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Simple Summary: The clinical application of kinase inhibitors and immune-checkpoint inhibitors
(CPI) has substantially improved the treatment landscape of melanoma. While BRAF/MEK inhibitors
allow for rapid disease control, and CPI can evoke durable tumor responses, primary and secondary
resistance frequently limit treatment efficacy. Observations from preclinical trials suggest that treat-
ment with BRAF/MEK inhibitors may enhance susceptibility towards CPI therapy and thus improve
long-term tumor control. To date, little prospective data is available for the optimal sequencing
of these agents in melanoma patients. In this retrospective, real-world analysis, we analyzed the
role of sequential treatment with BRAF/MEK inhibitors and CPI in 135 BRAF-mutant, metastatic
melanoma patients. Our results demonstrate that front-line treatment with CPI is associated with
favorable tumor control and overall survival in patients with BRAF-mutant melanoma. Further, our
data indicate that patients who are refractory to front-line BRAF/MEKi therapy are at higher risk of
rapid disease progression compared to patients with front-line CPI treatment.

Abstract: The advent of immune-checkpoint inhibitors (CPI) and BRAF/MEK-directed targeted
therapy (TT) has improved the treatment landscape of patients with BRAFV600-mutant metastatic
melanoma. While TT allows for rapid disease control, the development of secondary TT resistance
limits the duration of responses. Responses to CPI have a slower onset but can be durable in a
subset of patients. To date, little prospective data is available for the optimal sequencing of these
agents in melanoma patients. In this retrospective, single-center, real-world analysis, we identified
135 patients with BRAF-mutated, metastatic melanoma who received consecutive treatment with
TT followed by CPI, or vice versa, as first and second-line therapy, respectively. We collected data
on clinical-pathological factors, treatment duration, best overall response, progression-free survival
and overall survival (OS). Our data revealed that front-line treatment with CPI, followed by TT,
showed a non-significant trend towards better OS compared to front-line TT (median OS: 35.0 vs.
18.0 months, p = 0.070). This association was confirmed in a subgroup of patients without systemic
pre-treatments (median OS: 41.0 vs. 14.0 months, p = 0.02). Further, we observed significantly better
objective response rates to second-line treatments for patients receiving front-line CPI (18.4 vs. 37.8%,
p = 0.024). Last, our results indicated that rapid disease progression was less common in patients
treated with front-line CPI (27.6% vs. 16.2%) and that subsequent treatment with TT resulted in
favorable survival outcomes. Our real-world data indicate that sequential treatment with front-line
CPI is associated with favorable tumor control and overall survival in a subgroup of previously
untreated BRAF-mutant metastatic melanoma patients.
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1. Introduction

Within the last decades, the incidence of malignant melanoma has dramatically in-
creased and is responsible for over 90% of skin cancer deaths in the western world [1].
In parallel, the understanding of the underlying molecular biology of melanoma has re-
sulted in significant advances in the treatment of metastatic melanoma, and new systemic
treatment options have emerged in recent years. In this regard, the approval of check-
point inhibitors (CPI) and BRAF/MEK-directed targeted therapies (TT) has significantly
improved the survival of melanoma patients with a BRAF-V600 mutation [2,3].

About half of all melanoma patients harbor an activating BRAF mutation that results
in the constitutive activation of the RAF-MEK-ERK signal transduction pathway, which
is critical for melanoma development and progression [4]. Therapeutic targeting of this
pathway has significantly prolonged overall (OS) and progression-free survival (PFS) in
the last decade, and even durable tumor responses have been observed. In particular, it
has been demonstrated that first-line BRAF/MEK-inhibitor (BRAF/MEKi) therapy evoked
complete responses (CR) in 11–19% of BRAF-mutant metastatic melanoma patients with
a median PFS between 11.1–14.9 months [5–7]. At the same time, five-year survival rates
reached 34% for dabrafenib + trametinib, demonstrating sustained tumor responses [5].

In addition, patients with a BRAF mutation are also eligible for CPI treatment, which
demonstrated impressive improvements in survival data. Specifically, in the CheckMate067
trial, 22% of treatment-naïve metastatic melanoma patients achieved a CR upon com-
bined checkpoint-inhibitor therapy with ipilimumab + nivolumab with slightly better
survival outcomes for BRAF-mutant melanoma patients, which showed a median PFS of
16.8 months [8]. For this subgroup of patients, five-year survival rates were 60%, compared
to 46% and 30% for nivolumab or ipilimumab monotherapy, respectively [8].

Regardless of these promising survival data, recent evidence shows that approximately
70–80% of patients with metastatic melanoma harboring a BRAF-mutation and treated
with CPI or TT will, at some time, show a relapse of the disease in a real-world setting,
which requires the re-initiation of anti-tumor treatments [9]. Furthermore, due to the lack
of head-to-head trials comparing the different treatment regimens, it remains an unsolved
issue for dermato-oncologists to determine (a) the most suitable first-line therapeutic option,
and (b) the optimal treatment sequencing of BRAF/MEKi therapy and CPI, which might
be particularly relevant in relation to the observation that cross-resistance of TT and CPI
exists at a molecular level [10].

In routine clinical practice, BRAF/MEK-directed targeted therapy is regularly applied
as a frontline therapy of choice in patients with advanced and aggressively growing
metastatic melanoma who require immediate disease control, due to its rapid onset of
activity and high response rates, even in patients with high lactate dehydrogenase (LDH)
levels [11]. While TT allows for rapid disease control in patients with a high tumor burden,
high LDH levels and symptomatic disease, the duration of response is often limited in
these patients, and disease progression due to secondary acquired resistance frequently
occurs after 13–15 months [12,13]. While acquired resistance is the major challenge for TT,
primary refractory disease is more common for patients receiving CPI [8]. Treatment with
CPI is characterized by a lower rate of objective responses and a slower onset of action,
while long-term follow-ups from clinical trials have demonstrated that sustained and
profound responses occur in a subset of patients and may even continue after treatment
discontinuation [14]. However, the time until the onset of response of CPI is variable
and patients with multifocal metastatic disease and elevated LDH levels are less likely to
respond [15]. Therefore, front-line CPI is often favored in asymptomatic patients with low
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tumor burden and normal LDH levels, although combined CPI therapy has certainly also
shown a rapid onset of action in patients with a high tumor burden [16].

To improve patient outcomes, there are currently several prospective trials that are
investigating strategies with sequential TT and CPI (see Supplementary Table S6). Sup-
porting sequential treatment strategies are preclinical studies that suggest that TT might
enhance the susceptibility to CPI by modulating the tumor microenvironment (TME),
thus indicating that TT and CPI may act synergistically [17,18]. In particular, it has been
shown that vemurafenib may increase antigen presentation by melanoma cells and their
recognition by melanoma-specific T-cells [19]. Hence, it has been hypothesized that pre-
treatment with TT might improve CPI efficacy in a clinical setting by decreasing tumor
burden and normalizing LDH, while avoiding the culminating toxicity of a triple therapy
regimen of CPI + TT [20]. However, these preclinical observations have not been confirmed
in retrospective studies, which found that patients with front-line BRAF/MEKi therapy
showed worse survival data [21,22]. While this observation might be inferred from worse
prognostic features found in patients treated with front-line TT, it has also been reasoned
that these patients might not receive optimal clinical benefit from subsequent CPI due to
insufficient time to complete enough cycles of immunotherapy. In this regard, Johnson and
coworkers further showed that TT after anti-PD1 therapy is less effective, thus challenging
the dogma that TT might be equally effective, irrespective of being administered before or
after CPI therapy, suggesting a shared responder phenotype [23].

With little data available so far from prospective, head-to-head comparisons of ther-
apy sequencing in BRAF-mutated melanoma patients, and conflicting data from previous
clinical trials on this issue, it remains unclear which treatment sequence might be best
for patients with BRAF-mutant metastatic melanoma. In this single-center retrospective
analysis, we aimed to determine if the sequence in which BRAF/MEKi and CPI are ad-
ministered affected the clinical outcome in our real-world patient cohort. In particular, we
hypothesized that sequential treatment with front-line BRAF/MEKi therapy, followed by
CPI treatment, would be associated with better response and survival than the vice versa
approach. Further, we aimed to identify factors that could potentially be used to guide
treatment-sequencing decisions.

2. Patients and Methods
2.1. Patient Population

In this single-institution retrospective analysis, we report on the outcomes of pa-
tients with BRAF-mutant metastatic melanoma who received sequential treatment with
BRAF ± MEKi and CPI, or vice versa, at the University Medical Center, Mainz, between
March 2011 and March 2021, with follow-up until October 2021. Patients were eligible
for analysis if they had histologically confirmed stage IV, BRAF-V600 mutant melanoma,
and received consecutive treatment with BRAF ± MEKi (such as monotherapy with the
BRAFi vemurafenib, dabrafenib or encorafenib, or the MEKi cobimetinib, trametinib or
binimetinib, or the corresponding combinations of BRAF + MEKi) and CPI (such as combi-
nation immunotherapy with ipilimumab + nivolumab, or monotherapy with ipilimumab,
nivolumab or pembrolizumab), or vice versa, for at least one month. Patients who had
received BRAF ± MEKi or CPI therapy in an adjuvant setting were excluded from fur-
ther analysis. In total, we identified 135 patients (72 male and 63 female) who received
front-line BRAF ± MEKi therapy (first-line; 1L) followed by CPI (second-line; 2L), and vice
versa. These were recruited from a larger cohort of 243 metastatic melanoma patients with
proven BRAF-V600 mutation (see Figure 1), some of whom (n = 95) were included from a
previously published retrospective analysis of advanced melanoma patients who had been
treated with BRAF ± MEKi and/or CPI at the University Medical Center, Mainz [24]. The
data cut-off was set at October 2021.
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initiation of 3L treatment in 21 patients. Abbreviations: BSC = best supportive care; CPI = immune-
checkpoint-inhibitor therapy; TT = targeted therapy; Tx = treatment. 
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events, AEs), time-to-next-treatment (TTNT), treatment regimens after 2L treatment, and 
the status of the patient at the time of data lock (October 2021) were collected by electronic 
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sequencing with the nNGM plus Booster Panel (Qiagen, Hilden, Germany) and the MiSeq 
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Figure 1. Flow chart showing the selection steps of the retrospective study and the treatment outcomes
of melanoma patients after front-line treatment. We included all patients with stage IV melanoma
who had confirmed BRAF-V600 mutation. Among the 243 patients, 66 patients received front-line
(1L) CPI therapy and 177 were treated with front-line (1L) BRAF ± MEKi therapy. Following tumor
progression upon 1L BRAF ± MEKi therapy, 98 patients subsequently received CPI in a second-line
(2L) setting. Among these 98 patients, 87 showed tumor progression, comprising 27 rapid progressors,
that did not allow for the initiation of another treatment line in 11 patients. Among the remaining
60 patients, 41 patients were again treated with CPI, BRAF ± MEKi therapy or chemotherapy. On
the other hand, patients showing disease progression upon 1L CPI therapy (n = 55), were either
rechallenged with CPI (n = 7) or received BRAF ± MEKi therapy in a 2L setting (n = 37). Among
these patients, 30 again showed tumor progression, which resulted in the initiation of 3L treatment in
21 patients. Abbreviations: BSC = best supportive care; CPI = immune-checkpoint-inhibitor therapy;
TT = targeted therapy; Tx = treatment.

