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ABSTRACT

This announcement describes corrections and comments to the paper entitled ‘The plastid genome
(Ambrosia artemisiifolia, Asteraceae)’ by

sequence of the invasive plant
A Amiryousefi, J Hyvonen, P Poczai.

common Ragweed

Recently, a paper by Amiryousefi et al. (2017) appeared in
this journal claiming publication of the common ragweed
(Ambrosia artemisiifolia) plastid genome sequence. The paper
contains no supporting new data of the authors’ claims.
Detailed data on the chloroplast genome structure was pub-
lished by Nagy et al. (2017).

The complete chloroplast genome sequence of A. artemisii-
folia is available in NCBI GenBank under accession number
MF362689; https://www.ncbi.nlm.nih.gov/nuccore/MF362689
deposited by Virag et al. (2016). Based on the GenBank data
the structure of A. artemisiifolia complete chloroplast genome
is the following:

A. artemisiifolia cp genome MF362689
Complete genome size (bp) 152,215
Number of tRNA 30
Number of rRNA 4
Number of protein coding genes 80

Further, the publication of Virag et al. (2016) that refers to
the deposition of raw reads and transcriptome datasets of
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common ragweed reproductive organs in NCBI TSA and SRA
databases was cited in a misinterpreted context.

Aknowledgements

This work was supported through the UNKP-2017-4-IV-PE-1 of the New
National Excellence Program of the Ministry of Human Capacities.

Disclosure statement

No potential conflict of interest was reported by the authors.

References

Amiryousefi A, Hyvonen J, Poczai P. 2017. The plastid genome sequence
of the invasive plant common Ragweed (Ambrosia artemisiifolia,
Asteraceae). Mitochondrial DNA Part B. 2:753-754. https://doi.org/10.
1080/23802359.2017.1390423

Nagy E, Hegedus G, Taller J, Kutasy B, Virdg E. 2017. lllumina sequencing
of the chloroplast genome of common ragweed (Ambrosia artemisiifo-
lia L). Data in Brief. 15:606-611.

Virdg E, Hegedis G, Barta E, Nagy E, Matyas K, Kolics B, Taller J. 2016.
lllumina sequencing of common (short) ragweed (Ambrosia artemisiifo-
lia L.) reproductive organs and leaves. Front Plant Sci. 7:1506.

CONTACT Eszter Virag @ virag@georgikon.hu @ Department of Plant Science and Biotechnology, University of Pannonia, Georgikon Faculty, Keszthely, Hungary

© 2017 The Author(s). Published by Informa UK Limited, trading as Taylor & Francis Group.

This is an Open Access article distributed under the terms of the Creative Commons Attribution License (http://creativecommons.org/licenses/by/4.0/), which permits unrestricted use, dis-

tribution, and reproduction in any medium, provided the original work is properly cited.


https://www.ncbi.nlm.nih.gov/nuccore/MF362689
https://doi.org/10.1080/23802359.2017.1390423
https://doi.org/10.1080/23802359.2017.1390423
http://crossmark.crossref.org/dialog/?doi=10.1080/23802359.2017.1413316&domain=pdf
http://creativecommons.org/licenses/by/4.0/
http://www.tandfonline.com

	Comment on the publication of Amiryousefi et&hx00A0;al. (2017)
	Aknowledgements
	Disclosure statement
	References


