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Social stress in adolescents induces depression and
brain-region-specific modulation of the transcription
factor MAX
LS Resende1,2,4, CE Amaral1,2,4, RBS Soares2, AS Alves3, L Alves-dos-Santos1,2, LRG Britto3 and S Chiavegatto1,2

MAX is a conserved constitutive small phosphoprotein from a network of transcription factors that are extensively studied in
tumorigenesis and whose functions affect cell proliferation, differentiation and death. Inspired by its higher expression during
development and in regions involved in emotional behaviors, we hypothesized its involvement in cerebral changes caused by
early-life stress. We studied the effects of repeated social stress during adolescence on behaviors and on MAX and its putative
partner MYC. Thirty-day-old C57BL/6 male mice underwent brief daily social defeat stress from an adult aggressor for 21 days.
Following social stress episodes and housing in social groups after each defeat, adolescent mice exhibit depressive-like, but not
anxiety-like behaviors and show higher MAX nuclear immunoreactivity in hippocampal (HC) but not prefrontal cortical (PFC)
neurons. Conversely, MAX immunoreactivity is lower in the striatum (ST) of defeated adolescents. The positive correlation between
MAX and MYC levels in the PFC revealed disruptions in both the HC and ST. The changes in MAX protein levels are not due to
differential gene expression or protein degradation in those regions, suggesting that posttranscriptional modifications occurred.
These findings indicate that repeated, brief social defeat in adolescent male mice, combined with group housing, is a useful
protocol to study a subtype of depression that is dissociated from generalized (non-social) anxiety. To our knowledge, this is the
first report of an association between dysregulation of the MAX-MYC network in the brain and a behavior, suggesting a novel
approach for exploiting the neuroplasticity associated with depression.
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INTRODUCTION
Early life constitutes a particularly sensitive period during which
chronic stress may lead to dysregulation of the stress system,
thereby compromising neurodevelopment.1 Psychological and
experiential factors are among the most powerful stressors.2

Approximately 10–30% of children and adolescents, more boys
than girls, regularly suffer from school bullying worldwide.3,4 The
adverse experience of being bullied by peers induces various
potential short- and long-term psychological and somatic
sequelae.5 Therefore, bullying is considered a risk factor for
various mental disorders among adolescents.6

Social conflict models in rodents produce several behavioral
and physiological changes resembling the symptoms observed in
humans, many of which can also be long-lasting.7–10 Repeated
social defeat is a valuable animal model for bullying in humans,
but most studies have been performed in adult animals. Little is
known about how the adolescent brain responds to social
defeat.11

Because social defeat stress in adolescents perturbs neurode-
velopment, we chose to investigate a transcription factor essential
to events occurring during this phase and whose expression is
higher in regions involved in emotional behaviors. MAX is a highly
conserved small phosphoprotein belonging to a network of
transcription factors whose interactions result in gene-specific
transcriptional activation or repression.12

The loss of MAX function in mice is lethal, suggesting an
essential role in early embryonic growth and development.13 The
steady-state expression of Max mRNA was temporally investigated
in the central nervous system of male mice. The neonatal mouse
cerebrum shows high Max expression with a prominent reduction
during the first 7 weeks of age, when it is stably maintained at
lower levels.14 This observation is consistent with roles for the
MAX network in cell proliferation, differentiation and death, which
are important events during neurodevelopment.15 Our hypothesis
that MAX participates in the cerebral changes caused by early-life
stress is further supported by two distinct lines of in vivo evidence.
Max is differentially expressed in the medial prefrontal cortex
(PFC) of rats from lines that were bidirectionally selected for
ethanol preference16 and is upregulated in the FC of rats
susceptible to behavioral deficits after an acute unavoidable
stress.17 Although these studies used outbred adult rats under
different conditions and stimuli, to our knowledge, these are the
only findings relating the brain regulation of MAX to rodent
behavior, which remains otherwise unexplored.

MATERIALS AND METHODS
Animals
Male C57BL/6 mice were weaned at 21 days old and group-housed in
standard cages. Adult male CD-1 mice were single-housed for 3 weeks and
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served as the stimulus (residents) in agonistic encounters. They were
previously selected for their reliability in shorter attack latencies. All
animals had free access to food and water on a 12-h light/dark cycle (on at
0700 hours) in closed, ventilated stands. The experiments followed
international guidelines and were approved by local committees.

Repeated brief social stress
Social stress was performed according to Miczek et al.18 for adult mice,
with some modifications. Each 30-day-old mouse was introduced into the
home cage of an unfamiliar male CD-1 daily afternoon for 21 consecutive
days. The residents were rotated every day to maintain the intensity level
of each defeat. During the agonistic interactions, the experimental mouse
was repetitively attacked by the adult mouse (short bursts of approaching,
chasing and biting). As soon as they displayed a clear and sustained
submissive posture (vocalization, defensive upright and freezing) they
were separated by a wire mesh introduced into the center of the cage,
never exceeding 5 min. This condition was maintained for 30 min. Using
this procedure, the experimental mice were protected from repeated
attacks but remained in olfactory, visual, and auditory contact with the
aggressor (threat), which is highly stressful.19 Each control animal was
concomitantly placed in cages under similar conditions, but without the

resident, in a different room. The animals were then relocated to their
original cages. We performed independent sets of social stress, followed by
behavioral tests (see Figure 1 for timing details).
The open-field (OF), forced swimming (FS) and sucrose preference (SP)

tests were recorded from set 1 (n=15 control and n= 18 defeated) and the
elevated plus-maze (EPM) from set 2 (n= 6/6). Blood corticosterone (CORT)
and gene expression levels were determined from set 3 (n=6/6).
Immunoblotting was performed using set 4 (n= 6/9), immunohistochem-
istry and immunofluorescence were performed using set 5 (n=5/5) and
proteasome activity was determined using set 6 (n=5/5).

Behavioral studies
Animals from both groups were tested in an alternating sequence from
0800 hours to 1200 hours The sessions were recorded, and the images
were subsequently analyzed using ViewPoint (Videotrack 3.0; View Point,
Lyon, France) by researchers blinded to the experimental groups.

OF. This test was performed as described.20 The apparatus consisted of a
square arena (60 cm) covered with white Formica divided into 36 equal
squares, with 30-cm-high walls. The animals were tested over a 5-min
period in an illuminated room (62 lux at arena floor). The following
parameters were considered: total distance traveled, total travel time and
time spent in the peripheral area or in the 16 center quadrants.

EPM. This test was performed as described.20 The apparatus was made of
black Formica with two opposing open arms (30 cm×5 cm; 82 lux) and
two closed arms (15 cm high; 39 lux) of the same size that extended from a
central platform (69 lux) elevated 47 cm above the floor. Each mouse was
placed on the central area with the head facing an open arm and allowed
to explore the maze for 5 min. The time spent in both types of arms was
quantified.

FS. This test was performed according to Ambar and Chiavegatto.21 Each
mouse was placed in a glass cylinder (17 cm diameter × 24 cm depth)
containing 19 cm of 25 °C water for 6 min. Fresh water was used for each
animal. The duration of immobility was analyzed during the last 4 min.