Data on baseline demographics, tumor specifics (i.e., BRAF-status, tumor thickness,
ulceration, AJCC stage at treatment initiation, and localization of metastases), laboratory
results, primary and secondary clinical outcomes, as well as data on previous systemic
treatments (mainly in an adjuvant setting), front-line and second-line treatments (i.e.,
treatment regimen, treatment duration, tumor progression, cessation due to adverse events,
AEs), time-to-next-treatment (TTNT), treatment regimens after 2L treatment, and the
status of the patient at the time of data lock (October 2021) were collected by electronic
chart review. Clinical decisions regarding the prescription of BRAF ± MEKi and CPI
were made independently of this study. BRAF mutations were mainly assessed by the
Department of Pathology of the University Medical Center, Mainz, using next-generation
sequencing with the nNGM plus Booster Panel (Qiagen, Hilden, Germany) and the MiSeq
Illumina sequencing platform, with data analysis being conducted with the CLC Genomics
Workbench (Qiagen).

2.2. Primary and Secondary Clinical Outcomes

We analyzed the impact of treatment sequencing with BRAF ± MEKi and CPI on
the clinical outcomes of patients. We divided patients into two cohorts: those who had
received CPI before TT (CPI first) and those who received TT before CPI (TT first). Due
to the different mode of actions of BRAF ± MEKi and the different response profiles, we
defined OS as the primary clinical outcome in this analysis, which was assessed from the
initiation of 1L treatment. Secondary clinical outcomes included the best overall response
(BOR) to 1L and 2L therapy, objective response rate (ORR), disease control rate (DCR),
and PFS upon initiation of 1L and 2L treatment (for details see Supplementary Table S1).



Cancers 2022, 14, 2082 5 of 22

BOR was defined as complete response (CR), partial response (PR), stable disease (SD), or
progressive disease (PD) according to the Revised Response Evaluation Criteria in Solid
Tumors (RECIST) 1.1. guidelines. ORR was defined as the proportion of patients with CR
or PR, and DCR was the proportion of patients with CR, PR or SD.

2.3. Statistical Analysis

Descriptive statistics were used to analyze the baseline characteristics of the study
population. Treatment duration was calculated as the period between initial drug admin-
istration and treatment discontinuation. PFS was calculated from the start of front-line
treatment (BRAF ± MEKi or CPI therapy) to the date of radiological or clinical disease
progression, last follow-up, or death from any cause. OS was calculated from the start of
front-line treatment to the date of death or last follow-up, unless described otherwise. The
Chi-square test was used to assess the association between the different treatment sequences
and clinicopathological features. The Clopper–Pearson method was used to calculate 95%
confidence intervals (CI) for the categorical variables. Testing for equality between patients
receiving front-line CPI followed by BRAF ± MEKi, or vice versa, was performed using
Student’s t-test, Mann-Whitney test (in case of non-parametric comparisons) or Chi-square
test. Comparisons between continuous variables of the different treatment sequences were
performed using ANOVA variance analysis.

We employed Kaplan–Meier survival plots to illustrate median OS and PFS proba-
bilities and to explore the association between the different treatment sequences, PFS and
OS. Survival curves were compared using log-rank tests. The median duration of follow-
up was calculated using the reverse Kaplan–Meier method. Cox’s proportional hazards
models were applied to identify the strongest predictors for survival analyses by adjusting
for baseline characteristics, treatment sequence, and laboratory results. Here, hazards
ratios (HR) were provided with 95% confidence intervals (CI). Multivariate analysis was
calculated for the significant (p ≤ 0.05) variables by the univariate test or a priori selection
for biological relevance to evaluate their conjoint, independent effects on OS. In all cases,
two-tailed p-values were calculated and considered significant with value of p < 0.05. SPSS
(version 27, IBM, Ehningen, Germany), RStudio (Version 1.3.1093), and GraphPad PRISM
(Version 5, San Diego, CA, USA) were used for all analyses.

3. Results
3.1. Patients’ Characteristics

A total of 135 patients (72 male and 63 female) who received first-line BRAF ± MEKi
(1L) and subsequent treatment with CPI (2L), or vice versa, were included in the retrospec-
tive analysis on the impact of treatment sequencing for patient survival. These patients
were selected from a cohort of 243 metastatic melanoma patients who tested positive for
the BRAF-V600 mutation. Some of the patients were recruited from a previously published
retrospective analysis of advanced melanoma patients treated with BRAF ± MEKi and/or
CPI between 2011 to 2021 [24]. The patient cohort was biased towards more advanced
disease as the majority of the patients presented with adverse prognostic factors at initiation
of 1L treatment.

Among the 243 patients showing a BRAF-V600 mutation, 66 received 1L treatment
with CPI, and 177 first received BRAF ± MEKi. Most of these patients experienced tumor
progression in the follow-up period from March 2011 until October 2021. In particular,
16.7% of patients with 1L CPI therapy showed an ongoing response upon 1L CPI therapy,
whereas only 7.9% of patients treated with 1L BRAF ± MEKi did not experience tumor
progression at any time during the follow-up period (see Figure 1). In most of the 218 BRAF-
mutant melanoma patients showing tumor progression, 2L treatment was initiated, of
which 135 patients received BRAF ± MEKi and CPI in sequence (55.6%) and were thus
eligible for our analysis. These 135 patients comprised 98 patients (72.6%) who received
CPI upon disease progression with BRAF ± MEKi and 37 patients (27.4%) who received
BRAF ± MEKi upon disease progression with CPI.
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The median age at initiation of 1L treatment was 59.0 years. All 135 patients in
this cohort were diagnosed with BRAF-mutant melanoma (13 patients tested positive for
BRAF-V600K mutation, 105 tested positive for BRAF-V600E mutation, and in 17 patients
PCR test was unable to distinguish between either BRAF-V600E/K mutation) and some
patients showed an additional mutation, such as NRAS p.Q61 (n = 6) or EGFR (n = 1). The
median Breslow thickness was 2.3 mm, and 54.8% of melanomas were ulcerated at primary
diagnosis. Baseline LDH serum levels were elevated in 68 patients (72.3%) and 33 patients
presented with LDH-levels elevated by >1.5-fold (35.1%). In the course of the disease,
69 patients (51.1%) developed melanoma brain metastasis (MBM) and 49 patients (36.3%)
presented with hepatic metastasis at the time of initiation of 1L treatment. In addition,
42 patients received at least one line of systemic therapy prior to the initiation of either
BRAF ± MEKi or CPI therapy (31.1%). Systemic pretreatments comprised IFN-α-treatment
(34/42), CPI, targeted therapy or study medications in an adjuvant setting. The median
time to initiation of BRAF ± MEKi or CPI upon prior adjuvant treatment was 15.0 months.
Notably, all patients showed distant metastasis upon initial application of BRAF ± MEKi
or CPI.

Among the 135 patients who received CPI followed by BRAF ± MEKi therapy,
17 (12.6%) initially received combined CPI therapy, whereas 20 (14.8%) were given CPI
monotherapy, which comprised of nivolumab or pembrolizumab (n = 14), or ipilimumab
(n = 6). The median duration of the initial CPI treatment was 3.0 months, with 16 patients
(43.2%) ceasing CPI therapy due to the occurrence of AEs, which was significantly more
often compared to the cohort receiving front-line BRAF ± MEKi therapy (n = 6; 6.1%;
p < 0.001). On the other hand, 60 patients (44.4%) were initially treated with a combination
of BRAF + MEK-inhibitors and 38 patients only received BRAF-inhibitor monotherapy
(28.1%, patients were treated before combined BRAF/MEKi therapy became widely avail-
able). Front-line BRAF ± MEKi therapy was given for a median treatment duration of
6.0 months. The number of systemic pre-treatments was similar in both arms.

As an inclusion criterion for our analysis, all 135 patients had shown tumor progres-
sion upon initial CPI or BRAF ± MEKi treatment, which required the administration of
subsequent tumor treatments. The median time until the introduction of the subsequent
treatment line was 1.0 month. Notably, the median TTNT was longer for patients being
initially treated with CPI compared to patients receiving BRAF ± MEKi in a first-line
setting (3.0 months vs. 1.0 months; p = 0.102). The 2L treatments comprised either com-
bined CPI therapy (n = 41), anti-PD1 monotherapy (n = 29), ipilimumab (n = 28), combined
BRAF/MEKi therapy (n = 29) or BRAFi or MEKi monotherapy (n = 8). The median duration
of this 2L therapy was 3.0 months. In the course of this 2L treatment 116/135 patients
(85.4%) developed tumor progression, which required the initiation of subsequent treat-
ment lines. By contrast, 19 patients receiving 2L treatments did not show tumor progression
during the overall observation period and 9 patients still received 2L treatments at the time
of data-lock including 5 patients initially treated with BRAF ± MEKi therapy and 4 patients
with initial CPI therapy (p = 0.257).

Patients requiring further treatment upon tumor progression with 2L treatment re-
ceived a median of 1.5 subsequent treatment lines (range: 1–3), which comprised either a
rechallenge with BRAF ± MEKi (n = 47), CPI-rechallenge (n = 50) or other treatments (i.e.,
study medications or chemotherapy; n = 3). The median time until the initiation of subse-
quent treatment lines was 2.0 months. During the overall observation period, 68 patients
died (50.4%) with a median OS of 33.0 months (95% CI: 22.1–43.9 months). Median follow-
up time of the study cohort from the start of first systemic treatment was 58.0 months
(95% CI: 42.4–73.6 months) and median follow-up from initiation of 1L treatment was
41.0 months (95% CI: 31.6–50.4 months).

