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ARTICLE INFO ABSTRACT
Keywords: Objective: A Colon Cleanliness Rating Algorithm (CCRA) based on colonoscopy image analysis is
Deep learning proposed in this paper, in order to solve the problem that the results of Colon Cleanliness (or

Colon cleanliness
Bowel preparation quality
U-net

Bowel Preparation Quality) rating caused by manual inspection are inconsistent.

Methods: Firstly, CCRA intercepts images from the colonoscopy video. Secondly, each colonos-
copy image’s stool area is segmented by U-Net to obtain the 2-classification segmentation results.
Finally, the colon cleanliness is obtained by comparing the average area of the stool area with the
standard proportion.

Results: After testing, the pixel accuracy of the U-Net model is 97.02 %, IoU is 83.67 %, accuracy is
92.17 %, recall is 90.21 %, F1-Score is 90.95 %. The accuracy of CCRA is 92.45 %-99.275 %
Conclusion: The experimental results show that the CCRA proposed in this paper can quickly and
accurately output the colon cleanliness rating of patients without manpower.

1. Introduction

Colon Cleanliness (or bowel preparation quality) is an indicator used to evaluate the level of cleanliness of a patient’s intestines,
which mostly depends on the degree of feces or food residue in the patient’s intestines [1,2]. Colon Cleanliness is often used in the
preparation for colonoscopy, and to some extent, determines whether the subsequent examination will be successful. If there is too
much fecal residue in the patient’s intestines, it is likely to cause problems such as the coverage of the lesion area or obstruction of the
endoscopic lens, thereby severely affecting the efficiency and quality of the examination [1-3]. Therefore, colon cleanliness testing has
become an essential part of colonoscopy diagnosis and treatment. Currently, one of the mainstream methods for rating colon clean-
liness is through manual inspection by clinical endoscopists. The clinicians evaluate the score by observing the images transmitted by
the endoscope and combining them with the Boston Bowel Preparation Scale [4]. Then, according to the standard of colon cleanliness,
the results are classified into Levels [, II, III, and IV. Level I indicates that the intestinal cavity is clean with no fecal water or only a small
amount of clear liquid, and the view is very clear. Level Il indicates that there is a small amount of feces in the intestinal cavity, and the
view is relatively clear. Level Il indicates that there are more fecal residues adhering to the intestines, and the view is relatively blurry.
Level IV means that there is a large amount of feces attached to the intestinal cavity, and the next step of colonoscopy cannot be
performed [5,6].
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Fig. 1. Ccra process.

Manual evaluation of colon cleanliness has the advantage that clinicians can flexibly evaluate according to their rich clinical
experience. However, the disadvantage is that the evaluation results are highly subjective and are influenced to some extent by the
clinician’s experience and diagnostic level. Therefore, different observers may obtain different evaluation results, and even the same
observer may obtain different results after two observations, which affects the uniqueness and credibility of the evaluation results [7].
According to the work of Gao Yan et al. [8] on the reliability assessment of the Boston bowel preparation scale, the within-group
correlation coefficient for scoring between different observers was 0.987, and the within-group correlation coefficient for scoring
twice by the same observer was 0.713, which indicates the occurrence of the above situation. At the same time, the manual exami-
nation also brings more workload and learning burden to clinicians. Therefore, using deep learning algorithms to rate colon cleanliness
is a solution to the above problems. Automatic evaluation of colon cleanliness by computers can help overcome problems such as
insufficient clinical experience of doctors and subjective evaluation results and optimize the use of medical resources. This article
proposes the CCRA, which can automatically obtain colon cleanliness based on colonoscopy videos to alleviate the burden on clinicians
and overcome the problem of subjective evaluation results influenced by clinicians. By testing the algorithm on the Nerthus dataset,
the evaluation accuracy reached 92.45 %-99.275 %, proving that the proposed algorithm can be used for colon cleanliness evaluation.

This article summarizes its contributions into three points: (1) Proposed a computer vision-based colon cleanliness rating algo-
rithm. The automation of rating can alleviate the burden on clinicians, as well as overcome the problem of subjective evaluation results
influenced by clinicians. To our knowledge, this is the first complete rating algorithm that targets colon cleanliness using colonoscopy
image analysis in the computer vision field, providing a reference for future researchers who study the automatic evaluation of colon
cleanliness. (2) Proposed data augmentation methods specific to colonoscopy images, providing helpful references to other researchers
studying colonoscopy image-related problems in the computer vision field. (3) Proved through experiments on the public dataset
Nerthus that there is a strong correlation between colon cleanliness and the ratio of feces in the colonoscopy image area.