SP. This test was adapted from a published protocol.22 The animals were
caged individually after the eighteenth day of social confrontation and
were habituated with two identical plastic bottles filled with water and
placed on the cage lid for 24 h. The next day, one bottle was replaced with
a bottle containing 2% sucrose. This procedure was repeated for one
additional day with a fresh sucrose solution, and the relative position of the
bottles (left vs right) was changed every 12 h. At the end of the twenty-first
day, the amount consumed by each mouse over 48 h was quantified. SP
was calculated as sucrose intake (ml)/total fluid intake (ml) × 100.

Brain and blood samples
Twenty-four hours after the last social confrontation, the animals were
decapitated, and the PFC, hippocampus (HC) and striatum (ST) were
dissected from both hemispheres on dry ice and stored at − 70 °C. Samples
of trunk blood were centrifuged (10 000 g, 15 min, 4°C), and serum was
stored at − 70 °C. For immunohistochemistry, mice were intraperitoneally
anesthetized with ketamine:xylazine (5:1 mg per 100 g ml− 1) and intracar-
dially perfused with PBS at 37 °C and 4% paraformaldehyde in cold 0.1 M
PB, pH 7.4. Brains were fixed in 4% paraformaldehyde overnight and stored
in a cryoprotective 30% buffered sucrose solution.

Blood corticosterone
CORT was measured in triplicate using an enzyme immunoassay (DetectX
Corticosterone Kit, K014-H5, Ann Arbor, MI, USA). Serum samples were
diluted 1:100 in assay buffer to ensure that they were within the range of
the calibration curve. The sensitivity of the kit was 18.6 pg ml− 1.

Immunoblotting
Total protein was isolated as previously described.23 Twenty microgram of
total protein for MAX and 10 μg for MYC were separated by electrophor-
esis on 10% Mini-Protean gels (Bio-Rad, Hercules, CA, USA) and transferred
to polyvinylidene difluoride (PVDF) membranes using a Semi-dry Trans-
Blot System (Bio-Rad). The proteins were blocked (Tris-buffered saline with
Tween 20 and 5% bovine serum albumin for 4 h at room temperature (RT))

Figure 1. Experimental design and effects of repeated episodes of
social defeat on the behaviors of male adolescent mice. (a) Thirty-
day-old mice were socially defeated for a period of up to 5 min of
physical interaction followed by 30 min of cohabitation with the
aggressor (threat period) daily during the afternoon for 21 days. The
animals were submitted to the open field (OF), elevated plus-maze
(EPM), and forced swimming (FS) tests during the morning and to
the sucrose preference (SP) overnight. (b) OF: travelling time (s) in
the total area (TA), peripheral area (PA) and central area (CA) over
5 min. (c) EPM: % time spent in the open arms during 5 min. (d) FS:
time spent immobile (s) in the final 4 min. (e) SP: %= sucrose intake
(ml)/total fluid intake (ml) × 100. Means± s.e.m.; *Po0.05; n= 15–18
each for OF, FST, SP; n= 6 each for EPM.
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and incubated overnight at 4°C with a MAX antibody (1:2000; sc-197, Santa
Cruz Biotechnology, Santa Cruz, CA, USA)24 or a MYC antibody (1:1000; sc-
40).25 The blots were then incubated with secondary antibodies (1:4000;
sc-2004 or sc-2005, 1 h at RT). For the loading control, the membranes
were stripped with 5% acetic acid for 5 min at RT, blocked with 5% bovine
serum albumin for 1 h and incubated with anti-β-Actin (1:1000; sc-47778)
or anti-γ-tubulin (1:10 000; T6557, Sigma-Aldrich, St. Lewis, WA, USA)
antibodies overnight at 4 °C. The protein levels were detected with
enhanced chemiluminescence (Bio-Rad) and analyzed with ImageQuant
7.0 (GE Healthcare Life Sciences, Piscataway, NJ, USA). The levels of both
loading control proteins (β-actin and γ-tubulin) were similar between
groups. The optical densities of the MAX and MYC bands were determined
by normalization to the corresponding control bands.

Immunohistochemistry and immunofluorescence
Immunolabeling was conducted as described previously.26 Brain coronal
sections (30 μm) were incubated with the MAX antibody described above
(1:200 in PB, 0.3% Triton X-100, 5% normal goat serum) for 12 h at RT. The
sections were incubated with a biotinylated IgG (1:200; Jackson Labs, West
Grove, PA, USA) for 2 h, processed for 90 min with the ABC Elite kit (Vector
Labs, Burlingame, CA, USA), and visualized using peroxidase (0.05% DAB
and 0.03% hydrogen peroxide in PB). The sections were mounted on glass
slides, the staining was intensified (0.05% osmium tetroxide in water), and
then the sections were dehydrated and coverslipped with Permount
(Fisher Scientific, Waltham, MA, USA). The regions of interest (HC and ST)
were identified using a stereotaxic atlas,27 and the corresponding images
were captured using a Leitz Aristoplan microscope coupled to a CCD-72S
camera (Dage-MTI, Michigan City, IN, USA). To minimize variability, we used
an optical density ratio between the regions of interest and the
background for each section and time point. Five randomly selected
fields per section from each animal were quantified (ImageJ 4.37, NIH,
Bethesda, MD, USA).
For immunofluorescence, the brain sections were incubated with MAX

antibody (12 h, RT, in 5% normal goat serum), washed and incubated with
TRITC-labeled IgG (1:100; Jackson Labs) for 2 h. The sections were
counterstained, mounted with coverslips using Vectashield (Vector Labs)
containing DAPI (Prolong Gold antifade reagent, Invitrogen, Carlsbad, CA,
USA), and examined using a Leitz Aristoplan microscope.

Reverse transcription and qPCR
Frozen samples were immersed in TRIzol (Invitrogen) and homogenized
(Polytron PT10/35, Brinkmann, NY, USA). Total RNA was isolated according
to the manufacturer’s instructions, quantified via spectrophotometry
(NanoDrop, Thermo Fisher Scientific, Waltham, MA, USA), and verified for
integrity on 1% agarose gels. The total RNAs (2 μg) from both groups were
simultaneously reverse-transcribed using oligo(dT) primers and Super-
Script III (Invitrogen) in a final volume of 20 μl. Quantitative analyses of Max
and the control genes were performed in a Rotor-Gene 3000 (Corbett
Research, Concord, NSW, Australia), as previously described.21 Optimal
conditions were obtained using a five-point, two-fold dilution curve for
each transcript. Each PCR contained 12.5 ng of reverse-transcribed RNA,
200 nmol of each specific primer and SYBR Green PCR Master Mix (Applied
Biosystems, Foster City CA, USA). Complementary DNA samples from both
groups were assayed in triplicate in the same run. Samples without
complementary DNA and with RNA (no reverse transcription) were
included as negative controls. A dissociation curve was performed to
confirm product specificity and the absence of primer dimers. The relative
amount of Max transcript in each brain area was calculated as previously
described.28,29 The following genes were analyzed as candidate controls:
Ppia, Hprt1, Gadph, and Actb. Primer sequences were as follows: Ppia 5′-AAT
GCTGGACCAAACACAAA-3′, 5′-CCTTCTTTCACCTTCCCAAA-3′; Hprt1 5′-TGTTG
TTGGATATGCCCTTG-3′, 5′-GCGCTCATCTTAGGCTTTGT-3′; Gadph 5′-AGGA
GCGAGACCCCACTAAC-3′, 5′-GTGGTTCACACCCATCACAA-3′; Actb 5′-GTGG
GAATGGGTCAGAAGG-3′, 5′-GGTCATCTTTTCACGGTTGG-3′; and Max 5′-GC
AGTGAGGTGGTTGTCGCCC-3′, 5′-ACCTCGGTTGCTCTTCGTCGC-3′.

