 IS MR RIS HURAE , 86,733 MAE LU
IEH HLUNFEALHE . FIIFHOncomine B4 4 AT LA H UL
JREAE SR AU [ IEH L0 22 53Rk 00 1, AT IR
FPREAE IV R LA R FE T I R B i) oA, A 528 kil
oy HERIBIIHT, AR PRAE P 22 AR IR YRR,
& HBREN, EMBERT 71, AL S RHIPRA,
1 HLHA L B A 4

UREHEE I Z 0% (kinesin family member, KIF) J&—253
THER > THIRER, /- FZMINEE, SRR,
TR R R e P E B () KIF233E SRR T
KIFZ K, Wk, HAEA 2203 RN o sl fe i 3
HEEH], HERIR BRG] S B 220 3457 SRR
FERWIKIF237E Z TR SV AN Pk ), (B2 AE
e/ NNt LR A R GEEE

AWFFEFFH Oncomine B4 % F1 Kaplan-Meier Plotters
B HTKIF237ENSCLCH Y FRIB FIBUS , il — k4>
BT A KIF23MINSCLCHTREAFFE I SG &, it — 2 HF 5T
KIF237ENSCLCA L K JEHIVEIBLII R e A s, [+
-1 P Oncomine B4 A7 i A e ik R~ B a4 it R
AN L8

1 ANSHE

1.1 Oncomine%ﬂ(?}i‘;ﬁﬁ%ﬁlﬁ?}% Oncomineﬁiﬁﬁ%—ﬁ\%
TREDRLE T AR P AR S R -, 7R T
HRAEE A 5 SR BE T E FEZ IR 10 451 ADEsErh,
PATT 2 B 25 . D“Cancer Type: Lung cancer”; 2
“Gene: KIF23”; (3)“Data Type: nRNAFIDNA copy number”;
@“Analysis Type: Cancer vs Normal Analysis”; Gl FAHEE
2% (P value<1E-4, fold change>2, gene rank=top 10%) . it
PEADIRE R G52

1.2 Kaplan-Meier Plottert 47 5 A A7 E 400 FIH

Kaplan-Meier Plotter5(##%2 (http://kmplot.com/analysis/)
AINSCLCHEE AR MEATTE L A A 0. T LA F T O
“Cancer: Lung Cancer”; 2“Gene: KIF23”; ®“Survival: OS”,
1.3 Giil2¢ i IER A4S NSCLCH B4l 2 [RIKIF233%
K2 SR 5 . KIF23 31K 5 NSCLCHR 196 K
FiKaplan-MeierB 74 537 T A 45 R HISPSS 16.0#E1 148
TR, LIS P<0.05 22 A Gt #7 Xo

2 R

2.1 KIF237EH WM 2SR R IE 45 Oncomine 84t
JE R IR A T4 47350 R [ R T 4528 (K1), oo
KIF23 KR A G422 S 5 45 A 6750, KIF23K 1k
BT ST 6430, FRIBREIRAIDF A 3T,

2.2 KIF237ENSCLCHIFRIKSLE R fEOncomine £ /4
HIRATAI, H20005-F 1R, A 160585 L KIF237E
NSCLCAZIANER ALIf iRk (El2), 451,189
A, ALFE I AR I | 8 g K R AN i g 5 1R LA A L S
T & FE T Nat Med '), Genome Res!' | Cancer Res!'2'3
PLoS One!"™'Sl, BMC Genomics''®), Bioinformatics"”, Proc Natl
Acad Sci U S AUV Am ] Pathol®, 7EOncomine ¥ & /7525
M6 TR 5 G5 R IR, S X IRAIAH L, KIF233E AL T
A 22 SRR BRI A A EHE 44 635.5, P=4.14E-8, $2
JNKIF237ENSCLCHE #E ik .

2.3 KIF237EARFINSCLCHIZE N PRk 25 K3
FF 71 Oncomine 58 JEH KIF237E A [RINSCLCHF 5% 86
R R Rk G R 4 A 7EBeer 59 OkayamanS§ 2]
Stearman®§ 2% Garber %I Hou s 13X s Wi fff 57
KIF237ENSCLCH Rk it TIEH 4 (P}<0.001) o

2.4 KIF235NSCLCHE TSR Kaplan-Meier Plotter
AR IR BoR : KIF23KIB/KPXF B BB AEAE I R A E
BE, SICEALIM L, KIF23E £IA4INSCLCH
FRY A A B ] $ 3 ARG 1 — 2B 2H A0 M7 R I, KIF23%6
TR AT it i g £8 TS A I S, T Sl AR,
HFR AR TG B2 5 (E14) .