2. Related work

Currently, there are plenty of research and applications combining deep learning with colonoscopic image analysis, especially in
the detection of colorectal polyps, which has gradually become mature. The combination of medical care and artificial intelligence has
become a trend for the future [9]. DONG Xu et al. [10] used 5 popular networks, VGG16, ResNet 18, GoogleNet, EfficientNet, and
SeNet for binary classification of colonoscopy polyp images and achieved the highest accuracy of 99.84 % using GoogleNet. Yu Jieyao
[11] proposed a grouped fully convolutional dense network by adding dense block strategies and grouping convolution methods to
existing deep learning networks. Using this network to segment polyp images can reduce model parameters while ensuring seg-
mentation accuracy. Souaidi et al. [12] first encoded the small polyp regions at multiple scales, then extracted features using some
layers of the Inception v4 network, and finally fed the feature maps to a multi-box detector, resulting in an mAP of 93.29 %.

However, there is little research on combining deep learning with colon cleanliness. Through relevant literature review, only
Ayimukedisi et al. [13] were found to rate colon cleanliness before classifying polyp images. They used an 8-layer convolutional neural
network to perform a 4-class classification of colonoscopy images, with the classification results corresponding to the 4 levels of colon
cleanliness standards. However, they only achieved an accuracy of 74.67 %. Additionally, relying on a single image to obtain colon
cleanliness has a high probability of contingency, and the results of a single image cannot represent true colon cleanliness.
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Fig. 2. The U-Net model structure used by CCRA.

3. Proposed method
3.1. CCRA process

Aiming at the problem of inconsistent cleanliness rating results caused by manual inspection of colon cleanliness, we propose the
CCRA based on colonoscopy image analysis. The overall process of the algorithm is shown in Fig. 1.

CCRA consists of 5 steps. The input of the algorithm is a colonoscopy video of a broad region of a colon, and the output is an integer
¢, which can have values of 0, 1, 2, and 3, indicating the colon cleanliness according to the Boston scoring standard. In step 1, the video
is uniformly intercepted in the time dimension to obtain several images. In step 2, preprocess the image. In step 3, input each image
into the U-Net model for feces region segmentation, and obtain the segmentation result of each image. In step 4, obtain the average
value of the feces area proportion. In step 5, compare with the standard proportion s (the reference value of s is given in section 4.5),
and then output the colon cleanliness.

3.2. Image capture

This section elaborates on step 1 described in 3.1. For input video, if each frame of the image in the video is processed, the algorithm
will take too long, which is not conducive to clinical application. Therefore, it is necessary to capture screenshots and use images to
represent the entire colon. Considering the high similarity of adjacent frame images in colonoscopy videos, we adopt a strategy of
evenly capturing images in the temporal dimension, believing that each image represents the image of its neighboring frame. We

presented experimental results for four different capture frequencies in section 4.5, including detection time and accuracy. Based on
these results, we recommend capturing 10 images per video of a broad region of a colon.

3.3. Image preprocessing

This section elaborates on step 2 described in 3.1. To achieve image standardization and enhance fine details, this step involves
employing Laplacian filtering for image sharpening and subsequently resizing the image’s dimensions to 256x256.

3.4. Image segmentation based on U-net

This section elaborates on step 3 described in 3.1. In order to obtain the area of the feces area, it is necessary to segment the feces
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area in the image. According to the technical requirements of detection efficiency and comparative experiments, we chose the U-Net
model for image segmentation. U-Net is a convolutional neural network commonly used for image segmentation. It is now widely used
in the medical image segmentation field. It was first proposed by Olaf Ronneberger et al., in 2015 [14]. They improved on the Fully
Convolutional Networks (FCN) by changing the network to an encoder-decoder structure. During the forward propagation of the
network, it can refer to features obtained from different convolutional operations, allowing it to combine context information during
the prediction process.