Proteasome assay
Frozen brain samples (PFC, HC and ST) were assayed for 20S chymotrypsin-
like activity by monitoring the fluorescence intensity of 7-amino-4-
methylcoumarin (AMC) after cleavage from the labeled substrate Suc–
Leu–Leu–Val–Tyr–AMC (Kit APT280, Chemicon, Temecula, CA, USA). Briefly,
all samples were homogenized in lysis buffer (50 mM HEPES, pH 7.5, 5 mM

EDTA, 150 mM NaCl, 1% Triton X-100, and 2 mM ATP) and then centrifuged

(20 000 g for 20 min at 4°C), and protein concentrations were determined
using the bicinchoninic acid method (Pierce). Equal amounts of protein
(40 μg) were incubated (2 h, 37 °C) in 100 μl of assay buffer containing
10 μl of the supplied proteasome substrate. The proteasome inhibitor
lactacystin (10 μl) was used to monitor the specificity of the assay. Free
AMC fluorescence was measured at 440 nm (excitation at 380 nm) using
an AMC standard curve (0.04–12.5 μM). The proteasome activity in the
experimental samples was calculated as the percentage of the controls (in
arbitrary units, a.u.).

Statistical analysis
Student’s t-tests were used to analyze the differences between the control
and experimental groups, with significance set at P⩽ 0.05. Linear
regression analysis was performed on the MAX and MYC protein levels
in the individual samples. The data are presented as the means± s.e.m.

RESULTS
Behavioral testing
Locomotor activity, reported as the distance traveled
(2652± 220 cm control, 2261 ± 106 cm defeated; P40.05) and
time traveled (P40.05; Figure 1b) in the total area of the OF, was
not different between groups. Anxiety-related behaviors were
investigated using both the OF and EPM. Time traveled in the
peripheral area (PA) or central area (CA) of the OF was not
different between groups (P40.05; Figure 1b). Similarly, in the
EPM, the percentage of time spent in the open arms was not
different (P40.05; Figure 1c), indicating that adolescent defeated
mice do not show anxiety-like behaviors when tested in either
apparatus. In the FST, the defeated mice remained in an immobile
or floating position longer than the controls (t(31) = 2.39; Po0.05;
Figure 1d).
The preference for 2% sucrose on the twenty-first day, an

indicator of anhedonia, is reduced in the defeated mice (sucrose
intake = 1.80 to 7.90 ml; CV = 29%) compared with the controls
(3.10 to 9.00 ml; CV = 20%; t(31) = 2.10; Po0.05; Figure 1e), whereas
the animals maintained a similar total fluid intake (7.96 ± 1.77 and
7.73 ± 2.13 ml, respectively; P40.05). The results of the FS and SP
suggest that repeated episodes of social defeat induce a
depression-like state in adolescent mice and that this effect is
not exhibited by a few extremely stressed animals. Notably, we
used this same defeat protocol in adolescent mice that were not
tested in the FS before the SP measurements. They also displayed
reduced SP compared with the non-defeated mice (data not
shown; Po0.05), ruling out a possible effect of the acute stress
from the FS on the SP results.

Blood corticosterone levels
The blood CORT concentration at 24 h after the last episode of
social confrontation did not differ between control and defeated
groups (78.30 ± 39.71 vs 78.05 ± 34.18 ng ml− 1; n= 6 each;
P40.05).

MAX and MYC protein levels
Compared with the controls, MAX immunoblots from the defeated
adolescents show a 30% increase in the HC (t(13) = 2.26; Po0.05)
and a 20% decrease in the ST (t(7) = 2.71; Po0.05; Figure 2a). The
MAX level in the PFC is similar between groups (P40.05;
Figure 2a), as are the MYC levels in the PFC, HC and ST (P40.05,
Figure 2b). Regression analyses of the MAX and MYC levels were
assessed separately for each group. A positive correlation between
the MAX and MYC levels was observed in the PFC for both the
control (r= 0.92, Po0.05) and defeated mice (r= 0.84, Po0.05).
However, social stress disrupts this correlation in the HC (control:
r= 0.83, Po0.05; defeated: r= 0.29, P40.05) and ST (control:
r= 0.88, Po0.05; defeated: r= 0.16, P40.05).
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MAX immunoreactivity was consistent with the immunoblotting
results. In the HC, the number of MAX-positive cells increased by
36% in CA1 (control: 100 ± 4.4%, defeated: 135.5 ± 9.8%; t(8) = 2.32;
Po0.05), by 29% in CA3 (100 ± 3.0% vs 129.2 ± 8.9%; t(8) = 2.45;
Po0.05), and by 27% in the dentate gyrus (DG; 100 ± 8.2% vs
defeated: 127.3 ± 3.2%; t(8) = 2.90; Po0.01; Figure 3a). In the ST,
the number of MAX-immunoreactive cells decreased by ~ 89% in
the defeated mice (control: 100 ± 29.0%, defeated: 10.64 ± 49.4%;
t(8) = 3.03; P= 0.01; Figure 3b).
To further characterize the subcellular localization of MAX in the

HC, slices were stained with the nuclear marker 4′,6-diamidino-2-
phenylindole (DAPI) and anti-MAX antibody. The MAX signals
were mainly detected in the nuclei of the hippocampal cells
(Figure 4).

MAX transcript levels
The Max transcript levels in the PFC, HC, and ST of the defeated
mice were similar to the controls (P40.05 for all; Figure 5a).
Transcript levels for all tested control genes were similar between
groups in the HC (Ppia: 0.63 ± 0.11, 0.79 ± 0.19; Hprt1: 0.34 ± 0.16,
0.40 ± 0.03; Gapdh: 0.74 ± 0.19, 0.88 ± 0.16; Actb 0.49 ± 0.28,
0.56 ± 0.17 for controls vs defeated, respectively), PFC and ST
(not shown) (P40.05 for all). Ppia showed the most stable levels
across samples and was used to normalize the Max levels.

Proteasome activity
We measured the relative chymotrypsin-like activities of the two
groups to determine whether the changes observed in the protein
but not transcript levels of MAX in the defeated mice were
associated with dysfunction of the proteasome. The enzyme
activity (a.u.) was similar between groups in all three brain areas
(P40.05; Figure 5b).

