
ARTICLE OPEN

Evolution patterns of probable REM sleep behavior disorder
predicts Parkinson’s disease progression
Guanyu Ye 1,3, Xiaomeng Xu1,3, Liche Zhou1,3, Aonan Zhao1, Lin Zhu1 and Jun Liu 1,2✉

The course of REM sleep behavior disorder (RBD) variates in the early stage of Parkinson’s disease. We aimed to delineate the
association between the evolution pattern of probable RBD (pRBD) and the progression of Parkinson’s disease (PD). 281 de novo PD
patients from the Parkinson’s Progression Markers Initiative database were included. Patients were followed up for a mean of 6.8
years and were classified into different groups according to the evolution patterns of pRBD. Disease progression was compared
among groups using survival analysis, where the endpoint was defined as progression to Hoehn-Yahr stage 3 or higher for motor
progression and progression to mild cognitive impairment for cognitive decline. At the 4th year of follow-up, four types of pRBD
evolution patterns were identified: (1) non-RBD-stable (55.5%): patients persistently free of pRBD; (2) late-RBD (12.1%): patients
developed pRBD during follow-up; (3) RBD-stable (24.9%): patients showed persistent pRBD, and (4) RBD-reversion (7.5%): patients
showed pRBD at baseline which disappeared during follow-up. The RBD-reversion type showed the fastest motor progression while
the RBD-stable type showed the fastest cognitive decline. At baseline, the RBD-reversion type showed the most severe gray matter
atrophy in the middle frontal gyrus, while the RBD-stable type showed gray matter atrophy mainly in the para-hippocampal gyrus.
Four types of early pRBD evolution patterns featured different brain lesions and predicted different courses of motor and cognitive
decline in PD.
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INTRODUCTION
REM sleep behavior disorder (RBD) is a parasomnia characterized
by dream enactment behavior (DEB) and REM sleep without
atonia (RWA)1,2. RBD is frequently observed in Parkinson’s disease
(PD), with a prevalence of 16–47%, and can predate or follow the
onset of motor symptoms3. Mounting evidence suggests that PD
patients with RBD (PD-RBD) show distinctive clinical features
compared to PD patients without RBD4, including more severe
motor disability, greater cognitive impairment, and faster disease
progression5, which indicates that PD-RBD may represent a
distinct phenotype.
However, longitudinal data have shown that RBD symptoms do

not always remain stable in PD patients. Several studies found that
patients with de novo PD had an elevated overall rate of RBD
during follow-up6,7, indicating that PD patients without RBD
symptoms at onset might develop RBD over the course of the
disease. Meanwhile, decrease8 and/or disappearance9–11 of
previously existing RBD symptoms over PD progression were also
identified in accumulating publications, reporting RBD remission
rates of 12.011 to 33.3%9. The heterogeneity in the evolution
pattern of RBD symptoms may reflect the difference in stage and
affected brain regions in PD patients. Therefore, this evolution
pattern may have a prognostic value. It will be useful in clinical
practice to cluster PD patients by the evolution pattern of RBD
symptoms and to explore its relation to PD disease progression.
In the present study, we aimed to identify the variation of

probable RBD (pRBD) over PD course, to explore its relation to
motor and cognitive progression in de novo PD patients, and to
elucidate the potential underlying mechanisms using neuroima-
ging approaches.

RESULTS
pRBD evolution pattern in PD patients
A total of 281 de novo PD patients were included in this study and
underwent a mean follow-up of 6.8 years. Among those
participants, 91 (32.4%) had pRBD at baseline. As shown in Fig.
1, during the first 4 years of follow-up, RBD symptoms remained
stable in 70 patients (24.9%, the RBD-stable group) but
disappeared in 21 patients (7.5%, the RBD-reversion group), with
a mean phenotype conversion time of 33.5 months. Additionally,
34 PD patients without pRBD at baseline developed RBD
symptoms (12.1%, the late-RBD group), with a mean phenotype
conversion time of 38 months, while 156 PD patients remained
free of pRBD (55.5%, the non-RBD-stable group).
Demographics and clinical characteristics at baseline are