The U-Net model structure used by CCRA is shown in Fig. 2. The network has a total of 44 layers and 38,188,864 parameters that
need to be trained. The top-left of the figure shows the input layer, which takes a 3-channel RGB image of size 256 x 256. The network
first needs to complete the encoding part on the left, which consists of four combination structures and three max-pooling layers. The
max-pooling layers are responsible for downsampling the feature maps. The components of the structure are shown in the gray dashed
box on the bottom-left of the figure, which contains six layers. Conv-1 and Conv-2 are two convolutional layers responsible for
extracting features from the colonoscopy images. ReLU-1 and ReLU-2 are two nonlinear activation layers that add nonlinear re-
lationships during the data propagation process. Batch Normalization-1 and Batch Normalization-2 are two batch normalization layers
that disperse the input data, preventing the output of the ReLU layers from being centered around 0 and thus avoiding the problem of
gradient disappearance. The decoding part consists of three combination structures, three bilinear interpolation layers, and one Conv-3
layer. The bilinear interpolation layers are responsible for upsampling the feature maps. The combination structures and decoding part
work in the same way as the encoding part. The Conv-3 layer is the layer immediately before the output layer. It uses two 1x1 con-
volutional kernels to convert the number of feature maps to 2. After decoding, the output goes to the output layer, which contains two
256x256 feature maps. The values in the first feature map represent the likelihood scores of the corresponding pixels being in the fecal
area, while the values in the second feature map represent the opposite. It is also worth noting that in the combination structure of the
first layer (topmost) of the figure, the number of convolutional kernels in each layer is 64, in the second layer it is 128, in the third layer
it is 256, and in the fourth layer it is 512.

3.5. Determination of colon cleanliness based on segmentation results

This section elaborates on steps four and five described in section 3.1. After obtaining the segmentation result of the colonoscopy
image, further analysis is needed to determine the level of bowel cleanliness. This section receives the two feature maps obtained in
step 3. First, the two feature maps are combined and converted into a binary image. For each pixel, a value of 1 indicates that the pixel
belongs to the fecal area, and 0 indicates the opposite. The proportion of fecal area is then calculated for each image, and the average is
taken. This value is compared with the standard proportion, and the level of bowel cleanliness that corresponds to the closest standard
proportion value is chosen as the final result. This process can be written as follows:

n—1
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In Eq. (1), c represents the level of bowel cleanliness, c;; represents the number of pixels with a value of 1 in the j-th binary image, c;o
represents the number of pixels with a value of 0 in the j-th binary image, n represents the total number of binary images, s; represents
the standard proportion value that corresponds to the i-th level of bowel cleanliness, the computation of s; is shown in Eq. (2):
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In Eq. (2), d;jo represents the number of pixels with a value of 0 in the ground truth of intestinal cleanliness at level i for the j-th image.
d;j1 represents the number of pixels with a value of 1 in the ground truth of intestinal cleanliness at level i for the j-th image , N;
represents the number of images in the dataset with the intestinal cleanliness level i.

4. Experiment and analysis
4.1. Data labeling

We utilize the publicly available dataset, Nerthus [15], as training data. The dataset comprises 5525 colonoscopy images, which are
frames extracted from colonoscopy videos. Each image is a 720 x 576 RGB image and is annotated with the Boston Bowel Preparation
Scale (BBPS). However, since the dataset lacks the ground truth required for image segmentation tasks as training benchmarks, the
corresponding fecal regions for each image need to be manually labeled by humans.

Given the substantial resemblance between neighboring frames in the dataset, and similar images do not significantly contribute to
the model training process, we refined the dataset as follows: for images derived from the same video source, we retained 25 % of the
images using systematic sampling. Then, we eliminate the blurry images from the dataset. Next, we used labelme (version 5.0.2) as the
label tool to manually label the remaining colonoscopy images. Our label process was conducted as follows (excluding the interface
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Original Image Ground Truth Image with Mask

Fig. 3. Partially manually labeled results of the dataset.

parts of the images): (1) For unclear areas caused by insufficient lighting or excessive exposure, they were considered non-fecal re-
gions. (2) For areas obstructed by opaque fluids, they were considered fecal regions. (3) For areas outside of (1) and (2), if the colon
mucosa was clearly visible without residual staining, they were considered non-fecal regions; otherwise, they were considered fecal
regions. The resulting binary images generated from the JSON label results were utilized as the training benchmarks. A total of 1070
useable images were ultimately labeled for training, including 36 images without any target regions. Part of the labeled results for
some images is illustrated in Fig. 3.