DISCUSSION
Using repeated brief episodes of social defeat over 21 days as a
stressor and maintaining the defeated mice in social groups after
each defeat, we show that male adolescent mice exhibit a
depression-like phenotype, as indicated by reduced sucrose
preference (an anhedonic response) and prolonged immobility
in the FST. These behavioral changes are not accompanied by
differences in spontaneous motor activity or anxiety-like behaviors
in the OF or EPM. Importantly, we also show that repeated social
defeat is associated with region-specific differences in the protein
levels of the transcription factor MAX, but not in its transcript, in

the hippocampus and striatum. Proteasome activities in these
brain areas are not modified by the social stress. The transcription
factor MYC, a known partner in the MAX network, is not differ-
entially expressed in these brain areas following social defeat.

Repeated social defeat stress associated with group housing
induces depression but not anxiety-like behaviors in adolescent
male mice
Social defeat is an ethologically relevant animal model of
psychosocial stress, and although it can be used as a model of
adolescent bullying, most studies have been conducted on adult
animals. Only recently have there been reports on mice that were
socially defeated and evaluated during adolescence. Two labora-
tories have used the 10-day protocol in male adolescent C57BL/6
mice and have shown increases in both anxiety and depression-
like behaviors.30,31 In these two studies, the intensity of physical
and psychological aggression received by the adolescents was
much higher than that used in our protocol. Indeed, Huang’s study
reported elevated levels of mortality among the adolescent mice
after the social defeat (~21.3%).30 In our protocol, although the
social defeat occurs over a longer time (21days), the adolescents
were removed from the physical interaction as soon as they
displayed submissive postures (up to 5 min), and the threat period
lasted only 30 min per day. We have never observed any mortality
or physical incapacities among our defeated adolescents.
The other important difference with our procedure is that after

this shorter exposure to stress, the adolescents are returned to
their original cages, where they are regrouped with their familiar
cagemates. Actually, we have used this protocol as a prospective
method that is more similar to bullying episodes occurring among
boys in their social environments. In contrast, in the 10-day
protocol, defeated mice never return to their home cages.32,33 In
adolescent mice, social isolation per se, including the prevention of
social play behaviors, induces detrimental effects including
molecular changes in the serotonergic system, particularly in
emotion-related brain areas.20 The housing conditions after social
defeat are crucial to the magnitude and duration of the effects of
stress.10,34 A reduction of stress responses by living with
conspecifics is termed ‘social buffering’.35,36 Accordingly, the
anxiety-like behaviors in an EPM after social defeat are lower in
group-housed adult rats than in individually housed adult rats.37,38

These studies in rats indicate that social housing following social
defeat attenuates and/or prevents increases in anxiety-like
behaviors. Although our protocol does not include an experi-
mental group housed in social isolation, our results in adolescent

Figure 2. (a) Immunoblotting of MAX and (b) MYC in the prefrontal cortex (PFC), hippocampus (HC) and striatum (ST) of adolescent male mice
submitted to repeated episodes of social defeat over 21 days. The values are expressed as the % of MAX or MYC levels in the control group
normalized to β-actin or γ-tubulin (optical density (OD)). Representative images of the MAX and MYC proteins and respective controls are
shown. Mean± s.e.m.; *Po0.05; n= 6–9 each for PFC and HC; n= 4–5 each for ST.
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mice that were socially housed after each defeat are consistent
with these findings because the two independent cohorts of mice
did not differ from the undefeated controls in parameters related
to unconditioned anxiety. Dissociation of spontaneous (non-

social) anxiety-like behaviors and the hedonic state after exposure
to stressors was previously reported in adult mice.39,40 Those
studies used mice subjected to isolation housing and observed
increased anxiety after chronic stress, which was independent of

Figure 3. Representative immunohistochemistry images. (a) The number of MAX-immunoreactive cells is increased in coronal sections of the
hippocampus (CA1, CA3 and dentate gyrus: DG) and (b) reduced in the striatum of adolescent male mice submitted to repeated episodes of
social defeat over 21 days (v: ventricle, cc: corpus callosum; n= 5 each).
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the differences in the SP. These results may indicate that elevated
anxiety is a non-specific and common response to the severity of
chronic stress and is not related to the development of anhedonia.
Although the milder conditions used in our current study are

not sufficient to induce anxiety-like behaviors, they are sufficient
to induce anhedonia in the adolescents. The decreased intake and
preference for palatable solutions in rodents has been used to
indicate a presence of anhedonia, a core feature of depressive
disorder in humans.41,42 Studies using social defeat have con-
sistently shown decreased SP,39,40,43,44 suggesting a depression-
like behavior as a consequence of this stress.
An additional behavioral alteration indicative of depression in

our socially defeated adolescents is the increased immobility time
in the FST. This test is widely used to assess antidepressant
efficacy.45 Our adolescent defeated mice show a more passive
coping strategy when exposed to the acute stress of swimming
than do the non-defeated mice. This result is consistent with
recent reports using the 10-day social defeat protocol in mice.30,31

The hypothalamic-pituitary-adrenal axis is involved in stress
adaptation, and glucocorticoids coordinate physiological pro-
cesses in response to stress. Because our goal was to determine
whether these animals would exhibit sustained corticosteronemia
when the brain samples were collected, we measured the blood
CORT concentrations 24 h after the last episode of social defeat.
Regardless of whether they were subjected to social defeat stress,
52-day-old mice did not display differences in the circulating CORT
levels at this single time-point. It should be noted that a steady-

state CORT determination was performed in resting animals 2–3 h
before the lights were turned off, without any additional
acute stress to challenge the hypothalamic-pituitary-adrenal axis.
These findings are consistent with the observation that many
individuals with depressive symptoms do not experience basal
hypercortisolemia.46,47 Regarding the role of corticosteroids in
stress, studies have shown that their levels are increased in acute
situations but are not modified after chronic mild stress,48,49

suggesting that hormone levels are adapted after exposure to
long-lasting stress.46

Taken together, these results show that this protocol of
repeated brief social defeat in adolescent mice associated with
group housing can also serve as an interesting animal model of a
subtype of depression that is dissociated from generalized anxiety.

Social stress in adolescents induces region-specific alterations in
the MAX protein levels
We studied MAX expression in selected brain areas known to be
involved in emotional behaviors, the HC and PFC, and displaying
the highest expression in the neonatal mice cerebrum.14 Repeated
defeat stress induces a significant increase in MAX protein
expression in the HC, particularly in CA1, CA3 and the DG, but
does not change MAX expression in the PFC. The selective
increase in the MAX levels in the HC may reflect a neuroprotective
response to the social stress because this area remains structurally
plastic throughout life.50 Interestingly, a careful inspection of the
reported steady-state MAX expression in mice (see Table 4 from

Figure 4. Nuclear expression of MAX protein in the hippocampus of C57BL/6 adolescent male mice. (a) Nuclei were stained with DAPI (blue).
(b) MAX fluorescence (red). Arrows indicate nuclei positive for MAX protein.