Further details on baseline patient characteristics and the subgroups stratified by
the therapeutic sequence of BRAF ± MEKi and CPI are given in Table 1. No significant
differences in terms of clinical and biological characteristics were observed between patients
first given BRAF ± MEKi followed by CPI therapy (group 1) vs. patients starting with
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CPI therapy and subsequent BRAF ± MEKi therapy (group 2), although there was a trend
that patients with front-line BRAF ± MEKi therapy more often presented with thicker and
ulcerated (p = 0.032) melanomas. Further, it was found that patients given BRAF ± MEKi
received front-line treatment for a significantly longer time period than patients first given
CPI (5.0 vs. 3.0 months; p = 0.022). Patients initially treated with BRAF ± MEK-inhibitors
had a shorter TTNT upon tumor progression (1.0 vs. 3.0 months; p = 0.09). On the other
hand, patients receiving BRAF ± MEKi after initial CPI therapy were receiving 2L treatment
with BRAF ± MEKi for a significantly longer time period compared to patients receiving
CPI after initial BRAF ± MEK application (4.0 vs. 3.0 months; p = 0.009). We observed
a trend, that patients given BRAF/MEKi after initial CPI, more often received combined
BRAF + MEKi therapy compared to patients first treated with TT, albeit this association
was below statistical significance (two-tailed t-test; p = 0.062). Of note, the median follow-
up time for both patient cohorts calculated from the initiation of 1L treatment was not
significantly different (43.0 months vs. 41.0 months, p = 0.159).

Table 1. Baseline patient characteristics and treatment outcomes.

Clinical-Pathological Features BRAF ± MEKi Prior to CPI
(Group 1)

BRAF ± MEKi after CPI
(Group 2) p-Value

Overall number of patients 98 37

Median age at initiation of 1L treatment 58.5 years (26–86) 60.0 years (32–81) 0.184

Gender 0.503

female 44 (44.9%) 19 (51.4%)

male 54 (55.1%) 18 (48.6%)

Primary tumor and metastasis

Median Breslow thickness 1 (range) 2.3 (0.6–35.0 mm) 2.15 (0.6–6.0 mm) 0.171

Ulceration 2 37/59 (62.7%) 9/25 (36.0%) 0.032

Elevated serum LDH levels (>245 U/L) 3 46/63 (73.0%) 22/31 (71.0%) 0.509

Melanoma brain metastasis 52 (53.1%) 17 (45.9%) 0.563

Liver metastasis 40 (40.8%) 9 (24.3%) 0.056

1L Therapy, n (%)
cICB (IPI + Nivo)
Anti-PD1:
- nivolumab
- pembrolizumab

Anti-CTLA4 (IPI)
BRAFi or MEKi monotherapy
- vemurafenib
- dabrafenib

BRAF/MEKi therapy
- dabrafenib + trametinib
- vemurafenib + cobimetinib
- encorafenib + binimetinib

0 (0%)
0 (0%)

0
0

0 (0%)
38 (38.8%)
29 (29.5%)

9 (9.2%)
60 (61.2%)
46 (46.9%)
13 (13.3%)

1 (1.0%)

17 (45.9%)
14 (37.8%)
7 (18.9%)
7 (18.9%)
6 (16.2%)

0 (0%)

0 (0%)

Previous systemic treatments 42/65 (31.1%) 13/37 (24.3%)

Median duration of 1L therapy (range) 5.0 months (1–87) 3.0 months (1–22) 0.020

Overall response to 1L therapy 4 35/98 (35.7%) 7/37 (18.9%) 0.065

Progress during 1L therapy 98/98 (100%) 37/37 (100%)

Median progression-free survival upon 1L
therapy (95% CI)

6.0 months
(4.8–7.2)

3.0 months
(1.3–4.7) 0.025

Time-to-next-treatment in months (range) 1.0 (0–56) 3.0 (0–32) 0.090
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Table 1. Cont.

Clinical-Pathological Features BRAF ± MEKi Prior to CPI
(Group 1)

BRAF ± MEKi after CPI
(Group 2) p-Value

2L therapy
cICB (IPI + Nivo)
Anti-PD1:
- nivolumab
- pembrolizumab

Anti-CTLA4 (IPI)
BRAF or MEKi monotherapy
- vemurafenib
- dabrafenib
- trametinib

BRAF/MEKi therapy
- dabrafenib + trametinib
- encorafenib + binimetinib

Overall response to 2L therapy 5

Median treatment duration 2L therapy
Progress during 2L therapy
Median progression-free survival upon 2L
therapy (95% CI)

41 (41.8%)
29 (29.6%)
12 (12.2%)
17 (17.3%)
28 (28.6%)

0

0

17/98 (18.4%)
3.0 months (0–41)

87/98 (88.8%)
2.0 months (1.1–2.9)

0
0

0
8 (21.6%)
2 (5.4%)
3 (8.1%)
3 (8.1%)

29 (78.4%)
22 (59.5%)
7 (18.9%)

14/37 (37.8%)
4.0 months (1–38)

29/37 (78.4%)
5.0 months (1.6–8.4)

0.024
0.009
0.164
0.019

Subsequent treatment lines
Patients receiving 3L therapy
Overall number of all subsequent (3L+) therapy
lines
BRAF ± MEKi therapy
CPI therapy
Other

41 (41.8%)
70

39 (55.7%)
29 (41.4%)
2 (2.9%)

21 (56.8%)
30

8 (26.6%)
21 (70.0%)
1 (3.3%)

0.253
0.373

Median follow-up upon initiation of 1L
treatment (95% CI)
Median overall survival following 1L therapy
initiation (95% CI)

43.0 months
(27.4–58.6)

27.0 months
(17.9–36.1)

41.0 months
(28.2–53.8)

39.0 months
(31.9–46.2)

0.159
0.269

Median overall survival upon cessation of 1L
therapy (95% CI)

18.0 months
(9.5–26.4)

35.0 months
(17.9–52.1) 0.070

Deceased 53 (54.1%) 15 (40.5%) 0.181

Abbreviations: CR = complete response; PR = partial response; SD = stable disease; PD = progressive disease,
ORR = objective response rate; CPI = immune checkpoint inhibitors; CI = confidence interval; cICB = combined
checkpoint-inhibitor blockade; IPI = ipilimumab; nivo = nivolumab; pembro = pembrolizumab; TP = tumor
progression; 1,2,3 Statistics based on the total number of patients with known Breslow thickness (n = 101), ulceration
status (n = 84) and LDH serum levels (n = 94). 4 Statistics based on the total number of patients with known BOR
to 1L therapy with BRAF/MEKi or CPI (n = 132); 5 Statistics based on the total number of patients with known
response to 2L therapy (n = 131). The p-value is indicated in bold numbers when statistically significant.

3.2. Factors Associated with Disease Progression and Survival

To allow for a comparison of the investigated cohort with previously described cohorts
of metastatic melanoma patients treated with different sequencing regimens of BRAF/MEK
inhibitors and CPI, we used Cox regression analysis to identify clinical and biological
factors affecting survival upon melanoma treatment.

The best predictors of survival in univariate analysis in this patient cohort with tumor
progression upon 1L treatment were elevated serum LDH-levels, the presence of melanoma
brain metastases (MBM), the presence of hepatic metastasis, the objective response rate to 1L
or 2L therapy and the duration of 1L and 2L treatment (Supplementary Table S2). Given the
number of target events and the biological rationale, we included the statistically significant
factors into a multivariate analysis. This multivariate model confirmed an independent
association of the BOR with 2L treatment (HR: 0.34, 95% CI: 0.13–0.92, p = 0.02), the duration
of 2L treatment (HR: 0.23, 95% CI: 0.10–0.53, p = 0.001), the presence of liver metastasis
(HR: 2.12, 95% CI: 1.03–4.38, p = 0.04) and LDH-serum levels at baseline (HR: 2.26, 95%
CI: 1.02–4.98, p= 0.044) with the overall survival (Supplementary Table S3). Notably, the
applied treatment sequence (front-line CPI vs. front-line BRAF/MEKi therapy) was not
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significantly associated with overall survival in this multivariate Cox-regression analysis
(HR: 0.79; 95% CI: 0.47–2.02, p = 0.52), although there was a trend towards improved
survival for patients receiving front-line CPI treatment.

3.3. Treatment with Immune-Checkpoint Inhibitors Followed by BRAF/MEK-Inhibitors

Among the 37 patients who received front-line CPI therapy followed by BRAF ± MEKi
therapy, 22 were alive at the time of analysis with a median follow-up time of 41.0 months.
Tumor responses achieved with CPI and subsequently with BRAF ± MEK inhibitors are
provided in Tables 2 and 3. Treatment responses achieved within the overall patient
cohort (n = 243), from which we have selected patients who received sequential CPI and
BRAF ± MEKi therapy, are given in Supplementary Table S4.

Table 2. Response to front-line treatment in patients with consecutive treatment with CPI and TT
stratified by the sequence regimen investigated.

Outcome Response to Front-Line BRAF ± MEKi
Therapy (Group 1)

Response to Front-Line CPI
Therapy (Group 2) p-Value

Best overall response (%) 0.120
Complete response (CR) 6 (6.1%) - (0.0%)

Partial response (PR) 29 (29.6%) 7 (18.9%)
Stable disease (SD) 22 (22.4%) 14 (37.8%)

Progressive disease (PD) 41 (41.8%) 16 (43.2%)

Objective-response rate (ORR) 0.065
Number (%) 35/98 (35.7%) 7/37 (18.9%)

95% CI 1 26.3–46.0% 8.0–35.2%

Disease control rate (DCR) 0.92
Number (%) 57/98 (58.2%) 21/37 (56.8%)

95% CI 1 47.8–68.1% 39.5–72.9%

Progress during 1L therapy 1.0
Number (%) 98/98 (100%) 37/37 (100%)

95% CI 1 94.4–100% 90.3–100%

Abbreviations: Objective response rate was defined as the percentage of patients who obtained CR or PR; disease
control rate was defined as the percentage of patients who obtained CR, PR, or SD. 1 The 95% confidence intervals
were calculated using the Clopper–Pearson method.

The median duration of 1L CPI therapy for patients with front-line CPI followed by
BRAF ± MEKi therapy was 3.0 months. Most commonly, treatment was discontinued due
to disease progression (56.8%), whereas treatment discontinuation due to AE was noted in
43.2% of cases. The median time to disease progression with front-line CPI therapy was
3.0 months (1.3–4.7 months), which corresponded with the median time from progression to
the initiation of BRAF ± MEKi therapy (median: 3.0 months), suggesting that the majority
of patients (79.4%) did not have a rapidly progressing disease.

