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Table S1. Overview of data & statistical testing

Condition 1 Condition 2
Figure Test Name N Mean Name N Mean P Value
(FOV) | #SEM [um] (FOV) + SEM [um]
Ordinary one- R347 20 6.54 £0.252 0.539[ns]
Figure 1B way ANOVA w/
Sidak’s multiple mAb2 20 123+0.505 | <0.001 [***]
Mean FLS comparison R347 25 741:0131 | v 25 132+0597 | <0.001 (**¥]
length per test
field of mAb14 25 106+0.289 | <0.001 [**¥]
view (um) Overall:
P<0.001 [***] mAb17 20 9.65 £ 0.506 0.001[**]
Condition 1 Condition 2
Figure Test Name N Mean Name N Mean P Value
(FOV) | +SEM [um] (FOV) + SEM [um]
0.2 uM mAb14 8 11.4 £0.197 0.002 [**]
0.2 uM NIP228 8 8.18 £ 0.445 0.5 uM NIP228 8 7.65 £ 0.175 0.998[ns]
0.996[ns]
1 uMNIP228 8 7.07 £0.211
Ordinary one- 0.797 [ns]
Figure 3B way ANOVA w/ 0.5 uM NIP228 8 7.65 +0.175 o
Sidak’s multiple b . <0.001 [***]
Mean FLS comparison Vs, 0.5 M mAb14 8 139+0.991 00181
length per test 0.2 uM mAb14 8 114 £0.197
.fle|d of 0.046 [*]
view (um) Overall: 1 uMmAb14 8 13.7+0.723
P<0.001 [***] 0.5 uM mAb14 8 139 +0.991 >0.999 [ns]
0.2 uM mAb14 8 114 +£0.197 < 0.001 [***]
1 puMNIP228 8 7.07£0.211 0.5 uM mAb14 8 139+0.991 < 0.001 [***]
1 uMmAb14 8 13.7+0.723 | <0.001[***]
Condition 1 Condition 2
Figure Test Name N Mean Name N Mean P Value
(FOV) | +SEM [AU] (FOV) + SEM [AU]
0.2 uM mAb14 8 0.99 £0.030 0.456 [ns]
0.2 uM NIP228 8 1.11+£0.016 0.5 uM NIP228 8 1.13+£0.017 >0.999 [ns]
> 0.997 [ns]
" 1 uMNIP228 8 1.16 £ 0.067
Figure 3D Ordinary one- >0.999 [ns]
Half way ANOVA w/ 0.5 uM NIP228 8 1.13+0.017
ma)a(‘ir'r;al Sidak’s multiple 0.5 uM mAb14 8 0.73 £0.056 <00
. .5 ul .73 £0.
utrophin comtpa:son Vs 0.002 [**]
extent/ €s 0.2 uM mAb14 8 0.99 +0.030 .
actin <0.001 [**¥]
extent Overall: 1 uMmAb14 8 0.25+0.053
P<0.001 [***] 0.5 uM mAb14 8 0.73 £0.056 < 0.001 [***]
(/FOV)
0.2 uM mAb14 8 0.99 £ 0.030 0.082[ns]
1 puMNIP228 8 1.16 £0.067 0.5 uM mAb14 8 0.73 £0.056 < 0.001 [***]
1 uMmAb14 8 0.25+0.053 | <0.001[***]




