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Fig. S1 The mapping coverage and average depth of assembled 7 M. oryzae HiFi 70-15 chromosomes

The mapping coverage and average depth of every chromosome in M. oryzae T2T 70-15 genome were examined by HiFi and NGS

reads. (a) Box plot showed the range of HiFi reads coverage depth in each chromosome. (b) Box plot showed the range of NGS

reads coverage depth in each chromosome. (c) The corresponding mapping coverage percentage (%) and average depth statistics of

NGS and HiFi reads on the T2T 70-15 genome. The average depth here was calculated by single nucleotide base.
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a b
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Parameters HiFi 70-15 MG8 450 -
Chromosome total size (Mb) 43.46 40.49 100 L
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Fig. S2 Comparison of the chromosome correctness between T2T 70-15 and MGS.

The SNPs and INDELs were called and filtered (For SNPs: DP<5.0, MQ<20.0, FS>80.0, QD<2.0, GT=0/1; For
INDELs: QD<2.0, FS>200.0, GT=0/1) to check the correctness of the assembled M. oryzae genome. (a) The table
compared the chromosome size and correctness between T2T 70-15 and MGS8. (b) The bar graph showed the number of
variations in T2T 70-15 and MG8 genome. We obtained 97 SNPs and 35 INDELs on the T2T 70-15 genome. The
number of variations on the T2T 70-15 genome was reduced by ~ 7 times compared to the MG8 version. The variation

rate was calculated by dividing the sum of SNPs and INDELSs by the total chromosome size (bp).
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Fig. S3 Comparative analysis between the T2T 70-15 and MG8 genome assemblies identified the potential translocation.
The ten potential translocation regions were identified through alignment of the T2T 70-15 genome with the MG8 reference
genome using SyRi. The validation of these structural variations, along with their flanking 10-kb genomic regions, was carried

out by visualizing the coverage depth of HiFi reads mapping.
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Fig. S4 Comparative analysis between the T2T 70-15 and MG8 genome assemblies identi
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fied the potential

inversion.

The twelve potential inversion regions were identified through alignment of the T2T 70-15 genome with the MG8 reference genome using SyRi. The

validation of these structural variations, along with their flanking 10-kb genomic regions, was carried out by visualizing the coverage depth of HiFi

reads mapping. INV 11 and INV12 were located around the original gap region. Although these gaps could be resolved through gap filling using both

next-generation and third-generation sequencing data, this process might introduce potential errors into the assembled genome.
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Fig. S5 Genomic-level collinearity analysis of T2T 70-15 with the M. oryzae species complex.

Ten public long-read sequencing genomes were collected to align with T2T 70-15. T2T 70-15 showed excellent collinearity
with the MG8 version genome and almost no structural variation was observed (left). The previously reported large
chromosomal translocation within the M. oryzae species at the boundary between chromosome 1 and chromosome 6 can

also be detected (right).
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