Following the initiation of 2L treatment with BRAF ± MEKi, patients remained
progression-free for a median of 5.0 months (1.6–8.4 months). In accordance with this,
median duration of BRAF ± MEKi was 4.0 months. Notably, seven patients (18.9%) did not
experience tumor progression during 2L treatment with BRAF ± MEKi and in four of them
treatment was still ongoing at the time of data-lock.

Among the 37 patients showing disease progression upon front-line treatment, 6 pa-
tients (16.2%) presented with rapid disease progression, not allowing for the re-introduction
of further treatments in four of them. Rapid disease progression was defined as patients
showing progressive disease during front-line treatment and who were unable to complete
three months of 2L treatment (similar to the first four cycles of CPI therapy). Conversely,
slow disease progression was defined as patients presenting with progressive disease
during front-line treatment and who subsequently received 2L therapy for more than
three months. In our cohort, we identified ten slow progressors: three patients did not
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show tumor progression during 2L treatment at all, five remained on 2L treatment despite
showing tumor progression and two patients received subsequent treatment rechallenge.

Table 3. Response to second-line treatment in patients with consecutive treatment with CPI and TT
stratified by the sequence regimen investigated.

Outcome
Response to 2L CPI after Initial

BRAF ± MEKi Therapy
(Group 1)

Response to 2L BRAF ± MEKi
Following Initial CPI Therapy

(Group 2)
p-Value

Best overall response (%) 0.068
Complete response (CR) 3 (3.2%) 2 (5.6%)

Partial response (PR) 15 (15.3%) 12 (32.4%)
Stable disease (SD) 22 (22.4%) 9 (23.0%)

Progressive disease (PD) 58 (59.2%) 14 (37.8%)
Could not be assessed 0 0

Objective-response rate (ORR) 0.024
Number (%) 18/98 (18.4%) 14/37 (37.8%)

95% CI 1 11.3–27.5% 22.5–55.2%

Disease control rate (DCR) 0.034
Number (%) 40/98 (40.8%) 23/37 (62.2%)

95% CI 1 31.0–51.2% 44.8–77.5%

Progress during 1L therapy 0.164
Number (%) 87/98 (88.8%) 29/37 (78.4%)

95% CI 1 80.8–94.3% 61.8–99.1%

Abbreviations: Objective response rate was defined as the percentage of patients who obtained CR or PR; disease
control rate was defined as the percentage of patients who obtained CR, PR, or SD. 1 The 95% confidence intervals
were calculated using the Clopper–Pearson method.

Notably, median overall survival upon cessation of 1L therapy was significantly longer
in patients with slow disease progression than in rapid progressors (median OS: 23.0 vs.
6.0 months; p = 0.002). Accordingly, our results revealed that the 31 patients not showing
rapid disease progression also had a longer OS than rapid progressors (median OS: 41.0 vs.
6.0 months; p < 0.001). Among these, 15 were re-initiated with another treatment line, seven
continued second-line treatment despite disease progression, two patients were not being
given another treatment line due to the occurrence of adverse events and seven patients
did not experience tumor progression.

Concerning subsequent treatment lines, we identified 21 patients who received a
re-initiation of either treatment with a total of 30 subsequent treatment lines following the
initial application of CPI and BRAF ± MEKi. These treatment lines comprised a rechallenge
with BRAF ± MEKi (N = 8), CPI (N = 21) or, the application of chemotherapy (N = 1).

3.4. Treatment with BRAF/MEK-Inhibitors Prior to Immune-Checkpoint Inhibitor Therapy

Among the 98 patients (47.7%) who received front-line treatment with BRAF ± MEKi
followed by CPI therapy, 45 were alive at the time of analysis with a median follow-up time
of 43.0 months. Tumor responses achieved with BRAF ± MEKi and subsequently with CPI
are provided in Tables 2 and 3. Given the nonrandomized nature of the retrospective analy-
sis, the different clinicopathological features of the two patient groups and the different
indications for BRAF ± MEKi and CPI cross-treatment comparisons in general should be
interpreted cautiously. However, using the Chi-square test in order to analyze the treatment
outcomes stratified by the treatment sequence, our data indicate that patients with initial
BRAF ± MEKi did not show a significantly better response to front-line therapy, with an
ORR of 35.7% compared to patients receiving front-line CPI (ORR: 18.4%; p = 0.065). On
the other hand, the response to 2L CPI was significantly weaker (ORR: 18.9%) compared to
2L BRAF ± MEKi therapy (ORR: 37.8%; p = 0.024) (Figure 2).
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Figure 2. Objective response (A) and disease-control rates (B) stratified by patients with different
treatment sequencing regimens during front-line and second-line treatment. Our results show that
patients given front-line CPI therapy had a significantly better objective response (p = 0.024, marked
with *) and disease-control rate (p = 0.034, marked with *) in a second-line setting compared to patients
with front-line BRAF ± MEKi therapy. On the other hand, patients with front-line CPI therapy did
not have a significantly worse response to first-line treatment with BRAF/MEK-inhibitors (p = 0.065
for the comparison of ORR, marked as “ns”; and p = 0.92 for DCR), indicating that treatment sequence
with front-line CPI might provide better overall response rates. Statistical comparisons of response
rates between the different groups were conducted using two-tailed Mann–Whitney test.

The median duration of 1L BRAF ± MEKi therapy was 6.0 months. All patients with
front-line BRAF ± MEKi therapy experienced disease progression and the median time
to disease progression with front-line BRAF ± MEKi therapy was 6.0 months (median
PFS; 95% CI: 4.9–7.1 months), which was substantially longer compared to front-line CPI
therapy (median PFS: 3.0 months; 95% CI: 1.3–4.7; p = 0.020; see Supplementary Figure S1).
However, for patients given front-line BRAF ± MEKi, disease progression itself was more
rapidly, which corresponded with the median time from progression to the initiation of 2L
therapy (median: 1.0 months vs. 3.0 months for front-line CPI, p = 0.09). In particular, it was
found that among the 98 patients showing tumor progression upon initial BRAF ± MEKi
therapy, 87 patients (87.8%) also presented with tumor progression during 2L therapy. Of
these, 27 patients (27.6%) presented with rapid disease progression not allowing for more
than four cycles of immunotherapy and in 24 patients re-initiation of another treatment
line was not possible (88.7%). These rapid progressors showed a median overall survival
upon cessation of 1L therapy of only 4 months (95% CI: 1.5–6.4 months), as opposed to slow
progressors, with a median overall survival of 51.0 months (95% CI: nA; p < 0.001), and a
median OS of 42.0 months (10.6–73.4 months) for all patients not showing rapid disease
progression upon front-line treatment (see Table 4). The best predictors for rapid disease
progression upon front-line treatment were elevated LDH-levels at baseline.

Overall, patients receiving 2L CPI therapy remained progression-free for a median
of 2.0 months (95% CI: 1.1–2.9 months), which was considerably shorter than patients
with front-line CPI (median PFS: 6.0 months, p = 0.019). In accordance, median duration
with CPI was only 3.0 months, and 43 patients were not able to complete 3 months of
treatment (43.8%). Notably, 11 patients (11.2%) did not experience tumor progression
during 2L treatment with CPI and in 5 patients, treatment was still ongoing at the time of
data-lock. Among those with tumor progression during 2L CPI therapy, 41 patients received
subsequent tumor treatment with an overall number of 70 treatment lines, which comprised
the re-introduction of BRAF ± MEKi (n = 39), CPI (n = 29) or chemotherapy (n = 2).
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Table 4. Correlation between baseline factors and slow and rapid disease progression.

Patient Characteristics, n (%) Non-Rapid Progressors (n = 102) Rapid Progressors (n = 33) p-Value

Previous treatments 31 (230.4%) 11 (33.3%) 0.454
Elevated LDH 1 50 (67.6%) 18 (90.0%) 0.038

MBM 51 (50.0%) 18 (54.5%) 0.104
Hepatic metastasis 35 (34.3%) 14 (42.4%) 0.261

Gender, male 50 (49.0%) 22 (66.6%) 0.108
Age, years 57.5 (26–81) 62.0 (28–86) 0.348

BRAF ± MEKi prior to CPI 71 (72.4%) 27 (27.6%) 0.188
BRAF/MEKi after CPI 31 (83.8%) 6 (16.2%) -

Median overall survival following cessation of 1L treatment

All patients (n = 135) 41.0 months (16.2–65.7) 4.0 months (1.9–6.1) <0.001
BRAF ± MEKi prior to CPI 42.0 months (10.6–73.4) 4.0 months (1.5–6.4) <0.001

BRAF ± MEKi after CPI 41.0 months (28.9–53.1) 6.0 months (4.3–7.7) <0.001

Abbreviations: 1 known LDH serum levels of non-rapid progressors (n = 74) and rapid progressors (n = 20).

3.5. Impact of the Treatment Sequencing with BRAF/MEK Inhibitors and CPI on Survival in
BRAF-Mutant Melanoma Patients

After analyzing the response to BRAF ± MEKi and CPI stratified by the different treat-
ment schedules, we further explored the impact of treatment sequence on survival. With
regard to PFS, Kaplan–Meier plots revealed that patients receiving front-line BRAF/MEKi
therapy had a significantly longer PFS (median PFS: 6.0 months; 95% CI: 4.9–7.1 months,
p = 0.020) compared to patients receiving front-line CPI (median PFS: 3.0 months; 95%
CI: 1.3–4.7 months). On the other hand, patients who received CPI following front-line
BRAF ± MEKi showed a significantly shorter median PFS (median PFS: 2.0 months; 95% CI:
1.1–2.9 months, p= 0.019) compared to patients with BRAF ± MEKi therapy after front-line
CPI therapy (median PFS: 5.0 months; 95% CI: 1.6–8.4 months) (see Figure 3).
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Figure 3. Progression-free survival stratified by the applied treatment in the second-line setting.
Results from statistical survival analysis using log-rank test revealed that median PFS of patients with
front-line CPI therapy was significantly longer compared to patients with front-line BRAF ± MEKi
therapy (median PFS: 5.0 months, 95% CI: 1.6–8.4 vs. 2.0 months, 95% CI: 1.1–2.9; p = 0.019).
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Due to the nonrandomized nature of our analysis, and the limitations in PFS-analysis
for treatments being applied in different indications, we also analyzed the OS, stratified by
the applied treatment sequence of BRAF ± MEKi and CPI. In accordance with the higher
number of rapid disease progressors in the patient group with front-line BRAF ± MEKi
therapy, results from our analysis showed that patients with front-line CPI therapy fol-
lowed by BRAF/MEKi tended to have a longer OS (median OS: 39.0 months; 95% CI:
31.9–46.1 months, p = 0.269) compared to patients with front-line BRAF ± MEKi therapy
(median OS: 27.0 months, 95% CI: 17.9–36.1 months), albeit this association was below
statistical significance (see Figure 4A). This trend became stronger when calculating the me-
dian OS upon cessation of 1L therapy (median OS: 35.0 months vs. 18.0 months, p = 0.070,
Figure 4B).