Figure 5. (a) Max transcripts normalized to the Ppia levels (n= 6 each) and (b) chymotrypsin-like activity of the 20S proteasome in the
prefrontal cortex (PFC), hippocampus (HC) and striatum (ST) of adolescent male mice submitted to repeated episodes of social defeat over
21 days (n= 5 each). The values are expressed as the percentage of the control group. Mean± s.e.m.; P40.05.
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ref. 14) suggests that the signal intensity increases from the
infancy to adult periods, specifically in the DG. This result is
consistent with a role for MAX in cell proliferation. Accordingly, a
protective role for MAX overexpression in cultured rat endothelial
cells has been reported.51

Unexpectedly, the MAX level is severely reduced in the ST. The
dorsal striatum collected here comprises the caudate and puta-
men and was chosen as a "negative control" area because it is not
as closely associated with emotional behaviors as is the ventral
"affective" striatum. However, recent studies have challenged this
notion, supporting alterations in primary functional connectivity
involving dorsal but not ventral corticostriatal circuits.52,53 In
particular, in depressed adolescent populations, an elegant
imaging study showed that alterations in dorsal striatum
connectivity are evident at the early stages of illness, suggesting
compensatory mechanisms.54 Therefore, our findings of perturbed
expression of MAX in the dorsal striatum of adolescent male mice
displaying depression-like behaviors may further indicate a role for
this brain region, although the participation of MAX in this process
remains unspecified.

MAX is localized in most nuclei from hippocampal cells
MAX-immunopositive signals in the hippocampal cells of the
defeated mice are detected homogeneously but only in the
nucleus. This result is consistent with previous studies showing
that MAX protein is expressed in a homogeneous nuclear
pattern.55,56 A closer inspection of the MAX-immunolabeled cells
suggests that they are indeed neurons and not glial cells and that
MAX is present in most of the DAPI-labeled nuclei. This neuronal
sub-localization of MAX is consistent with its role as a transcription
factor.

The social defeat-induced differences in MAX protein levels are
not related to its gene expression or protein degradation
Interestingly, the perturbed MAX levels observed in the HC and ST
of the defeated adolescents, as supported by two immunoassays,
do not seem to reflect differential gene transcription. The
quantitation of the Max transcripts shows similar levels between
groups in all brain areas studied. Intracellular proteolysis in
eukaryotic cells mainly occurs via the ubiquitin–proteasome
system, and its dysregulation has been reported in several central
nervous system pathologies, including neurodegenerative dis-
eases and autism spectrum disorders.57 Genetic studies have
associated polymorphisms in ubiquitin-proteasome system-
related genes with major depression,58 antidepressant responses59

and generalized anxiety disorder.60 Because the intranuclear MAX
levels can be modulated by proteasomal degradation in vitro,61 we
hypothesized that a dysfunction of this system could account
for our results. However, for all brain areas analyzed, the
chymotrypsin-like activity of the proteasome was similar between
the defeated and control mice. These results do not support the
hypothesis that the differences in MAX protein expression in the
defeated mice result from perturbed degradation by this system in
response to social stress. Another possibility would be differential
regulation of the translation of Max mRNA. Accordingly, brain
region-specific interference in the translational control was
reported in response to chronic mild stress62 and after chronic
fluoxetine administration in rats.63 Max is also directly targeted
and repressed by the miR-22,64,65 a microRNA recently implicated
in the pathogenesis of psychiatry disorders.66,67 Blood miR-22 is
upregulated by chronic antidepressant treatment in depressed
subjects,68 being therefore suggested as a molecular signature.
These interesting hypotheses deserve investigation in the
adolescent social defeat stress model.

MYC does not correlate with the MAX disturbances induced by
social defeat
The MAX network comprises a group of transcription factors
that act by dimerization through their helix-loop-helix zipper
domains.12 Transcriptional activation is mediated exclusively by
MAX-MYC, whereas other complexes may mediate transcriptional
repression.69 Unlike MAX, which is a constitutive protein, MYC has
a short half-life and is highly regulated.70 MYC is thought to
influence up to 15% of genes, and despite their broad functional
range, MYC affects specific classes that are involved in metabo-
lism, protein biosynthesis, cell cycle regulation, cell adhesion and
the cytoskeleton.71 The c-Myc and Max genes show similar
temporal expression patterns in the brain, that is, higher levels
during embryonic and neonatal stages.72 Therefore, we hypothe-
sized that MYC may also be an important MAX partner, and its
expression would be similarly disturbed by social stress in
adolescence. However, immunoblots do not reveal differences in
the MYC levels between the defeated and control mice in any
brain area, which argues against this possibility. Furthermore, we
show a positive linear association between the MAX and MYC
protein levels in the three brain areas of the control adolescents;
this correlation is disrupted in the HC and ST of the defeated mice,
where MAX is modulated, but not in the PFC, where MAX levels
remain unchanged.
Although social defeat does not alter the MYC levels, it remains

possible that the disturbed MAX/MYC ratio in the HC and ST
indirectly affects its transcriptional activity. Accordingly, in vitro
studies suggest that overexpression of MAX in the absence of a
corresponding increase in MYC can affect MYC function because
MAX homodimers, which are transcriptionally inert, compete for
binding to the same specific DNA elements.15,73,74 It is not clear
what factors determine the identities of their direct targets
because it also depends on the specific transcriptional cofactors
recruited and their chromatin-modifying activities.15

A new biological role for MAX?
The complexity of the MAX network of transcription factors is
most frequently explored in tumorigenesis. A recent human study
identified MAX mutations as a cause of hereditary pheochromo-
cytoma, a tumor with neuroendocrine features, suggesting a role
for MAX as a classic tumor-suppressor gene.75 Max was found to
be inactivated in small-cell lung cancer,76 and tricyclic antide-
pressants inhibit the small-cell lung cancer and other neuroendo-
crine tumors both in vitro and in animal models.77 In non-tumor
cells, normal expression of MAX network components drives
embryonic development and tissue repair,78 but the specific
physiological importance of MAX in various brain areas or in
neuroplasticity and stimulus regulation is unknown. MAX, but not
MYC, is downregulated in the postmortem dorsolateral PFC from
schizophrenia patients, being therefore considered a potential
biomarker for this disease.79 Our results indicate that MAX, but not
MYC, is differently expressed in brain areas involved in depression-
related behaviors in adolescent mice after social stress. Because
interactions with alternative partners can influence both the
activity and target genes of transcription factors, it will be
important to identify the associated partners, if any, and the
dynamics of the MAX interactions in these areas. What candidate
genes are regulated by MAX in our model? Can social stress in
adulthood also modulate MAX? Can chronic antidepressant
treatment normalize behavioral deficits and MAX levels? Among
several others, the main question is the functional importance of
this region-specific modulation in depressive behavior. Although
our findings are correlational, we speculate that the increased
MAX levels in the HC, a brain area with extensive structural
plasticity, would reflect a neuroprotective response to social
stress in adolescent animals. This hypothesis is currently under
investigation.
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In conclusion, adolescent male mice show depression-like beha-
viors but not anxiety-like behaviors after repeated brief social defeat
stress with group-housing conditions between each stress episode.
These mice display elevated expression of the transcription factor
MAX in the nuclei of most hippocampal neuronal cells, reduced MAX
expression in the dorsal striatum and similar levels in the prefrontal
cortex. These changes in MAX protein levels are not mediated by
its transcript levels or proteasomal degradation. Furthermore,
changes in brain MAX levels are not reproduced by its putative
dimerization partner MYC, suggesting a dissociated or indepen-
dent role. Our findings provide novel insights into the molecular
mechanisms related to depression in adolescence. Although the
MAX network is frequently studied in cell behaviors in oncology,
our results suggest that psychiatry should pay more attention to
involvement of these proteins in the individuals’ behaviors.