4.2. Data augmentation

During the training process of the network model, the model learns the common features of the training data. However, some of
these features may not be what we want the model to learn, because they are not reflected in all or most of the data. This can seriously
affect the model’s generalization ability, and this problem is called overfitting. For this specific dataset, the images are all captured by
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Original Image After Changing Color

After Changing Border

After Deleting the Window

Fig. 4. Shape and color change of the interface.

the same colonoscope instrument, so the colonoscopy interface in the training set images is almost identical. This type of data is likely
to cause overfitting in the interface part of the model, resulting in poor generalization capability of the trained model on other co-
lonoscopy interface styles.

Data augmentation techniques are a commonly used solution to address overfitting problems. It refers to a method of making
limited modifications to the training data to expand the training set [16]. Inspired by Refs. [17-19], we propose three pre-processing
operations for the colon interface part: (1) color change of the interface (2) shape change of the interface (3) deletion of the small
windows. Each of the above three changes is applied to the images in every batch of training. To ensure that 50 % of the training images
are original images, the same probability value p is set for the three changes, which needs to satisfy the following equation:

(1—p)'=50% 3)

Where n is the number of times the change occurs, when n equals 3, it can be calculated that p is approximately 0.2063, which means
that the probability of change for each occurrence is 20.63 %.

For the changes in interface color, we divide the interface into two parts for processing. The first part is the black interface around
the image, and the second part is the green window in the lower left corner. Random color changes were applied to each part sepa-
rately. The resulting image after the color changes is shown at the top of Fig. 4.

For the changes in interface shape, we have applied shape changes to the black interface border by filling black pixels to transform
the interface into a square or circle shape. The resulting image after the shape changes is shown in the middle of Fig. 4.

"Deleting small windows" refers to removing the green rectangular region located in the lower right corner of the original image. To
achieve the effect of deletion, the window area needs to be covered based on the surrounding pixels. In this study, we used a mirror-
covering approach, as shown in the lower part of Fig. 4.

Regarding the removal of small window changes, a detailed explanation is required. As shown in the lower part of Fig. 4, first, the
four vertices of the rectangular window are determined to correspond to points A, B, C, and D. Then, a diagonal line is drawn from the
bottom left corner point B to the upper right corner point D, dividing the window into the upper triangle part (/AABD) and the lower
triangle part (AABCD). Next, symmetrical triangles (/AAB’D and /\CB’’D) are constructed using the upper boundary (AD) and the right
boundary (CD) of the window as the axes of symmetry for the upper and lower triangles, respectively. The pixels in the triangle region
are then mirrored and overlaid onto the small window position using the upper and right boundaries as axes of symmetry, achieving
the effect of removing the small window.

Due to the possibility that this operation could lead the model to learn incorrect features, we conducted a comparative experiment,
and the results showed that the model’s performance did not deteriorate as a result.
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Table 1
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Fig. 5. Variations in various metrics during the training process of U-Net.
4.3. U-net model training and statistical indicators

The 1070 samples described in Section 4.1 were used as the data for training, validation, and testing. These samples were randomly
divided into training, validation, and testing sets, with proportions of 80 %, 10 %, and 10 %, respectively. During the process of
dividing the dataset, to avoid excessive similarity between the validation/test set and the training set, we ensure that the images in the
same dataset are from consecutive frames, rather than using random sampling methods. The final training set consisted of 856 samples,
and the validation and testing sets consisted of 214 samples each. The proportions of images corresponding to each BBPS level are
approximately the same across the 3 datasets, Table 1 presents the number of images corresponding to each BBPS level in each dataset.
It should be noted that in order to ensure the inclusion of 4 BBPS in each set, there may be a small percentage (not exceeding 10 %) of
samples from the same video source distributed across different sets. Consequently, this could potentially introduce slight biases in the
evaluation metrics of the segmentation model.

The GPU used for training was the NVIDIA GeForce RTX 3070 Laptop GPU, with 16 GB of memory and 5120 CUDA cores.

We employ 5 common statistical indicators in the field of medical image segmentation to assess the performance of the model. The
following are their respective definitions and explanations.

Pixel Accuracy (PA) primarily focuses on the correctness of pixel predictions. PA is calculated using the formula shown in Eq. (4).
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Segmentation
Results

Original Image Image with Mask Ground Truth

Fig. 6. Segmentation results of colonoscopy images.

TP + TN
PA(X’Y)*TP+FP+TN+FN @)
Intersection over Union (IoU) evaluates the model by measuring the ratio of overlapping pixels between the predicted region and

the ground truth region, divided by the union of the two. IoU is calculated using the formula shown in Eq. (5).