Of note, further subgroup analysis confirmed the trend that patients with front-line
CPI followed by BRAF ± MEKi therapy presented with a longer median overall sur-
vival. In particular, it was found that patients who had not received previous adjuvant
therapy showed a significantly longer OS for front-line treatment with CPI followed by
BRAF ± MEKi (median OS: 41.0 vs. 14.0 months, p = 0.02; see Supplementary Table S5 and
Figure 4C). In addition, our subgroup analysis indicated that combined CPI therapy was
associated with better survival for both sequencing groups, albeit no significant differences
in survival could be observed between the different treatment sequence regimens (see
Supplementary Table S5).

3.6. Response to Subsequent Treatments and Re-Induction of CPI Therapy

Tumor progression upon 2L treatment required the re-initiation of either BRAF ± MEKi
or CPI as the third- or fourth-line therapy in 62 patients.

In 45 patients receiving a rechallenge with CPI, renewed tumor control was achieved
in 13 patients (28.9%), with 1 patient even presenting with a complete response that was
ongoing at the time of data-lock. Interestingly, most of these patients had not shown a
response to CPI therapy previously (n = 10/13), which indicated that the sequence of BRAF
± MEKi and CPI might have improved the receptivity to immune-checkpoint blockade.
The average time from the first application of CPI until a rechallenge of CPI was 9.4 months.
CPI-rechallenge included treatment with either combined checkpoint blockade (n = 18),
anti-PD1 monotherapy (n = 26), or anti-CTLA4 monotherapy (n = 1), and the median
duration of CPI rechallenge was 3.0 months. The overall response rate to CPI rechallenge
was 28.9%. However, the median progression-free survival after rechallenge was only
3.0 months (95% CI: 2.2–3.8 months), with no significant differences found for patients with
different previous treatment schedules. Notably, a rechallenge with CPI was significantly
more often initiated in patients with front-line CPI therapy (n = 18; 48.6%) than patients
with front-line BRAF ± MEKi therapy (n = 27; 27.6%, p = 0.025). The median overall
survival after CPI rechallenge was 16.0 months (95% CI: 0–36.7 months).

On the other hand, 38 patients received a rechallenge with BRAF ± MEKi. Among
these 38 patients, 13 achieved a renewed tumor response (34.2%), with 3 patients even show-
ing a complete response to BRAF ± MEKi rechallenge, which was ongoing in two patients
at the time of data-lock. Notably, all patients with a renewed response to BRAF ± MEKi
rechallenge received targeted therapy in a front-line setting and have shown at least PR as
BOR in nine cases. The median duration of BRAF ± MEKi rechallenge was 6.0 months, and
median progression-free survival was 7.0 months (95% CI: 2.7–11.3 months). Overall sur-
vival from re-initiation of BRAF/MEKi therapy was 19.0 months (95% CI: 0–46.1 months).
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Figure 4. Overall survival of patients stratified by the treatment regimen applied. Survival curves
show the results of Kaplan–Meier analysis with median OS as primary endpoint, which has been
calculated both from initiation of 1L therapy (A) and after cessation of 1L therapy (B,C). Results from
subsequent statistical survival analysis using log-rank test reveal that patients who received front-line
CPI followed by BRAF ± MEKi therapy showed no statistically significant differences in median OS
when calculated from initiation of 1L therapy (median OS: 39.0 vs 29.0 months, p = 0.269; (A)) or upon
cessation of front-line treatment (median OS: 35.0 vs 18.0 months, p = 0.070; (B)). However, there
was a trend towards a better median OS for patients given front-line CPI followed by BRAF ± MEKi
therapy. In a sub-cohort of patients without systemic pretreatment (C) front-line CPI treatment was
associated with a significant survival benefit (median OS: 41.0 vs 14.0 months, p = 0.020).
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4. Discussion

Over the last decade, new systemic treatment options have emerged for treating pa-
tients with metastatic melanoma who harbor a BRAF-V600 mutation. The introduction
of CPI and BRAF/MEK-inhibitors led to a significant advancement in melanoma ther-
apy, and even profound tumor responses can be found in some patients with advanced
melanoma [2,3]. However, despite the promising survival data, accumulating evidence
from real-world investigations suggests that most patients with metastatic melanoma
harboring a BRAF-mutation will at some timepoint show a relapse of the disease, which
requires the re-initiation of anti-tumor treatments due to primary or acquired tumor resis-
tance [9]. Since head-to-head trials comparing the different treatment regimens have not
yet been published, it remains a vital issue for cutaneous oncologists to determine the most
suitable first-line therapeutic option and the optimal treatment sequencing of BRAF/MEKi
therapy and CPI for BRAF-mutant melanoma patients.

In this real-world, retrospective analysis, we present the outcomes of 135 patients with
stage IV BRAF-mutated melanoma who received consecutive treatment with BRAF/MEKi
and CPI, or vice versa. These were selected from a cohort of 243 melanoma patients who
received TT or CPI in a 1L setting (data on a subcohort of patients that only received
CPI or BRAF/MEKi therapy without subsequent vice versa treatment are reported in
Supplementary Table S7). Here, we obtained several relevant findings that give new
insights into the role of treatment sequencing in melanoma therapy and the outcome of
BRAF-mutant melanoma patients upon primary treatment failure.

First, our data revealed that the vast majority of the 243 BRAF-mutant melanoma
patients receiving front-line BRAF ± MEKi therapy or CPI therapy eventually showed a
relapse of the disease within the median follow-up period of 41 months. Notably, patients
receiving front-line CPI therapy were less likely to experience a relapse of the disease (83.3%
vs. 92.1%) and had a longer median overall survival compared to patients given front-line
TT (42.0 months vs 25.0 months, p = 0.032) (see Supplementary Table S4). These data are in
accordance with a previous retrospective analysis [9], while previous RCT demonstrated
superior PFS rates upon 1L therapy with either treatment [5,8]. The different rates of
tumor progress upon 1L treatment compared to previous RCT might be explained by the
presence of unfavorable prognostic features within our real-world patient cohort, such as a
significant share of patients with MBM and elevated LDH serum levels at baseline, which
have been excluded from RCT. In addition, differences in median OS and tumor progress
might be inferred from the different follow-up periods upon 1L treatment in the overall
patient cohort (Supplementary Table S4), and presumably worse prognostic features found
for patients receiving front-line TT.

Further, we observed that the 138 melanoma patients with primary treatment failure
upon front-line treatment showed a diminished ORR and PFS compared to previous RCT.
In particular, we observed a significantly shorter PFS of only 6 months upon front-line
TT, as opposed to the COMBI-d and co-BRIM trials, which reported a median PFS of
11–13 months [5]. Moreover, in our patient cohort, only 22.4% of BRAF-mutated patients
were progression-free after 12 months of front-line TT compared to >70% in the COMBI-d
and co-BRIM trial. The selection bias may most likely explain these data in our patient
cohort because we included only patients who showed a tumor relapse upon front-line
therapy and subsequently received second-line treatments. Further confounders to be
considered are the application of BRAFi-monotherapy in the years 2011–2014 as opposed
to combination TT, previous systemic treatments, a significant proportion of patients with
multifocal metastatic disease and elevated LDH-serum levels at baseline, and patients with
active brain metastasis, who are regularly excluded from clinical trials. Accordingly, a
remarkable 70% of patients treated with front-line TT presented with elevated LDH-levels
at baseline, and almost 40% showed hepatic metastasis—another detrimental prognostic
factor. Thus, it was not unexpected that objective response rates in our patient cohort
were considerably weaker (ORR: 35.7%) than previous RCT, which reported response rates
between 64 and 69% [5,12]. Therefore, our reported data instead reflect the efficacy of TT in
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a routine clinical setting for patients with primary treatment failure, which is in accordance
with previous studies from real-world cohorts [9,25]. Moreover, it was previously reported
that individuals with high LDH levels and brain metastasis have the lowest 1-year PFS
(8%) during TT, which highlights the significance of our observations in this patient cohort
with adverse prognostic factors [11].

Comparable to the ORR and PFS in patients treated with first-line TT, we observed
significantly worse response rates and PFS outcomes for patients with front-line CPI
than previous RCTs, namely Keynote-001 and CheckMate067. In particular, we observed a
median PFS of only 3 months in our patient’s cohort treated with front-line CPI compared to
a reported PFS of 5.6 months upon monotherapy with pembrolizumab [26] and 16.8 months
for combined immunotherapy [8]. In addition, we found that only 18% of patients showed
an objective response to front-line CPI, which was considerably weaker than previous
pooled analysis of nivolumab trials (29.7%) [27]. Here, the worse baseline characteristics
found in our patient cohort, and the inclusion of patients having received IPI monotherapy,
might account for these significant differences in response and PFS. Further, 24% of patients
had received systemic pre-treatments prior to front-line CPI, which might have affected
response to front-line treatment.

Despite the discouraging efficacy data of front-line treatment observed in our cohort
of BRAF-mutant melanoma patients, overall survival in our cohort was comparable to
previous RCTs, with a median OS of 33.0 months compared to 45.5 months for first-line
pembrolizumab monotherapy [26] and a median OS of 25.9 and 33.6 months being reported
for COMBI-d [5] and the COLUMBUS trial [7], respectively. Therefore, we reasoned that
these data might not least be attributed to the availability of second-line treatment options
and that treatment sequencing might impact OS.

To test this assumption, we stratified patients according to the applied treatment
sequence. In doing so, we observed, second and most importantly, that patients treated
with front-line CPI achieved a prolonged OS compared to patients receiving front-line TT
(median OS: 35.0 vs. 18.0 months, p = 0.07), albeit this association was below statistical
significance. Notably, this association became significant in a subgroup of patients without
previous systemic treatments (median OS: 41.0 vs. 14.0 months, p = 0.02). Our results
corroborate previous findings from retrospective studies that reported that front-line CPI
treatment resulted in better survival outcomes than front-line TT [9,22,28–30] and prelimi-
nary data from prospective clinical trials [31]. At the same time these older analyses did not
address up-to-date sequences used in melanoma treatment and had substantially shorter
follow-up times than our study (see Table 5). Moreover, Schilling and coworkers reported
favorable survival outcomes of patients treated with anti-PD1 monotherapy compared to
first line TT [16]. In line with this, Moser and coworkers [32] have more recently reported
favorable survival outcomes of patients treated with anti-PD1 monotherapy compared
to first-line TT, while a small study by Luke and coworkers found no survival benefit for
patients receiving front-line CPI [33].
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Table 5. Comparison of outcomes reported in different retrospective trials for patients with BRAF-mutant stage IV melanoma stratified by treatment sequence.