Condition 1 Condition 2
Figure Test N Mean N Mean P Value
Name (Fov) | *sEm[Au] Name (Fov) | *SEm[Au]
Figure 3F Ordinary one-
Half- way ANOVA w/ mAb14 6 0.00 +0.00 <0.001 [***]
. Sidak’s multiple
maximal comparison Vs
LifeAct pa R347 8 1.05 +0.027 :
test
extent/
eictt;:t Overall: 8 0.14£0.046 | <0.001[**¥]
*kkk
(/FOV) P<0.001 [***]
Condition 1 Condition 2
Figure Test N Mean N Mean P Value
Name (Fov) | +SEM[AU] Name (Fov) | +SEM[AU]
mAb14
+ * kK
mAb only 10 0.18 £ 0.028 < 0.001 [***]
R347+ 9 1.09 +0.011 >0.999 [ns]
R347 actin
10 1.07 £0.024
mADb only R347+
- 10 1.16 £ 0.063 0.592 [ns]
cofilin
0.974[ns]
Figure 6E Ordinary one 34 34
: R347 + R347 +
+ +
. way ANOVA w/ actin 9 1.09£0.011 actin & cofilin 9 11340001 | >0.999 [ns]
. Sidak’s multiple
maximal comparison R347 +
utrophin - 10 1.16 £ 0.063 Vs. >0.999 [ns]
test cofilin
extent/
actin
Overall: mAb14 10 0.48£0.02 | <0.001[***]
extent P<0.001 [***] +actin
(/FOV) )
mAb14 mAb14 0.022
+
mAb only 10 0.18 £ 0.028 + cofilin 10 +0.008 0.058[ns]
< 0.001 [***]
mAb14 10 0.48 £0.02 mAb14 + 10 0.53 £0.070 0.995
+actin actin & cofilin
mAb14 0.022 .
+ cofilin 10 +0.008 <0.001 [***]




Condition 1 Condition 2
Figure Test N Mean N Mean P Value
Name (FOV) | *SEM [um] Name Fov) | +SEM [um]
0.2 uM mAb2 10 6.95+0.320 >0.999 [ns]
0.5 uM mAb2 10 11.0+0.824 0.001[**]
1 pMmAb2 18 135+1.11 <0.001 [***]
10 9.34 £ 0.665 0.133[ns]
1 pMNIP228 18 6.36 +0.303 10 122 +1.07 <0.001 [***]
10 122+1.17 < 0.001 [***]
0.2 uM mAb17 10 9.89 £0.170 0.032[*]
Extended Ordinary one-
Data way ANOVA w/ 0.5 uM mAb17 10 12.8+0.763 < 0.001 [**¥]
Figure 4B Sidak’s multiple
comparison 1 uMmAb17 18 12.6 +£0.562 < 0.001 [***]
Mean FLS test Vs.
0.5 pM mAb2 11 10.7 £0.776 0.031[*]
length per 0.2 M mAb2 10 6.95 + 0.320
field of Overall: < 0.001 [**¥]
view (um) P<0.001 [***] 1 UM mAb2 18 138+1.14
0.5 pM mAb2 10 10.7 £0.776 0.317[ns]
10 122 +1.07 0.334[ns]
10 9.34 £ 0.665
0.384[ns]
10 122 +1.17
10 122 +£1.07 >0.999 [ns]
0.5 uM mAb17 10 12.8+0.763 0.316[ns]
0.2 uM mAb17 10 9.89+£0.170
0.272[ns]
1 puMmAb17 18 12.6 £ 0.562
0.5 uM mAb17 10 12.8 £0.763 >0.999 [ns]
Condition 1 Condition 2
Figure Test N Mean N Mean P Value
Name (Fov) | tSEmMI[AU] Name (Fov) | tsem[au)
0.2 pM mAb2 10 0.90 +0.068 0.274[ns]
0.5 pM mAb2 10 0.50+0.076 < 0.001 [***]
1 uM mAb2 18 0.17 £0.039 < 0.001 [***]
10 0.90 +0.037 0.284[ns]
1 uMNIP228 17 1.07 £ 0. 042 10 0.58 + 0. 055 < 0.001 [***]
10 0.23 £ 0.049 < 0.001 [***]
Extended
Data 0.2 uM mAb17 10 0.95 +0.022 0.785 [ns]
Fi ac Ordinary one-
lgure way ANOVA w/ 0.5 uM mAb17 10 0.56+0.094 | <0.001 [***]
Sidak’s multiple
Ha_lf- comparison 1 uMmAb17 18 0.14+0.037 | <0.001 [***]
maximal test Vs.
utrophin 0.5 pM mAb2 10 0.50+0.076 < 0.001 [***]
Extent / 0.2 uM mAb2 10 0.90 + 0. 068
Actin Overall: < 0.001 [***]
Extent P<0.001 [***] 1 uMmAb2 18 0.17 £0.039
Xwen 0.5 pM mAb2 10 0.50 +0.076 < 0.001 [***]
(/FOV)
10 0.58 + 0. 055 0.003 [**]
10 0.90 £0.037
< 0.001 [***]
10 0.23 £ 0. 049
10 0.58 £0.055 < 0.001 [***]
0.5 uM mAb17 10 0.56 £ 0.094 < 0.001 [***]
0.2 uM mAb17 10 0.95+0.022
< 0.001 [***]
1 puMmAb17 18 0.14 +0.037
0.5 uM mAb17 10 0.56 £ 0.094 < 0.001 [***]