Xny TP

IoU(X, Y) = -
VXY =30y = TP+ FP L FN

)

Precision represents the proportion of correctly predicted positive class pixels among all predicted positive class pixels. It indicates
the percentage of correctly predicted positive class pixels. Precision is calculated using the formula shown in Eq. (6).

TP
Precision(X,Y) =———— ©6)
FP + TP
Recall represents the proportion of correctly predicted positive class pixels among the ground truth positive class pixels. It indicates
the percentage of positive class pixels that are detected. Recall is calculated using the formula shown in Eq. (7).



Y. Bo et al. Heliyon 9 (2023) 22662

Table 2

Segmentation performance of different models.
Model PA ToU Precision Recall Rate F1-Score
U-Net 0.9702 0.8367 0.9217 0.9021 0.9118
deeplabv3 0.9706 0.8360 0.9090 0.9146 0.9118
FCN 0.9717 0.8343 0.9155 0.9042 0.9098
LR-ASPP 0.9645 0.8029 0.8936 0.8883 0.8909

Table 3

Calculation results of the Pearson correlation coefficient.
The i-th calculation 1 2 3 4 5 6 7 8 9 10
Pxy —0.9827 —0.9630 —0.9585 —0.9590 —0.9444 —0.9649 —0.9672 —0.9707 —0.9547 —0.9612

The results demonstrate that the coefficients of the 10 calculated values are all distributed between —0.9 and —1.0, indicating a strong negative
correlation between the fecal area ratio and colon cleanliness on the dataset. Therefore, colon cleanliness can be estimated based on the fecal area
ratio.

TP
Recall(X,Y) = N TP )

F1-Score is a commonly used evaluation metric for binary classification models. It is the result of the harmonic mean of Precision
and Recall, adjusted and combined. F1-Score is calculated using the formula shown in Eq. (8).
2 x Precision(X, Y) x Recall(X, Y)

Fi(X,Y)= 8
1X.7) Precision(X, Y) + Recall(X,Y) ®)

The model hyperparameters were set as follows: the training epoch was 200, the initial learning rate was set to 0.0001, the batch
size was set to 4 to prevent memory overflow during training, and the L2 regularization coefficient was set to 0.0002. In addition, data
augmentation was used to improve the model’s generalization ability. We incorporated data augmentation methods into the image
preprocessing stage, where the images were resized, rotated (at 90-degree intervals with a 50 % probability), and flipped (with a 30 %
probability for both vertical and horizontal flipping) before each mini-batch training. In addition, the data augmentation methods
proposed in Section 3.2 for colonoscopy images were also applied in the preprocessing stage.

The U-Net was then trained, and the variations of PA, IoU, Precision, and Recall of the model during the training process on the
validation set are shown in Fig. 5.

Fig. 5 shows that the U-Net model’s various metrics on the validation set converge to a certain range, indicating that the model can
stop training. Fig. 5(a) shows the variation curve of model Precision, Fig. 5(b) shows the variation curve of model PA, Fig. 5(c) shows
the variation curve of model IoU, and Fig. 5(d) shows the variation curve of model Recall. All of the above metrics are the results of the
model tested on the validation set. The trained model was then tested on the test set, and metrics including PA, IoU, precision, recall,
and F1-Score were calculated: PA is 0.9702, IoU is 0.8367, Precision is 0.9217, Recall is 0.9021, and F1-Score is 0.9095.

The result above demonstrates that on average, 97.02 % of pixels are correctly classified, and an IoU of 83.67 % is achieved, while
ensuring a high F1-Score. These results demonstrate the good segmentation performance and generalization ability of U-Net on the
given problem, indicating that the model is capable of completing the task of fecal area segmentation. The trained model was then
applied to four selected images (pre-processed for interface variation), and the results are shown in Fig. 6.

In the process of selecting image segmentation models, we trained several commonly used models, and the training results are
shown in Table 2.

From Tables 2 and it can be observed the performance of U-net, Deeplabv3, and FCN is comparable, but U-net shows slightly higher
F1-Score, IoU, and precision than the other models. Meanwhile, this study considers that for the feces recognition task, precision and
recall are equally weighted, and F1-Score represents the balance between the two. Therefore, this study chooses U-net with a higher
F1-Score and IoU for images segmentation task.