3 ifig

it g J2 i 4 BR R0 S5 AL T 6 d e PR i =2
— o HELTA TR A GE T BT 96 v v i 9 22 23 A A
1o, ORI i 98 A & 2R A S NS CLCRY, KA
K, NSCLCHIFilJ5 —H 82, HEIE T4k, i o 14

HRERERERERE
www.lungca.org



824 - v iR 2 5201 74F 12 A 55208 55 1208

Chin J Lung Cancer, December 2017, Vol.20, No.12

YieEH R, filisk & B TEGFR, KARS ., ALK —HILfili
Pgea IR S L R 22 HE I A Hh— RE R IR YT 254, iR
CSE T I AR R T TS ), SR S B PR 1) 98 AR (A7 T
T W R AR S TR B A R . IR, SHHENSCLCR AL K

JRSC ST a1, X T IFAR 7 I (4 T (Y 1) 25 4
HAT RS AR RIS, — B ENSMIT SRR

YRS E T (kinesin) J& — K AEFI AT oK it BT BETL
O RE T SK 3l A B BT A A BT o T RUE B s ik
F, SAENIBus A C, 2 5560 . diiEas . ekl
RNAZEGE ARSI, TENNYI iz RAT 2253 2id e
Wl A S AVE . BIHET Ik, 7E RN S B
4STHERSN R, BA 1B 14 S5, AR Sk 5 #y 4l
TEHEE ERALEANR, KRS R o Jy 3RS R Thikgh
Ko 3 A C AR Ui 19 C -kinesin . S35 25 #4385 76 A7 [R] A9 M-kinesin
1T 35 G5 AR B AENOR 91 YN -kinesin®4, K2 89K ) 2
F1J&N-kinesin. KIF23J& TN-kinesin, &/ T 21 g 5 Al
WAz, S AR o A B RE A sl WESE R B, FEZ A
iR e 2 e JERE . LN A S R I AF TEK TR 23 iR R ik
PR o FLOE A KIF2 318 F8 5 FLBE MR 40 2% | 1258
P R IS 3 B AR OG0 i A 8 e o R A I K TF 23 1 vy 3R
BT RE S e SRS AT G, AR N RIR b S 36 HIE 52, i bR
KIF23 A LA 2 410 il g J5i 9 44 J ) 35 5 8 10 16 Ak, A
B & B, KIF23/EmRNAJKY- 8 3% Tk, I HYS
BZER PG ARG, KatoSFRIFTE R I, NSCLCAZUH,

B 1 KIF23#EOncomine##&
EHEAMERERHRIE
Fig 1 Expression data
for KIF23 in a variety of
normal and cancerous
human tissues in database
Oncomine

FEAR MRS S KIF23 3 A B W &, HomRak g il
UG s 22 . A 138 1 Oncomine SR EMT 5T, IRIRIFE A
MKIF237E Z R b A Fak sl mta s

RS Z 500 98 K RKTF2 376 Z Al AU FENSCLCH
Rk, B T R AR A /NG S B R 2255
JRIA, e = B BRI EE . Oncomine B3 A H R4 Bk f%
R BELRLE Bt R A S B sz 48 -, WK s Al
FHTFAZ 4 g AR DG LR 45 B, FoATT 8 %838 22 Oncomine
BE R R KIF2 3 FE NTE 2 i . LA | s S5 DL
Jiigg A5 B, BREI, TEAGIT ¥ 22 F 67T b 5%
h, 643U 9T R WIKIF 2374 WM vh A 1 i Rk AR A
#E— 2 H HOncomine B PR 25 224341 1 il o Ao I 25
B, [FIFEUERA, 68 22 1,000 FR A< H, KIF237ENSCLC
AR R IR, JUHRLE IR T & %35 . The Kaplan-
Meier Plotter 538 % (http://kmplot.com/analysis/) ST
H ATt I TS AH DG S AT A 122,
12,437 B REA, T %5 4,675 FE R HEA A & U 43
Br, FEAHHR BRSO 255 o ASCE IGE 2T KM plotter
BAEE A I T KIF23/ENSCLCH AN HUG M. 455 BoR,
KIF23 3R iA Tt 5 NSCLC MR A AF R B AH G, KIF231
FIR BE LS EAE I R B 25 AR S22 b R B,
KIF233R3K 7K PXF il i g £8 255 S0 f5 A 00 8 5, T 7 5
R, FLFRR TR S TG i 2 52 . KIF230 2k n]

2 KIF237ZEOncomine# 37 B 3E/ N A B A FR DR 1% 1-16 5 RR16
MMARLER, ABBRERKIF23EEEZGRRRIEER,

Fig 2 Expression of KIF23 in NSCLC in the studies identified in the
Oncomine database. 1-16 represent the 16 studies on the expressions
of KIF23 in NSCLC. Darker red indicates higher KIF23 expression in the
chips.
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Fig 3 Expression of KIF23 in NSCLC in different studies identified in the Oncomine database. *: P<0.05.
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