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In the original article, the legend of Supplementary Figure S64 incorrectly refers to uncharacterised protein family 5. The legend
should read: “Phylogenetic reconstruction of centipede interleukin-17 family domain-containing protein by ML under VTþG4
(chosen according to BIC) displayed as mid-point rooted tree. Sequences identified in venom proteomes are coloured red.
Bootstrap support values are shown at each node. Note the poor support for the nesting of Cryptops within scolopendrids.”

These details have been corrected only in this corrigendum to preserve the published version of record.
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