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Erratum to: Immunogenetics (2012) 64:895 – 913 
DOI 10.1007/s00251-012-0649-6 

The original version of this article unfortunately contains an 
error in author's name in the original publication. The name 
Peter M. Kappeler Peter should be corrected as Peter M. 
Kappeler. 

The online version of the original article can be found at http://dx.doi.org/ 
10.1007/s00251-012-0649-6. 
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