
−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0
1
2
3
4
5

ACTG2

−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0

2

4

6

CCL5

−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0
1
2
3
4

CD3E

−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0
1
2
3
4

CD86

−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0

2

4

6

CEL

−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0

2

4

6
COL1A2

−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0
1
2
3
4

DUSP1

−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0
1
2
3
4
5

EGR1

−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0

2

4

6
FOS

−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0.0
0.5
1.0
1.5
2.0

GCG

−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0.0

2.5

5.0

7.5

INS

−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0

1

2

3

KRT19

−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0.0
0.5
1.0
1.5
2.0
2.5

MS4A1

−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0
1
2
3
4

MYH11

−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0
1
2
3
4

PLP1

−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0

2

4

6

PLVAP

−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0

2

4

6

PPY

−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0

2

4

6

S100A12

−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0

1

2

3
SOX9

−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0
1
2
3
4
5

SST

−15
−10
−5

0
5

10

−10 −5 0 5 10
UMAP_1

U
M

AP
_2

0
1
2
3
4

TP53

B.

Supplementary Figure 1

A.

0

1

2

3

4

Ex
pr

es
si

on
 L

ev
el

TP53

0

1

2

3

Ex
pr

es
si

on
 L

ev
el

DUSP1

Patient 1

Patient 2 - Primary

Patient 2 - Metastasis

INS+ FOSlow

EGR1low 

TP53low

INS+ INS+ FOSlow

EGR1low 

TP53low

INS+

Supplementary Figure 1: Marker gene expression in canine insulinoma scRNA-seq.  A. UMAP 
expression plots of standard marker genes and select markers distinguishing cell populations.  
B. Violin plots of TP53 & DUSP1 expression in insulin-expressing populations across samples. 


