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Correction to: Scientific Reports https://doi.org/10.1038/s41598-017-02522-5, published online 30 May 2017

This Article and the Author Correction published on 19th April 2018 contain errors in Table 1, where incorrect 
values for ‘Consensus Ranking’ are given. The correct Table 1 appears below.
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Unique 
pooled 
genes

Consensus 
Ranking

Top 2 %

Oral cancer 
genes# 2 22 18 24 26 13 27 21 23 21 37 30

Total genes 4 67 46 76 90 47 90 71 74 84 152 91

Precision* 50.00 32.84 39.13 31.58 28.89 27.66 30.00 29.58 31.08 25.00 24.34 32.97

Top 5 %

Oral cancer 
genes# 5 41 31 43 46 32 51 43 44 45 71 56

Total genes 9 170 109 193 221 121 221 181 180 211 359 227

Precision* 55.56 24.12 28.44 22.28 20.81 26.45 23.08 23.76 24.44 21.33 19.77 24.67

Top 7 %

Oral cancer 
genes# 8 55 37 59 68 42 65 56 56 58 94 68

Total genes 13 237 157 269 309 168 308 252 251 295 517 313

Precision* 61.54 23.21 23.57 21.93 22.01 25.00 21.10 22.22 22.31 19.66 18.18 21.73

Top 10 %

Oral cancer 
genes# 8 75 52 77 85 53 83 71 73 70 118 88

Total genes 18 354 230 383 442 239 440 359 357 423 762 443

Precision* 44.44 21.19 22.61 20.10 19.23 22.18 18.86 19.78 20.45 16.55 15.48 19.86

Table 1.  The distribution of oral cancer genes in HCGN in top ranked lists. *Precision is the percentage of oral 
cancer genes in total genes. #Common out of 297 oral cancer genes in HCGN.
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