Condition 1 Condition 2
Figure Test Name N Mean Name N Mean P Value
(FOV) + SEM [um] (FOV) + SEM [um]
DHSB mAb A 10 7.32+0.140 >0.999 [ns]
Extended Ordinary one-
Data way ANOVA w/ DHSB mAb B 10 9.49 + 0.490 0.002 [**]
Figure 5B Sidak’s multiple
g compa risorr: Vs DHSB mAb C 10 7.26 £0.247 >0.999 [ns]
R347 10 7.43 £0.262 ’
IMeatE FLS test DHSB mAb D 10 72540203 | >0.999 [ns]
ength per
field of Overall: DHSB mAb E 10 7.36 £0.239 >0.999 [ns]
i P<0.001 [***
view (um) e mAb14 10 116£0.736 | <0.001 [**¥]
Condition 1 Condition 2
Figure Test Name N Mean Name N Mean P Value
(FOV) | *SEMI[AU] (Fov) + SEM [AU]
Extended DHSB mAb A 10 1.24 £0.072 0.258[ns]
Data .
Figurese | Ordinany One-/ DHSB mAb B 9 1.09+0.059 | >0.999 [ns]
way ANOVA w,
Half- Sidak’s multiple DHSB mAb C 10 1.17 £ 0. 022 0.853[ns]
. comparison Vs.
maX'fEa' test R347 10 109+0.046 DHSB mAb D 10 1.12 £0.053 0.998[ns]
utrophin
extent/ DHSB mAb E 10 1.19+£0.070 0.695[ns]
actin Overall:
P<0.001 [***
extent e mAb14 10 0.033% <0.001 [**¥]
(/FOV) 0.006
Condition 1 Condition 2
Figure Test Name N Mean Name N Mean P Value
(FOV) | +SEM [um] (Fov) + SEM [pum]
Untreated 10 7.60 £0.237 0.743[ns]
+ 250 nM JSP 10 7.80 £0.180 0.996 [ns]
Extended Ordinary one-
Data way ANOVA w/ +1pM ISP 10 6.02+0.158 | <0.001[***]
Figure 7B Sidak’s multiple X Vs.
comparison Vehicle 10 7.96 £ 0.307 +5uM JSP 10 6.05+£0.167 < 0.001 [***]
|Meat?1 FLS test +250 nM PHL 10 6.89+0.147 | >0.999 [ns]
ength per
field of Overall: +1pM PHL 10 6.50 £ 0.126 0.001 [*¥*]
view (um) P<0.001 [***]
+5uM PHL 10 6.02+0.130 | <0.001[***]
JSP =Jasplakinolide PHL = Phalloidin
Condition 1 Condition 2
Figure Test Name N Mean Name N Mean P Value
(FOV) | *SEMI[AU] (Fov) + SEM [AU]
Untreated 10 1.25 +£0.041 >0.999 [ns]
Extended
D + 250 nM JSP 10 1.22 £ 0.050 >0.999 [ns]
ata Ordinary one-
Figure 7E | 2y ANOVA w/ +1pM ISP 10 1.20+0.075 | >0.999 [ns]
Half Sidak’s multiple . Vs.
alr- comparison Vehicle 10 1.23+0.041 +5uM JSP 10 1.22 £ 0.050 >0.999 [ns]
maximal
. test
utrophin +250 nM PHL 10 1.14 £0.055 0.805[ns]
extent
actin/ Overall: + 1M PHL 10 1.14 +0.021 0.799[ns]
P=0.598 [ns]
extent +5uM PHL 10 1.24+0.026 | >0.999[ns]
(/FOV)

JSP =Jasplakinolide

PHL = Phalloidin
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