4.4. Correlation analysis of colon cleanliness and proportion of fecal area

The Pearson correlation coefficient is commonly used to quantify the correlation between two sets of data [18,19]. In this study, to
demonstrate the correlation between the proportion of fecal area and colon cleanliness, the Pearson correlation coefficient was
employed to estimate the degree of correlation between them. The calculation formula of the Pearson correlation coefficient is shown
in Eq. (9).

pRETRETO)
Pry == ©
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Table 4
CCRA test results for each BBPS (%).
BBPS images captured number
n=>5 n=10 n=15 n =20
0 97.5 99.5 99.7 99.8
1 82.5 92.1 95.8 97.7
2 89.8 98.3 99.4 99.6
3 100.0 100.0 100.0 100.0
Table 5
CCRA test results.
n 5 10 15 20
Accuracy/% 92.450 97.475 98.725 99.275
Average Time Consumed per Rating/s 0.0761 0.1373 0.2155 0.2892

In which, p,, represents the Pearson correlation coefficient between the population of x and the population of y, X represents the
sample mean of x, y represents the sample mean of y, x; represents the i-th sample in the population x, and y; represents the i-th sample
in the population y. Let x; be the average proportion of fecal area in 20 randomly sampled images from data with colon cleanliness level
i, lety; =i, representing the colon cleanliness. The Pearson correlation coefficient can be obtained by substituting the values of x; and
y; =i into the formula. As the calculation process involves random sampling, different results may be obtained from repeated cal-
culations. In order to reduce accidental variations, ten calculations were performed, the calculation results are shown in Table 3.

4.5. Calculation of standard proportions and testing with the CCRA

We calculate the proportion of fecal regions corresponding to each level of colon cleanliness across all data. The average value for
each level is then taken as the standard proportion. The resulting standard proportion values obtained are as follows: so = 0, s; =
0.0568, so = 0.2227, s3 = 0.48109.

CCRA was tested using all test dataset in section 4.1. The testing methodology involved randomly selecting n images from the
dataset corresponding to each colon cleanliness level. The selected n images were input into the rating system, which outputs a
cleanliness rating. If the rating was the same as the cleanliness level of the image source, it was considered a correct rating; otherwise, it
was considered incorrect This process was repeated 4000 times (1000 times for each cleanliness level) and the accuracy was calculated
by taking the average of the correct ratings. The testing was performed for n values of 5, 10, 15, and 20, the test results corresponding
to each BBPS are shown in Table 4. The average value of the data in Table 4 is taken as the final CCRA test result, as shown in Table 5.

From Tables 5 and it can be observed that as n increases, the accuracy of the rating algorithm improves. When n equals 10, the
accuracy can reach over 97 %, with an average rating time of only 0.1373 s. Comparing the cases of n = 10 and n = 15, although the
accuracy increased by 1.25 %, the time required increased by almost 1.5 times. Similarly, comparing n = 10 and n = 20, the accuracy
increased by 1.8 %, but the time required increased by nearly 2 times. Therefore, in practical applications, a balance between rating
time and accuracy should be considered. If strict rating time requirements are needed, n can be appropriately reduced; if higher ac-
curacy is required, n can be appropriately increased.

5. Summary

We propose a colon cleanliness rating algorithm based on colonoscopy image analysis. The algorithm achieves a PA of 97.02 % and
an IoU of 83.67 % in image segmentation tasks, demonstrating good segmentation performance. Testing of the Colon Cleanliness
Rating Algorithm (CCRA) yields an accuracy of 92.45 %-99.275 % (depending on the number of images captured, n), demonstrating
that the CCRA has high efficiency and accuracy, providing a reference for automated colon cleanliness rating. In Section 4.1.2, we
cover the deletion method for small windows using a mirroring approach. The disadvantage of this method is that it can lead to the
presence of redundant features at the junctions, which has a slight impact on model training. This problem has not been solved and
remains a future research direction. Additionally, only three U-Net structures have been tested in this study, and there are many other
structures that have not been experimented with, such as modifying the convolution counts before each sampling in U-Net. These
avenues can be explored as future research directions. Thirdly, during the process of dividing the dataset, due to the inability to divide
the dataset by video, there may be a small number of samples from the same video source, resulting in slight biases in the evaluation. In
the future, we hope to find a partitioning method that can solve this problem. We also expect that more publicly available datasets on
bowel cleanliness will be released by scholars for relevant research.
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