Authors No. of
Patients

Elevated LDH
at 1L Therapy

Initiation
MBM ORR to 2L CPI

(%)
ORR to 2L TT

(%)
Median PFS
upon 2L TT,

Months

Median PFS
upon 2L CPI,

Months

Median OS
(Months) upon

Initiation of 1L TT

Median OS
(Months) upon

Initiation of 1L CPI

Median
Follow-Up

Time

Ascierto [22] 93 nA nA 10% nA nA nA 9.9 months 14.5 months 11 months

Ackerman [28] 274 34% 20% 0% 57% nA 2.7 13.4 months 19.6 months nA

Johnson [23] 114 40% (TT) vs.
19% (CPI)

24% (TT) vs.
9% (CPI) 25% nA 2.8 months 5.0 months 40.3 months 27.5 months nA

Amini-Adle [34] 74 46.3% 34.1% 12.2% nA nA 2.0 months nA 7.0 months (from
start anti-PD1) nA

Czarnecka [9] 253 42.3% 24.9% 8% nA 12.7 months 2.4 months 11.7 months not reached
(14.7—NR) 23.2 months

Simeone [29] 47 52.3% 21.4% 12.5% nA 9 months 3 months nA nA nA

Haist et al 135 72.3% 51.1% 18.4% 37.8% 5.0 months 2.0 months 27.0 months 39.0 months 41 months

Abbreviations: No. = number; 1L = first line; 2L = second line; MBM = melanoma-brain metastases; ORR = objective response rate; PFS = progression-free survival; OS = overall survival;
TT = BRAF/MEK-directed targeted therapy; CPI = checkpoint-inhibitor therapy; nA = not available; NR = not reached.
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Concerning treatment efficacy in the course of tumor progression, we observed that the
DCR was comparable for patients receiving TT prior or after previous CPI exposure (58.2%
vs. 62.2%, p = 0.84). In comparison, patients receiving front-line CPI had superior DCR
to patients receiving CPI after prior application of TT (56.8% vs. 40.8%, p = 0.041). Again,
these findings are in line with previous studies, which have suggested that BRAF/MEKi
therapy efficacy is not substantially influenced by prior CPI [28,35] and that TT maintains a
high efficacy throughout different treatment lines, both in the second-line and subsequent
treatment lines [36]. Hence, patients who fail CPI may still derive significant benefits
from subsequent TT, although, to date, it cannot be ruled out that cross-resistance to TT
might exist in patients who initially fail on CPI treatment. Notably, all patients in our
study who received a rechallenge with BRAF/MEKi in a third-line setting showed a similar
ORR compared to previous treatment lines (ORR: 34.2%), whereas only patients with
previous response to BRAF/MEKi therapy were among those with an objective response.
In contrast, patients who did not respond to TT rarely responded to CPI, which indicates
that the efficacy of CPI therapy might be influenced by prior treatment responsiveness to
BRAF/MEKi [21,28]. In line with this, it has been suggested that anti-PD1 is less effective
after prior TT than when given in a treatment-naïve setting, both with regard to ORR (33.4%
vs. 23.7%) and PFS (median PFS: 7.0 vs. 2.8 months) [26,27,34,37]. Contrasting these reports,
a pooled analysis of phase II/III trials could find no evidence that response rates to CPI
might be affected by prior TT [27,38].

Last, we showed that survival outcomes upon discontinuation of front-line treatment
were substantially worse for patients receiving front-line TT compared to front-line CPI
(median OS: 18.0 vs. 35.0 months; p= 0.070) and that rapid disease progression was more
common in patients with front-line TT (27.6% vs. 16.2%). Furthermore, upon failure
of TT, rapid disease progressors only showed a median OS of 4 months [21,28]. These
observations are in accordance with retrospective analyses reporting that rapid disease
progressors had significantly worse outcomes than patients who were able to complete
second-line treatment with ipilimumab [9,20,22,23,28,29,34]. Further, our results confirmed
a strong association of elevated LDH levels with rapid disease progression. These data
suggest that, in the case of primary failure of TT, the course of the disease might be more
aggressive and that patients are thus unable to gain full benefit from subsequent CPI,
resulting in rapid PD and death [29]. Considering these results, a recent study of Reijers
and coworkers suggested that switching from TT to CPI during an ongoing response to TT
might be superior in terms of survival compared to switching from TT to CPI at the moment
of PD [20]. This suggestion is supported by preclinical studies which showed a favorable
transformation of the TME during initial BRAF-inhibitor therapy, while demonstrating that
T cell infiltration was diminished at the time of disease progression [39,40], a question that
is currently being addressed in the prospective clinical trial SECOMBIT (Supplementary
Table S6).

Significant limitations of our study are the retrospective, monocentric nature of the
investigation, which generates an inherent selection bias within the cohort. Our real-life
data also show an accumulation of patients with unfavorable baseline characteristics among
those receiving first-line TT, which might have affected our analysis, despite correction
with multivariate Cox-regression analysis. Additionally, due to the overrepresentation of
patients with poor prognostic features and front-line treatment with TT, the sample size was
not balanced in the groups comparing the OS in patients receiving CPI before TT or CPI after
TT. Therefore, survival benefits found in patients with front-line CPI treatment might also be
inferred, either from the poor prognostic features found in the cohort which received front-
line TT, or the observation that some patients with 1L CPI had initially discontinued CPI due
to severe AE and only later due to PD. Moreover, the heterogeneity in terms of the different
classes of CPI and BRAF/MEKi administered, the different systemic pre-treatments and
subsequent treatment lines, as well as the different standards of treatments applied (i.e.,
therapy with single-agent BRAF-inhibitors or ipilimumab was standard schema in the years
2011–2014) might have affected our results. In particular, subgroup analysis found that



Cancers 2022, 14, 2082 19 of 22

patients who received combined checkpoint-inhibitor therapy showed substantially better
survival data than patients with CPI monotherapy. We also acknowledge that, by studying
patients who received second-line treatment, we introduced a selection bias because only
patients who were fit enough would start second-line therapy. To examine the impact of
subsequent therapies on treatment outcomes, randomized controlled trials with predefined
endpoints are required, since, in real-world cohorts, the choice of subsequent therapy
depends on tumor characteristics and the preference of the treating oncologist. Finally,
there was no homogenous timing and frequency of response assessments, making PFS
data susceptible to confounding, while OS is less likely to be affected and was therefore
defined as a primary endpoint. Given the above-discussed limitations, our data need to be
interpreted cautiously.

In summary, the results of this retrospective analysis indicate that front-line CPI
therapy followed by BRAF/MEKi therapy might provide better tumor control in the long-
run, albeit we could only show a significant association with OS in a subgroup of previously
untreated patients and not in the overall cohort of patients with BRAF-mutant, metastatic
melanoma. Our results also show that survival was inferior for patients who were refractory
to BRAF/MEKi and that these patients were at higher risk of rapid disease progression
than patients with upfront CPI therapy. Importantly, our real-world data suggest that
this association might even apply to patients with adverse prognostic features, such as
melanoma brain metastases and high LDH levels. However, these results require further
validation in prospective clinical trials, which are currently underway.

5. Conclusions

This retrospective study, including 135 metastatic melanoma patients who received
consecutive treatments with BRAF/MEKi and CPI, or vice versa, provides evidence that
front-line treatment with CPI is associated with favorable tumor control and overall survival
in patients with BRAF-mutant melanoma. Further, our data indicate that patients who are
refractory to front-line BRAF/MEKi therapy are at higher risk of rapid disease progression
compared to patients with front-line CPI treatment.
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of treatment sequencing on survival outcomes, Table S7: Baseline patient characteristics, treatment
specifics and survival outcomes in patients with CPI or BRAF/MEKi therapy only.

Author Contributions: Writing and editing of the manuscript, M.H., H.S., R.E., M.I.F., C.L. and S.G.;
methodology, software, validation, formal analysis, funding acquisition, and illustration of tables and
figures, M.H., R.E. and H.S.; conceptualization, H.S., M.H. and S.G.; project administration, M.H.,
H.S., C.L. and S.G.; supervision, M.H., S.G. and C.L.; data acquisition, R.E., M.H., H.S., M.I.F. and C.L.
All authors have read and agreed to the published version of the manuscript.

Funding: H.S. and M.H. are supported by intramural research funding from the UMC, Mainz. M.H. is
supported by the Clinician Scientist Fellowship “TransMed Jumpstart Program: 2019_A72” supported
by the Else Kröner Fresenius Foundation.

https://www.mdpi.com/article/10.3390/cancers14092082/s1
https://www.mdpi.com/article/10.3390/cancers14092082/s1


Cancers 2022, 14, 2082 20 of 22

Institutional Review Board Statement: Ethical review and approval were waived due to the
anonymized analysis of retrospective patient data, which have been routinely collected during
the clinical treatment at the Skin Cancer Center of the Department of Dermatology (University
Hospital, Mainz). This procedure is regulated in Rhineland-Palatinate by the State Hospital Act (§ 36
and § 37). The analysis of the anonymized real-world patient data was conducted according to the
guidelines of the Declaration of Helsinki. All patients gave their consent for treatment at the initiation
of therapy.

Informed Consent Statement: Informed consent was not required due to the anonymized collection
of retrospective patient data.

Data Availability Statement: All relevant data are within the manuscript and its supporting tables
and figures. The individual patients’ data is not publicly available and cannot be shared.

Acknowledgments: Data presented in this study are taken in part from the doctoral thesis of R.E.

Conflicts of Interest: M.H., H.S., M.I.F. and R.E. declare no conflicts of interest. S.G. declares
honoraria for advisory boards, oral presentations, and travel expenses from Roche, Novartis, MSD,
and BMS outside the submitted work. C.L. declares speaking engagements, advisory board honoraria,
and travel support from Bristol Myers Squibb, Merck Sharp and Dohme, Merck Serono, Novartis,
Roche, Pierre Fabre, Sun Pharma, Kiowa Kirin, Sanofi, Biontech, and Almirall Hermal, outside the
submitted work.