CONFLICT OF INTEREST
The authors declare no conflict of interest.

ACKNOWLEDGMENTS
We thank Rafael Linden, Hilda Petrs-Silva and Daniel Adesse for their technical
support in a pilot study. This work was supported by the National Institute for
Developmental Psychiatry (INCT-CNPq; No. 08/57896-8) and the Sao Paulo Research
Foundation (FAPESP- 2009/01333-8 to SC), Brazil. SC is a research scholar of CNPq.

REFERENCES
1 Spear LP. The adolescent brain and age-related behavioral manifestations. Neu-

rosci Biobehav Rev 2000; 24: 417–463.
2 McEwen BS. The neurobiology of stress. Brain Res 2000; 886: 172–189.
3 Kaltiala-Heino R, Fröjd S. Correlation between bullying and clinical depression in

adolescent patients. Adolesc Health Med Ther 2011; 2: 37–44.
4 Malta DC, Porto DL, Crespo CD, Silva MM, Andrade SS, Mello FC et al. Bullying in

Brazilian school children: analysis of the National Adolescent School-based Health
Survey (PeNSE 2012). Revista Brasileira Epidemiologia 2014; 17: 92–105.

5 Sansone RA, Sansone LA. Bully victims: psychological and somatic aftermaths.
Psychiatry (Edgmont) 2008; 5: 62–64.

6 Kaltiala-Heino R, Rimpelä M, Rantanen P, Rimpelä A. Bullying at school-an indi-
cator of adolescents at risk for mental disorders. J Adolesc 2000; 23: 661–674.

7 Martinez M, Torrent AC, Pico-Alfonso MA. Social defeat and subordination as models
of social stress in laboratory rodents: a review. Aggress Behav 1998; 24: 241–256.

8 Hollis F, Kabbaj M. Social defeat as an animal model for depression. ILAR J 2014;
55: 221–232.

9 Blanchard RJ, McKittrick CR, Blanchard DC. Animal models of social stress: Effects
on behavior and brain neurochemical systems. Physiol Behav 2001; 73: 261–271.

10 Buwalda B, Kole MHP, Veenema HA, Huininga M, Boer SF, Korte MS et al. Long-
term effects of social stress on brain and behavior: a focus on hippocampal
functioning. Neurosci Biobehav Rev 2005; 29: 83–97.

11 Coppens CM, Siripornmongcolchai T, Wibrand K, Alme MN, Buwalda B, de Boer SF
et al. Social defeat during adolescence and adulthood differentially Induce BDNF-
regulated immediate early genes. Front Behav Neurosci 2011; 5: 72.

12 Grandori C, Cowley SM, James LP, Eisenman RN. The Myc/Max/Mad network and
the transcriptional control of cell behavior. Annu Rev Cell Dev Biol 2000; 16:
653–699.

13 Shen-Li H, O’Hagan RC, HJr Hou, Horner JW 2nd, Lee HW, DePinho RA. Essential role
for Max in early embryonic growth and development. Genes Dev 2000; 14: 17–22.

14 Gerhauser I, Alldinger S, Ulrich R, Baumgartner W. Spatio-temporal expression of
immediate early genes in the central nervous system of SJL/J mice. Int J Dev
Neurosci 2005; 23: 637–649.

15 Hurlin PJ, Huang J. The MAX-interacting transcription factor network. Semin
Cancer Biol 2006; 16: 265–274.

16 Sommer W, Hyytiä P, Kiianmaa K. The alcohol-preferring AA and alcohol-avoiding
ANA rats: neurobiology of the regulation of alcohol drinking. Addict Biol 2006; 11:
289–309.

17 Benatti C, Valensisi C, Blom JM, Alboni S, Montanari C, Ferrari F et al. Transcrip-
tional profiles underlying vulnerability and resilience in rats exposed to an acute
unavoidable stress. J Neurosci Res 2012; 90: 2103–2115.

18 Miczek KA, Nikulina E, Kream RM, Carter G, Espejo EF. Behavioral sensitization to
cocaine after a brief social defeat stress: c-fos expression in the PAG. Psycho-
pharmacology 1999; 141: 225–234.

19 Tornatzky W, Miezek KA. Behavioral and autonomic responses to intermittent
social stress: differential protection by clonidine and metoprolol. Psychopharma-
cology 1994; 116: 346–356.

20 Bibancos T, Jardim DL, Aneas I, Chiavegatto S. Social isolation and expression of
serotonergic neurotransmission-related genes in several brain areas of male mice.
Genes Brain Behav 2007; 6: 529–539.

21 Ambar G, Chiavegatto S. Anabolic-androgenic steroid treatment induces beha-
vioral disinhibition and downregulation of serotonin receptor messenger RNA in
the prefrontal cortex and amygdala of male mice. Genes Brain Behav 2009; 8:
161–173.

22 Pothion S, Bizota JC, Trovero F, Belzung C. Strain differences in sucrose preference
and in the consequences of unpredictable chronic mild stress. Behav Brain Res
2004; 155: 135–146.

23 Resende LS, Ribeiro AM, Werner D, Hall JM, Savage LM. Thiamine
deficiency degrades the link between spatial behavior and hippocampal synapsin
I and phosphorylated synapsin I protein levels. Behav Brain Res 2012; 232:
421–425.

24 Comino-Méndez I, Gracia-Aznárez FJ, Schiavi F, Landa I, Leandro-García LJ, Letón
R et al. Exome sequencing identifies MAX mutations as a cause of hereditary
pheochromocytoma. Nat Genet 2011; 43: 663–667.

25 Wafa K, MacLean J, Zhang F, Pasumarthi KBS. Characterization of growth sup-
pressive functions of a splice variant of cyclin D2. PLoS One 2013; 8: e53503.

26 Real CC, Ferreira AF, Chaves-Kirsten GP, Torrão AS, Pires RS, Britto LR. BDNF
receptor blockade hinders the beneficial effects of exercise in a rat model of
Parkinson´s disease. Neuroscience 2013; 237: 118–129.

27 Paxinos G, Franklin KBJ. The Mouse Brain in Stereotaxic Coordinates. Academic
Press: San Diego, USA, 2001.

28 Vandesompele J, De Preter K, Pattyn F, Poppe B, Van Roy N, De Paepe A et al.
Accurate normalization of real-time quantitative RT-PCR data by geometric
averaging of multiple internal control gene. Genome Biol 2012; 3: 1–12.