summarized in Table 1. There was no significant difference in
age, years of education, or follow-up duration among the four
groups. There were slightly more males in the RBD-stable group
compared with the non-RBD-stable group and the RBD-reversion
group (p= 0.01 > 0.008, p= 0.012 > 0.008, respectively). Similarly,
no significant difference was found in H&Y stage or MoCA score at
baseline. RBD-stable patients showed higher MDS-UPDRS part III
scores compared with non-RBD-stable and late-RBD patients at
baseline (p= 0.004 < 0.008, p= 0.005 < 0.008, respectively). 2
patients with H&Y stage 3 or higher, 35 patients with MCI and 65
patients with MoCA < 26 were found at baseline, with no
significant difference among different pRBD evolution patterns.
The RBD-stable group showed lower HVLT-R recognition discrimi-
nation index scores than the non-RBD-stable group (p < 0.001
< 0.008).
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The relationship between pRBD evolution pattern and the
progression of motor and cognitive impairment in PD
Kaplan–Meier analyses were performed to analyze whether
different pRBD evolution patterns were associated with motor
progression in PD. As shown in Fig. 2a, the RBD-reversion group
exhibited a shorter progression-free survival (PFS) time than the
non-RBD-stable group and the late-RBD group (69.2 months vs
95.9 months, p < 0.001; 69.2 months vs 95.3 months, p= 0.019;
respectively) for progression to H&Y stage 3 or higher. The RBD-
stable group also had a shorter PFS time, albeit to a lesser extent,
compared with the non-RBD-stable group (82.4 months vs
95.9 months, p < 0.001). Regarding progression to a 34-point
increase in MDS-UPDRS part III score (Fig. 2b), the RBD-reversion
group showed a shorter PFS time than the non-RBD-stable group
(83.2 months vs 102.4 months, p= 0.001). The late-RBD group also
exhibited a slightly shorter PFS time than the non-RBD-stable
group (95.2 months vs 102.4 months, p= 0.047). Cox proportional
hazards analysis for each outcome was also performed. As shown
in Table 2, we found that the RBD-reversion type was associated
with motor symptom progression, including progression to H&Y
stage 3 or higher (HR= 3.26, 95% CI 1.59–6.70, p= 0.001) and a
34-point increase in MDS-UPDRS part III scores (HR= 3.92, 95% CI
1.63–9.41, p= 0.002). The RBD-stable type tended to be associated
with motor symptom progression, mainly in progression to H&Y
stage 3 or higher (HR= 2.37, 95% CI 1.41–4.00, p= 0.001). The
late-RBD type might have a mild impact on progression to 34-
point increase in MDS-UPDRS part III scores. The year-by-year
MDS-UPDRS part III score comparisons can be found in
Supplementary Table 1. To decrease the effects of differences in
years of follow-up, the other MDS-UPDRS cut-off score was used
(years of follow-up multiplied by 5-point increase per year for each
patient). As shown in Supplementary Fig. 1, Kaplan–Meier analysis
revealed that the RBD-reversion group still showed a shorter PFS
time than the non-RBD-stable group (81.9 months vs
101.0 months, p= 0.025). Cox proportional hazards analysis found
that the RBD-reversion type was associated with increase in
UPDRS part III scores (HR= 2.81, 95% CI 1.12–7.06, p= 0.028,
Supplementary Table 2).
The RBD-stable type was found to be associated with fast

progression to MCI, as Kaplan–Meier analysis revealed a shorter
mean PFS time in that group than in the non-RBD-stable group
(78.6 months vs 85.5 months, p= 0.034, Fig. 2c), while the RBD-
reversion group exhibited a nonsignificant tendency towards a
shorter mean PFS time. Regarding conversion to MoCA < 26, the
RBD-stable group and the RBD-reversion group both showed
shorter PFS time compared with the non-RBD-stable group
(79.8 months, 73.4 months vs 98.4 months, p < 0.001, p= 0.009,

respectively, Fig. 2d). Longitudinal domain-specific neuropsycho-
logical assessments were also analyzed in Supplementary Table 3.
The RBD-stable type showed association with decline in verbal
memory and executive function, while the RBD-reversion type was
associated with decline in verbal memory. No significant
difference was observed in other cognitive domains.

Gray matter and cortical thickness alterations at baseline in
PD patients with different pRBD evolution patterns
We hypothesized that in PD patients with different pRBD
evolution patterns, distinct lesions in brain regions associated
with motor or cognitive function existed at baseline. Whole-brain
VBM and SBM analyses were thus performed in 97 non-RBD-
stable, 21 late-RBD, 45 RBD-stable, and 14 RBD-reversion patients.
PD patients with different pRBD evolution patterns had different
GM atrophy patterns (uncorrected p < 0.001, cluster size > 20
voxels, Fig. 3a), which were mainly located in the bilateral middle
frontal gyrus and the right para-hippocampal gyrus (Supplemen-
tary Table 4). Additionally, ROI-based post hoc analyses were
performed. The RBD-reversion group had reduced gray matter
volume (GMV) in the left middle frontal gyrus (adjusted p < 0.001,
p= 0.019, p < 0.001, compared with the non-RBD-stable group,
the late-RBD group and the RBD-stable group respectively, Fig. 3b)
and right middle frontal gyrus (adjusted p < 0.001, p= 0.033, p <
0.001, compared with the non-RBD-stable group, the late-RBD
group and the RBD-stable group respectively, Fig. 3c). Moreover,
the RBD-stable group had reduced GMV in the right para-
hippocampal gyrus compared with the non-RBD-stable group
(adjusted p < 0.001, Fig. 3d).
PD patients with different pRBD evolution patterns also had

different cortical thickness alteration patterns (p < 0.001, uncor-
rected at peak level, Fig. 3e), which were mainly located in the
right fusiform, the left cuneus and the left superior parietal lobe
(Supplementary Table 5).
Longitudinal VBM analyses were further performed in 42 in non-

RBD-stable patients, 6 late-RBD patients, 19 RBD-stable patients
and 5 RBD-reversion patients at the 4th year follow-up. As shown
in Supplementary Fig. 2, Group X time interaction analysis
revealed significant gray mater atrophy in para-hippocampal
gyrus during the disease progression between the non-RBD-stable
group and the RBD-stable group.