Abbreviations

AE adverse events
BRAF/MEKi BRAF/MEK inhibitors
BRAF ± MEKi BRAF with/or without MEK inhibitors
BSC best-supportive care
CI confidence interval
CPI immune-checkpoint inhibitors
CR complete response
CTLA-4 cytotoxic-T-lymphocyte antigen 4
DCR disease-control rate
HR hazard ratio
ICB immune-checkpoint blockade
LDH lactate dehydrogenase
MBM melanoma brain metastases
ORR overall response rate
OS overall survival
PD progressive disease
PD-1 programmed death protein 1
PFS progression-free survival
PR partial response
RCT randomized controlled trial
SD stable disease
Tx treatments
TME tumor microenvironment
TT BRAF/MEK-directed targeted therapy
TTNT time to next treatment
1L front-line
2L second-line

References
1. Siegel, R.L.; Miller, K.D.; Jemal, A. Cancer statistics, 2019. CA Cancer J. Clin. 2019, 69, 7–34. [CrossRef] [PubMed]
2. Wolchok, J.D.; Chiarion-Sileni, V.; Gonzalez, R.; Grob, J.-J.; Rutkowski, P.; Lao, C.D.; Cowey, C.L.; Schadendorf, D.; Wagstaff, J.;

Dummer, R.; et al. CheckMate 067: 6.5-year outcomes in patients (pts) with advanced melanoma. J. Clin. Oncol. 2021, 39, 9506.
[CrossRef]

http://doi.org/10.3322/caac.21551
http://www.ncbi.nlm.nih.gov/pubmed/30620402
http://doi.org/10.1200/JCO.2021.39.15_suppl.9506


Cancers 2022, 14, 2082 21 of 22

3. Schummer, P.; Schilling, B.; Gesierich, A. Long-Term Outcomes in BRAF-Mutated Melanoma Treated with Combined Targeted
Therapy or Immune Checkpoint Blockade: Are We Approaching a True Cure? Am. J. Clin. Derm. 2020, 21, 493–504. [CrossRef]
[PubMed]

4. Davies, H.; Bignell, G.R.; Cox, C.; Stephens, P.; Edkins, S.; Clegg, S.; Teague, J.; Woffendin, H.; Garnett, M.J.; Bottomley, W.; et al.
Mutations of the BRAF gene in human cancer. Nature 2002, 417, 949–954. [CrossRef] [PubMed]

5. Robert, C.; Grob, J.J.; Stroyakovskiy, D.; Karaszewska, B.; Hauschild, A.; Levchenko, E.; Chiarion Sileni, V.; Schachter, J.; Garbe, C.;
Bondarenko, I.; et al. Five-Year Outcomes with Dabrafenib plus Trametinib in Metastatic Melanoma. N. Engl. J. Med. 2019, 381,
626–636. [CrossRef] [PubMed]

6. Hauschild, A.; Larkin, J.; Ribas, A.; Dreno, B.; Flaherty, K.T.; Ascierto, P.A.; Lewis, K.D.; McKenna, E.; Zhu, Q.; Mun, Y.; et al.
Modeled Prognostic Subgroups for Survival and Treatment Outcomes in BRAF V600-Mutated Metastatic Melanoma: Pooled
Analysis of 4 Randomized Clinical Trials. JAMA Oncol. 2018, 4, 1382–1388. [CrossRef]

7. Dummer, R.; Ascierto, P.A.; Gogas, H.J.; Arance, A.; Mandala, M.; Liszkay, G.; Garbe, C.; Schadendorf, D.; Krajsova, I.; Gutzmer, R.;
et al. Encorafenib plus binimetinib versus vemurafenib or encorafenib in patients with BRAF-mutant melanoma (COLUMBUS):
A multicentre, open-label, randomised phase 3 trial. Lancet Oncol. 2018, 19, 603–615. [CrossRef]

8. Larkin, J.; Chiarion-Sileni, V.; Gonzalez, R.; Grob, J.J.; Rutkowski, P.; Lao, C.D.; Cowey, C.L.; Schadendorf, D.; Wagstaff, J.;
Dummer, R.; et al. Five-Year Survival with Combined Nivolumab and Ipilimumab in Advanced Melanoma. N. Engl. J. Med. 2019,
381, 1535–1546. [CrossRef]

9. Czarnecka, A.M.; Teterycz, P.; Mariuk-Jarema, A.; Lugowska, I.; Rogala, P.; Dudzisz-Sledz, M.; Switaj, T.; Rutkowski, P. Treatment
Sequencing and Clinical Outcomes in BRAF-Positive and BRAF-Negative Unresectable and Metastatic Melanoma Patients Treated
with New Systemic Therapies in Routine Practice. Target Oncol. 2019, 14, 729–742. [CrossRef]

10. Hugo, W.; Shi, H.; Sun, L.; Piva, M.; Song, C.; Kong, X.; Moriceau, G.; Hong, A.; Dahlman, K.B.; Johnson, D.B.; et al. Non-genomic
and Immune Evolution of Melanoma Acquiring MAPKi Resistance. Cell 2015, 162, 1271–1285. [CrossRef]

11. Long, G.V.; Grob, J.J.; Nathan, P.; Ribas, A.; Robert, C.; Schadendorf, D.; Lane, S.R.; Mak, C.; Legenne, P.; Flaherty, K.T.; et al.
Factors predictive of response, disease progression, and overall survival after dabrafenib and trametinib combination treatment:
A pooled analysis of individual patient data from randomised trials. Lancet Oncol. 2016, 17, 1743–1754. [CrossRef]

12. Ascierto, P.A.; McArthur, G.A.; Dreno, B.; Atkinson, V.; Liszkay, G.; Di Giacomo, A.M.; Mandala, M.; Demidov, L.; Stroyakovskiy,
D.; Thomas, L.; et al. Cobimetinib combined with vemurafenib in advanced BRAF(V600)-mutant melanoma (coBRIM): Updated
efficacy results from a randomised, double-blind, phase 3 trial. Lancet Oncol. 2016, 17, 1248–1260. [CrossRef]

13. Long, G.V.; Flaherty, K.T.; Stroyakovskiy, D.; Gogas, H.; Levchenko, E.; de Braud, F.; Larkin, J.; Garbe, C.; Jouary, T.; Hauschild, A.;
et al. Dabrafenib plus trametinib versus dabrafenib monotherapy in patients with metastatic BRAF V600E/K-mutant melanoma:
Long-term survival and safety analysis of a phase 3 study. Ann. Oncol. 2017, 28, 1631–1639. [CrossRef] [PubMed]

14. Lau, P.K.; Ascierto, P.A.; McArthur, G. Melanoma: The intersection of molecular targeted therapy and immune checkpoint
inhibition. Curr. Opin. Immunol. 2016, 39, 30–38. [CrossRef] [PubMed]

15. Weide, B.; Martens, A.; Hassel, J.C.; Berking, C.; Postow, M.A.; Bisschop, K.; Simeone, E.; Mangana, J.; Schilling, B.; Di Giacomo,
A.M.; et al. Baseline Biomarkers for Outcome of Melanoma Patients Treated with Pembrolizumab. Clin. Cancer Res. 2016, 22,
5487–5496. [CrossRef] [PubMed]

16. Schilling, B.; Martens, A.; Geukes Foppen, M.H.; Gebhardt, C.; Hassel, J.C.; Rozeman, E.A.; Gesierich, A.; Gutzmer, R.; Kahler,
K.C.; Livingstone, E.; et al. First-line therapy-stratified survival in BRAF-mutant melanoma: A retrospective multicenter analysis.
Cancer Immunol. Immunother. 2019, 68, 765–772. [CrossRef]

17. Jung, T.; Haist, M.; Kuske, M.; Grabbe, S.; Bros, M. Immunomodulatory Properties of BRAF and MEK Inhibitors Used for
Melanoma Therapy-Paradoxical ERK Activation and Beyond. Int. J. Mol. Sci. 2021, 22, 9890. [CrossRef]

18. Kuske, M.; Westphal, D.; Wehner, R.; Schmitz, M.; Beissert, S.; Praetorius, C.; Meier, F. Immunomodulatory effects of BRAF and
MEK inhibitors: Implications for Melanoma therapy. Pharm. Res. 2018, 136, 151–159. [CrossRef]

19. Boni, A.; Cogdill, A.P.; Dang, P.; Udayakumar, D.; Njauw, C.N.; Sloss, C.M.; Ferrone, C.R.; Flaherty, K.T.; Lawrence, D.P.; Fisher,
D.E.; et al. Selective BRAFV600E inhibition enhances T-cell recognition of melanoma without affecting lymphocyte function.
Cancer Res. 2010, 70, 5213–5219. [CrossRef]

20. Reijers, I.L.M.; Rozeman, E.A.; Wilgenhof, S.; van Thienen, J.V.; Haanen, J.; Blank, C.U. Switch to checkpoint inhibition after
targeted therapy at time of progression or during ongoing response: A retrospective single-centre experience in patients with
BRAF-mutated melanoma. Pigment Cell Melanoma Res. 2020, 33, 498–506. [CrossRef]

21. Ascierto, P.A.; Simeone, E.; Giannarelli, D.; Grimaldi, A.M.; Romano, A.; Mozzillo, N. Sequencing of BRAF inhibitors and
ipilimumab in patients with metastatic melanoma: A possible algorithm for clinical use. J. Transl. Med. 2012, 10, 107. [CrossRef]
[PubMed]

22. Ascierto, P.A.; Simeone, E.; Sileni, V.C.; Del Vecchio, M.; Marchetti, P.; Cappellini, G.C.; Ridolfi, R.; de Rosa, F.; Cognetti, F.;
Ferraresi, V.; et al. Sequential treatment with ipilimumab and BRAF inhibitors in patients with metastatic melanoma: Data from
the Italian cohort of the ipilimumab expanded access program. Cancer Investig. 2014, 32, 144–149. [CrossRef] [PubMed]