29 Chiavegatto S, Quadros IMH, Ambar G, Miczek KA. Individual vulnerability to
escalated aggressive behavior by a low dose of alcohol: decreased serotonin
receptor mRNA in the prefrontal cortex of male mice. Genes Brain Behav 2010; 9:
110–119.

30 Huang GB, Zhao T, Muna SS, Bagalkot TR, Jin HM, Chae HJ et al. Effects of chronic
social defeat stress on behaviour, endoplasmic reticulum proteins and choline
acetyltransferase in adolescent mice. Int J Neuropsychopharmacol 2013; 16:
1635–1647.

31 Iñiguez SD, Riggs LM, Nieto SJ, Dayrit G, Zamora NN, Shawhan KL et al. Social
defeat stress induces a depression-like phenotype in adolescent male c57BL/
6 mice. Stress 2014; 17: 247–255.

32 Berton O, McClung CA, Dileone RJ, Krishnan V, Renthal W, Russo SJ et al. Essential
role of BDNF in the mesolimbic dopamine pathway in social defeat stress. Science
2006; 311: 864–868.

33 Golden SA, Covington HE, Berton O, Russo SJ. A standardized protocol for repe-
ated social defeat stress in mice. Nat Protoc 2011; 21: 1183–1191.

34 Von Frijtag JC, Reijmers LG, Van der Harst JE, Leus IE, Van den Bos R, Spruijt BM.
Defeat followed by individual housing results in long-term impaired reward- and
cognition-related behaviours in rats. Behav Brain Res 2000; 20: 137–146.

35 Hennessy MB, Kaiserb S, Sachserb N. Social buffering of the stress response:
Diversity, mechanisms, and functions. Front Neuroendocrinol 2009; 30: 470–482.

36 Kikusui T, Winslow JT, Mori Y. Social buffering: relief from stress and anxiety. Philos
Trans R Soc Lond B Biol Sci 2006; 361: 2215–2228.

37 Ruis MAW, te Brakea JHA, Buwalda B, De Boer SF, Meerlo P, Korte SM et al.
Housing familiar male wildtype rats together reduces the long-term adverse
behavioural and physiological effects of social defeat. Psychoneuroendocrinology
1999; 24: 285–300.

38 Nakayasu T, Ishii K. Effects of pair-housing after social defeat experience on ele-
vated plus-maze behavior in rats. Behav Processes 2008; 78: 477–480.

39 Strekalova T, Spanagel R, Bartsch D, Henn FA, Gass P. Stress-induced anhedonia in
mice is associated with deficits in forced swimming and exploration. Neu-
ropsychopharmacology 2004; 29: 2007–2017.

40 Krishnan V, Han MH, Graham DL, Berton O, Renthal W, Russo SJ et al. Molecular
adaptations underlying susceptibility and resistance to social defeat in brain
reward regions. Cell 2007; 13: 391–404.

41 Katz RJ. Animal model of depression: pharmacological sensitivity of a hedonic
deficit. Pharmacol Biochem Behav 1982; 16: 965–968.

42 Papp M, Willner P, Muscat R. An animal model of anhedonia: attenuation of
sucrose consumption and place preference conditioning by chronic unpredict-
able mild stress. Psychopharmacology 1991; 104: 255–259.

43 Rygula R, Abumaria N, Flugge G, Fuchs E, Ruther E, Havemann-Reinecke U.
Anhedonia and motivational deficits in rats: impact of chronic social stress. Behav
Brain Res 2005; 162: 127–134.

44 Yu Tao Guo M, Garza J, Rendon S, Sun XL, Zhang W et al. Cognitive and neural
correlates of depression-like behaviour in socially defeated mice: an animal model

Adolescent social stress: depression and MAX modulation
LS Resende et al

8

Translational Psychiatry (2016), 1 – 9



of depression with cognitive dysfunction. Int J Neuropsychopharmacol 2011; 14:
303–317.

45 Cryan JF, Holmes A. Model organisms: The ascent of mouse: advances in mod-
elling human depression and anxiety. Nat Rev Drug Discov 2005; 4: 775–790.

46 Mizoguchi K, Yuzurihara M, Ishige A, Sasaki H, Chui DH, Tabira T. Chronic stress
differentially regulates glucocorticoid negative feedback response in rats. Psy-
choneuroendocrinology 2001; 5: 443–459.

47 Silberman DM, Wald MR, Genaro AM. Acute and chronic stress exert opposing
effects on antibody responses associated with changes in stress hormone reg-
ulation. J Neuroimmunol 2003; 144: 53–60.

48 Azpiroz A, Fano E, Garmendia L, Arregi A, Cacho R, Beitia G et al. Effects of chronic
mild stress (CMS) and imipramine administration, on spleen mononuclear cell
proliferative response, serum corticosterone level and brain norepinephrine
content in male mice. Psychoneuroendocrinology 1999; 24: 345–361.

49 Edgar VA, Silberman DM, Cremaschi GA, Zieher LM, Genaro AM. Altered lym-
phocyte catecholamine reactivity in mice subjected to chronic mild stress. Bio-
chem Pharmacol 2003; 65: 15–23.

50 Leuner B, Gould E. Structural plasticity and hippocampal function. Annu Rev
Psychol 2010; 61: 111–C3.

51 Berberich SJ, Cole MD. Casein kinase II inhibits the DNA-binding activity of Max
homodimers but not Myc/Max heterodimers. Genes Dev 1992; 6: 166–176.

52 Furman DJ, Hamilton JP, Gotlib IH. Frontostriatal functional connectivity in major
depressive disorder. Mood Anxiety Disord 2011; 8: 1–11.

53 Gabbay V, Ely BA, Li Q, Bangaru SD, Panzer AM, Alonso CM et al. Striatum-based
circuitry of adolescent depression and anhedonia. J Am Acad Child Adolesc Psy-
chiatry 2013; 54: 628–641.

54 Kerestes R, Harrison BJ, Dandash O, Stephanou, Whittle S, Pujol et al. Specific
functional connectivity alterations of the dorsal striatum in young people with
depression. Neuroimage Clin 2015; 7: 266–272.

55 Yin X, Landay MF, Han W, Levitan ES, Watkins SC, Levenson RM et al. Dynamic
in vivo interactions among Myc network members. Oncogene 2001; 34:
4650–4664.

56 Grinberg AV, Hu CD, Kerppola TK. Visualization of Myc/Max/Mad family dimers
and the competition for dimerization in living cells. Mol Cell Biol 2004; 24:
4294–4308.

57 Lehman NL. The ubiquitin proteasome system in neuropathology. Acta Neuro-
pathol 2009; 118: 329–347.

58 Fukuo Y, Kishi T, Kushima I, Yoshimura R, Okochi T, Kitajima T et al. Possible
association between ubiquitin-specific peptidase 46 gene and major depressive
disorders in the Japanese population. J Affect Disord 2011; 133: 150–157.

59 Garriock HA, Kraft JB, Shyn SI, Peters EJ, Yokoyama JS, Jenkins GD et al. A genome-
wide association study of citalopram response in major depressive disorder. Biol
Psychiatry 2010; 67: 133–138.