23. Johnson, D.B.; Pectasides, E.; Feld, E.; Ye, F.; Zhao, S.; Johnpulle, R.; Merritt, R.; McDermott, D.F.; Puzanov, I.; Lawrence, D.; et al.
Sequencing Treatment in BRAFV600 Mutant Melanoma: Anti-PD-1 Before and After BRAF Inhibition. J. Immunother. 2017, 40,
31–35. [CrossRef] [PubMed]

http://doi.org/10.1007/s40257-020-00509-z
http://www.ncbi.nlm.nih.gov/pubmed/32124332
http://doi.org/10.1038/nature00766
http://www.ncbi.nlm.nih.gov/pubmed/12068308
http://doi.org/10.1056/NEJMoa1904059
http://www.ncbi.nlm.nih.gov/pubmed/31166680
http://doi.org/10.1001/jamaoncol.2018.2668
http://doi.org/10.1016/S1470-2045(18)30142-6
http://doi.org/10.1056/NEJMoa1910836
http://doi.org/10.1007/s11523-019-00688-8
http://doi.org/10.1016/j.cell.2015.07.061
http://doi.org/10.1016/S1470-2045(16)30578-2
http://doi.org/10.1016/S1470-2045(16)30122-X
http://doi.org/10.1093/annonc/mdx176
http://www.ncbi.nlm.nih.gov/pubmed/28475671
http://doi.org/10.1016/j.coi.2015.12.006
http://www.ncbi.nlm.nih.gov/pubmed/26765776
http://doi.org/10.1158/1078-0432.CCR-16-0127
http://www.ncbi.nlm.nih.gov/pubmed/27185375
http://doi.org/10.1007/s00262-019-02311-1
http://doi.org/10.3390/ijms22189890
http://doi.org/10.1016/j.phrs.2018.08.019
http://doi.org/10.1158/0008-5472.CAN-10-0118
http://doi.org/10.1111/pcmr.12835
http://doi.org/10.1186/1479-5876-10-107
http://www.ncbi.nlm.nih.gov/pubmed/22640478
http://doi.org/10.3109/07357907.2014.885984
http://www.ncbi.nlm.nih.gov/pubmed/24484235
http://doi.org/10.1097/CJI.0000000000000148
http://www.ncbi.nlm.nih.gov/pubmed/27846054


Cancers 2022, 14, 2082 22 of 22

24. Haist, M.; Stege, H.; Pemler, S.; Heinz, J.; Fleischer, M.I.; Graf, C.; Ruf, W.; Loquai, C.; Grabbe, S. Anticoagulation with Factor Xa
Inhibitors Is Associated with Improved Overall Response and Progression-Free Survival in Patients with Metastatic Malignant
Melanoma Receiving Immune Checkpoint Inhibitors-A Retrospective, Real-World Cohort Study. Cancers 2021, 13, 5103. [CrossRef]
[PubMed]

25. McArthur, G.A.; Larkin, J.M.G.; Ascierto, P.A.; Hsu, J.J.; Yan, Y.; Rooney, I.A.; Koralek, D.O.; Dréno, B.; Ribas, A. Efficacy of
cobimetinib (C) and vemurafenib (V) in advanced BRAF-mutated melanoma patients (pts) with poor and favorable prognosis in
the coBRIM phase III study. J. Clin. Oncol. 2016, 34, 9530. [CrossRef]

26. Robert, C.; Schachter, J.; Long, G.V.; Arance, A.; Grob, J.J.; Mortier, L.; Daud, A.; Carlino, M.S.; McNeil, C.; Lotem, M.; et al.
Pembrolizumab versus Ipilimumab in Advanced Melanoma. N. Engl. J. Med. 2015, 372, 2521–2532. [CrossRef] [PubMed]

27. Larkin, J.; Lao, C.D.; Urba, W.J.; McDermott, D.F.; Horak, C.; Jiang, J.; Wolchok, J.D. Efficacy and Safety of Nivolumab in Patients
With BRAF V600 Mutant and BRAF Wild-Type Advanced Melanoma: A Pooled Analysis of 4 Clinical Trials. JAMA Oncol. 2015, 1,
433–440. [CrossRef]

28. Ackerman, A.; Klein, O.; McDermott, D.F.; Wang, W.; Ibrahim, N.; Lawrence, D.P.; Gunturi, A.; Flaherty, K.T.; Hodi, F.S.; Kefford,
R.; et al. Outcomes of patients with metastatic melanoma treated with immunotherapy prior to or after BRAF inhibitors. Cancer
2014, 120, 1695–1701. [CrossRef]

29. Simeone, E.; Grimaldi, A.M.; Festino, L.; Giannarelli, D.; Vanella, V.; Palla, M.; Curvietto, M.; Esposito, A.; Palmieri, G.; Mozzillo,
N.; et al. Correlation between previous treatment with BRAF inhibitors and clinical response to pembrolizumab in patients with
advanced melanoma. Oncoimmunology 2017, 6, e1283462. [CrossRef]

30. Pavlick, A.C.; Zhao, R.; Lee, C.H.; Ritchings, C.; Rao, S. First-line immunotherapy versus targeted therapy in patients with
BRAF-mutant advanced melanoma: A real-world analysis. Future Oncol. 2021, 17, 689–699. [CrossRef]

31. Atkins, M.; Lee, S.; Chmielowski, B.; Ribas, A.; Tarhini, A.A.; Truong, T.-G.; Davar, D.; O’Rourke, M.; Curti, B.D.; Brell, J.; et al.
DREAMseq (Doublet, Randomized Evaluation in Advanced Melanoma Sequencing) a Phase III Trial: ECOG-ACRIN EA6134. J.
Clin. Oncol. 2021, 39, 356154. [CrossRef]

32. Moser, J.C.; Chen, D.; Hu-Lieskovan, S.; Grossmann, K.F.; Patel, S.; Colonna, S.V.; Ying, J.; Hyngstrom, J.R. Real-world survival of
patients with advanced BRAF V600 mutated melanoma treated with front-line BRAF/MEK inhibitors, anti-PD-1 antibodies, or
nivolumab/ipilimumab. Cancer Med. 2019, 8, 7637–7643. [CrossRef] [PubMed]

33. Luke, J.J.; Ghate, S.R.; Kish, J.; Lee, C.H.; McAllister, L.; Mehta, S.; Ndife, B.; Feinberg, B.A. Targeted agents or immuno-oncology
therapies as first-line therapy for BRAF-mutated metastatic melanoma: A real-world study. Future Oncol. 2019, 15, 2933–2942.
[CrossRef]

34. Amini-Adle, M.; Khanafer, N.; Le-Bouar, M.; Duru, G.; Dalle, S.; Thomas, L. Ineffective anti PD-1 therapy after BRAF inhibitor
failure in advanced melanoma. BMC Cancer 2018, 18, 705. [CrossRef]

35. Ascierto, P.A.; Margolin, K. Ipilimumab before BRAF inhibitor treatment may be more beneficial than vice versa for the majority
of patients with advanced melanoma. Cancer 2014, 120, 1617–1619. [CrossRef] [PubMed]

36. Orlova, K.V.; Ledin, E.V.; Zhukova, N.V.; Orlova, R.V.; Karabina, E.V.; Volkonskiy, M.V.; Stroyakovskiy, D.L.; Yurchenkov, A.N.;
Protsenko, S.A.; Novik, A.V.; et al. Real-World Experience with Targeted Therapy in BRAF Mutant Advanced Melanoma Patients:
Results from a Multicenter Retrospective Observational Study Advanced Melanoma in Russia (Experience) (ADMIRE). Cancers
2021, 13, 2529. [CrossRef]

37. Daud, A.I.; Ashworth, M.T.; Strosberg, J.; Goldman, J.W.; Mendelson, D.; Springett, G.; Venook, A.P.; Loechner, S.; Rosen, L.S.;
Shanahan, F.; et al. Phase I dose-escalation trial of checkpoint kinase 1 inhibitor MK-8776 as monotherapy and in combination
with gemcitabine in patients with advanced solid tumors. J. Clin. Oncol. 2015, 33, 1060–1066. [CrossRef]

38. Aya, F.; Fernandez-Martinez, A.; Gaba, L.; Victoria, I.; Tosca, M.; Pineda, E.; Gascon, P.; Prat, A.; Arance, A. Sequential treatment
with immunotherapy and BRAF inhibitors in BRAF-mutant advanced melanoma. Clin. Transl. Oncol. 2017, 19, 119–124. [CrossRef]

39. Frederick, D.T.; Piris, A.; Cogdill, A.P.; Cooper, Z.A.; Lezcano, C.; Ferrone, C.R.; Mitra, D.; Boni, A.; Newton, L.P.; Liu, C.; et al.
BRAF inhibition is associated with enhanced melanoma antigen expression and a more favorable tumor microenvironment in
patients with metastatic melanoma. Clin. Cancer Res. 2013, 19, 1225–1231. [CrossRef]

40. Wilmott, J.S.; Long, G.V.; Howle, J.R.; Haydu, L.E.; Sharma, R.N.; Thompson, J.F.; Kefford, R.F.; Hersey, P.; Scolyer, R.A. Selective
BRAF inhibitors induce marked T-cell infiltration into human metastatic melanoma. Clin. Cancer Res. 2012, 18, 1386–1394.
[CrossRef]

http://doi.org/10.3390/cancers13205103
http://www.ncbi.nlm.nih.gov/pubmed/34680252
http://doi.org/10.1200/JCO.2016.34.15_suppl.9530
http://doi.org/10.1056/NEJMoa1503093
http://www.ncbi.nlm.nih.gov/pubmed/25891173
http://doi.org/10.1001/jamaoncol.2015.1184
http://doi.org/10.1002/cncr.28620
http://doi.org/10.1080/2162402X.2017.1283462
http://doi.org/10.2217/fon-2020-0643
http://doi.org/10.1200/JCO.2021.39.36_suppl.356154
http://doi.org/10.1002/cam4.2625
http://www.ncbi.nlm.nih.gov/pubmed/31677253
http://doi.org/10.2217/fon-2018-0964
http://doi.org/10.1186/s12885-018-4618-9
http://doi.org/10.1002/cncr.28622
http://www.ncbi.nlm.nih.gov/pubmed/24577788
http://doi.org/10.3390/cancers13112529
http://doi.org/10.1200/JCO.2014.57.5027
http://doi.org/10.1007/s12094-016-1514-0
http://doi.org/10.1158/1078-0432.CCR-12-1630
http://doi.org/10.1158/1078-0432.CCR-11-2479

	Introduction 
	Patients and Methods 
	Patient Population 
	Primary and Secondary Clinical Outcomes 
	Statistical Analysis 

	Results 
	Patients’ Characteristics 
	Factors Associated with Disease Progression and Survival 
	Treatment with Immune-Checkpoint Inhibitors Followed by BRAF/MEK-Inhibitors 
	Treatment with BRAF/MEK-Inhibitors Prior to Immune-Checkpoint Inhibitor Therapy 
	Impact of the Treatment Sequencing with BRAF/MEK Inhibitors and CPI on Survival in BRAF-Mutant Melanoma Patients 
	Response to Subsequent Treatments and Re-Induction of CPI Therapy 

	Discussion 
	Conclusions 
	References