60 Gragnoli C. Proteasome modulator 9 gene SNPs, responsible for anti-depressant
response, are in linkage with generalized anxiety disorder. J Cell Physiol 2014; 9:
1157–1159.

61 Petrs-Silva H, Chiarini LB, Linden R. Nuclear proteasomal degradation and cyto-
plasmic retention underlie early nuclear exclusion of transcription factor Max
upon axon damage. Exp Neurol 2008; 213: 202–209.

62 Grønli J, Dagestad G, Milde AM, Murison R, Bramham CR. Post-transcriptional
effects and interactions between chronic mild stress and acute sleep deprivation:
regulation of translation factor and cytoplasmic polyadenylation element-binding
protein phosphorylation. Behav Brain Res 2012; 235: 251–262.

63 Dagestad G, Kuipers SD, Messaoudi E, Bramham CR. Chronic fluoxetine induces
region-specific changes in translation factor eIF4E and eEF2 activity in the
rat brain. Eur J Neurosci 2006; 23: 2814–2818.

64 Ting Y, Medina DJ, Strair RK, Schaar DG. Differentiation-associated miR-22
represses Max expression and inhibits cell cycle progression. Biochem Biophys Res
Commun 2010; 394: 606–611.

65 Berenguer J, Herrera A, Vuolo L, Torroba B, Llorens F, Sumoy L et al. MicroRNA 22
regulates cell cycle length in cerebellar granular neuron precursors. Mol Cell Biol
2013; 33: 2706–2717.

66 Muiños-Gimeno M, Espinosa-Parrilla Y, Guidi M, Kagerbauer B, Sipilä T, Maron E
et al. Human microRNAs miR-22, miR-138-2, miR-148a, and miR-488 are associated
with panic disorder and regulate several anxiety candidate genes and related
pathways. Biol Psychiatry 2011; 69: 526–533.

67 Dwivedi Y. Emerging role of microRNAs in major depressive disorder: diagnosis
and therapeutic implications. Dialogues Clin Neurosci 2014; 16: 43–61.

68 Bocchio-Chiavetto L, Maffioletti E, Bettinsoli P, Giovannini C, Bignotti S, Tardito D
et al. Blood microRNA changes in depressed patients during antidepressant
treatment. Eur Neuropsychopharmacol 2013; 23: 602–611.

69 Hoffman B, Liebermann DA. Apoptotic signaling by c-MYC. Oncogene 2008; 27:
6462–6472.

70 Lüscher B, Vervoorts J. Regulation of gene transcription by the oncoprotein MYC.
Gene 2012; 494: 145–160.

71 Dang CV, O'Donnell KA, Zeller KI, Nguyen T, Osthus RC, Li F. The c-Myc target gene
network. Semin Cancer Biol 2006; 16: 253–264.

72 Zimmerman KA, Yancopoulos GD, Collum RG, Smith RK, Kohl NE, Denis KA et al.
Differential expression of myc family genes during murine development. Nature
1986; 319: 780–783.

73 Shichiri M, Kato H, Doi M, Marumo F, Hirata Y. Induction of Max by Adrenome-
dullin and Calcitonin Gene-Related Peptide Antagonizes Endothelial Apoptosis.
Mol Endocrinol 1999; 13: 1353–1363.

74 Kato GJ, Lee WMF, Chen L, Dang CV. Max: functional domains and interaction
with c-Myc. Genes Dev 1992; 6: 81–92.

75 Burnichon N, Cascón A, Schiavi F, Morales NP, Comino-Méndez I, Abermil N et al.
MAX mutations cause hereditary and sporadic pheochromocytoma and para-
ganglioma. Clin Cancer Res 2012; 18: 2828–2837.

76 Romero OA, Torres-Diz M, Pros E, Savola S, Gomez A, Moran S et al. MAX inacti-
vation in small cell lung cancer disrupts MYC-SWI/SNF programs and is synthetic
lethal with BRG1. Cancer Discov 2014; 4: 292–303.

77 Jahchan NS, Dudley JT, Mazur PK, Flores N, Yang D, Palmerton A et al. A drug
repositioning approach identifies tricyclic antidepressants as inhibitors of small
cell lung cancer and other neuroendocrine tumors. Cancer Discov 2013; 3:
1364–1377.

78 Dang CV. MYC on the path to cancer. Cell 2012; 149: 22–35.
79 Novikova SI, He F, Cutrufello NJ, Lidow MS. Identification of protein biomarkers for

schizophrenia and bipolar disorder in the postmortem prefrontal cortex using
SELDI-TOF-MS ProteinChip profiling combined with MALDI-TOF-PSD-MS analysis.
Neurobiol Dis 2006; 23: 61–76.

This work is licensed under a Creative Commons Attribution 4.0
International License. The images or other third party material in this

article are included in the article’s Creative Commons license, unless indicated
otherwise in the credit line; if the material is not included under the Creative Commons
license, users will need to obtain permission from the license holder to reproduce the
material. To view a copy of this license, visit http://creativecommons.org/licenses/
by/4.0/

© The Author(s) 2016

Adolescent social stress: depression and MAX modulation
LS Resende et al

9

Translational Psychiatry (2016), 1 – 9

http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/

	Social stress in adolescents induces depression and brain-region-specific modulation of the transcription factor�MAX
	Introduction
	Materials and methods
	Animals
	Repeated brief social stress
	Behavioral studies
	OF
	EPM
	FS
	SP

	Brain and blood samples
	Blood corticosterone
	Immunoblotting

	Figure 1 Experimental design and effects of repeated episodes of social defeat on the behaviors of male adolescent mice.
	Immunohistochemistry and immunofluorescence
	Reverse transcription and qPCR
	Proteasome assay
	Statistical analysis

	Results
	Behavioral testing
	Blood corticosterone levels
	MAX and MYC protein levels
	MAX transcript levels
	Proteasome activity

	Discussion
	Repeated social defeat stress associated with group housing induces depression but not anxiety-like behaviors in adolescent male mice

	Figure 2 (a) Immunoblotting of MAX and (b) MYC in the prefrontal cortex (PFC), hippocampus (HC) and striatum (ST) of adolescent male mice submitted to repeated episodes of social defeat over 21�days.
	Figure 3 Representative immunohistochemistry images.
	Social stress in adolescents induces region-specific alterations in the MAX protein levels

	Figure 4 Nuclear expression of MAX protein in the hippocampus of C57BL/6 adolescent male mice.
	Figure 5 (a) Max transcripts normalized to the Ppia levels (n�=�6 each) and (b) chymotrypsin-like activity of the 20S proteasome in the prefrontal cortex (PFC), hippocampus (HC) and striatum (ST) of adolescent male mice submitted to repeated episodes of s
	MAX is localized in most nuclei from hippocampal cells
	The social defeat-induced differences in MAX protein levels are not related to its gene expression or protein degradation
	MYC does not correlate with the MAX disturbances induced by social defeat
	A new biological role for MAX?

	A5
	A6
	ACKNOWLEDGEMENTS
	REFERENCES