DISCUSSION
In the present study, longitudinal changes in pRBD in de novo PD
patients were studied. First, we confirmed that the course of pRBD
in PD fluctuated over time, and could be classified into four types,

Fig. 1 Flowchart of the study participants. DBS deep brain stimulation, PD Parkinson’s disease, RBD REM sleep behavior disorder.
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labeled the non-RBD-stable, late-RBD, RBD-stable, and RBD-
reversion patterns. Second, we identified a relationship between
pRBD evolution patterns and the progression of motor and
cognitive impairment in PD patients. Specifically, the non-RBD-
stable type showed relatively mild disease progression, while the
RBD-reversion type showed the fastest motor progression and the
RBD-stable type showed the fastest cognitive decline. Third, we
demonstrated that PD patients with different pRBD evolution
patterns had dissimilar gray matter and cortical thickness
alteration patterns at disease onset. Interestingly, relevant brain
regions were associated with both REM sleep and motor/cognitive
functions. These combined results suggested the potential
prognostic value of pRBD evolution pattern in PD.
An altered overall prevalence of pRBD has been observed in

previous longitudinal cohort studies, in which the majority
reported an elevated overall RBD prevalence during follow-
up6,7,12. In our study, up to the 4th year of follow-up, 12.1% of
PD patients who were free of pRBD at baseline developed pRBD,
while pRBD disappeared in 7.5% of PD-RBD patients. A net
increase was found in the number of PD-RBD patients, which was
consistent with previous literature. We reported a lower rate of
RBD reversion than a previous work9. This might be because a
stricter definition of RBD reversion (with RBDSQ scores < 5 at two
consecutive visits) was adopted in this study. We did not calculate
the proportion of answers given by the bed partners in RBDSQ,
because PPMI did not record at individual level whether the
specific patient had a bed partner. Future studies using
questionnaires assessing pRBD may consider record if patients
had bed partners and if the answer were given by the bed
partners.

In previous cross-sectional13 and longitudinal14 studies, the rate
of RWA has been reported to increase with PD progression.
Interestingly, previous study also found that DBE disappeared in
some PD patients at follow-up15. In the present study, we
observed that pRBD fluctuated with the course of PD. It is
possible that DEB may persist or disappear whereas RWA may
continue to develop. This discrepancy may reflect the difference in
the stage of neurodegenerative disorders. Thus, the evolution
pattern of pRBD might have a prognostic value. Future studies
using PSG can further explore the differences in the course of DEB
and RWA and the underlying mechanisms.
This study focused on the association between the variation of

pRBD course and PD progression. Previous studies demonstrated
that the presence of RBD, especially at disease onset, is an
independent predictor of faster deterioration of both motor and
cognitive function4,5,16. A similar result was also found in MSA17.
Here, we found that not only the presence of RBD but also the
early variation of pRBD course was associated with distinct rates of
motor and cognitive progression, which generally showed the
following tendencies: RBD-reversion > RBD-stable > late-RBD >
non-RBD-stable in terms of motor progression, while RBD-stable >
RBD-reversion > late-RBD ≈ non-RBD-stable in terms of cognitive
decline. The two types with the worst prognosis (RBD-reversion
and RBD-stable) constituted the PD-RBD group at baseline. This
observation was closely consistent with previous cross-sectional
studies. Interestingly, the RBD-reversion type is more related to
motor progression, while the RBD-stable type is more related to
cognitive decline, indicating that different pathological lesions
and underlying mechanisms might exist within baseline PD-RBD.
Therefore, the pRBD evolution pattern might have a better

Table 1. Patient demographics and clinical characteristics at baseline.

Non-RBD-stable (n= 156) Late-RBD (n= 34) RBD-stable (n= 70) RBD-reversion (n= 21) p value

Demographics

Age, y 61.8 ± 9.0 64.1 ± 8.8 63.0 ± 8.9 63.2 ± 10.5 0.467

Male, n (%) 98 (62.8%) 23 (67.6%) 56 (80.0%) 11 (52.4%) 0.035

years of education, y 15.8 ± 3.0 15.8 ± 3.2 15.6 ± 2.8 15.7 ± 3.1 0.854

follow-up duration, y 6.93 ± 1.0 6.93 ± 1.3 6.66 ± 1.6 6.28 ± 1.3 0.402

Time to RBD status change, y / 3.16 ± 0.67 / 2.79 ± 0.96 /

Motor function

MDS-UPDRS part III 19.3 ± 7.6 18.7 ± 8.7 23.1 ± 9.3 16.8 ± 9.1 0.005a,b

H&Y stage (stage 1/stage 2, n) 70/84 18/16 23/47 13/8 0.059

H&Y stage ≥3 at baseline, n (%) 2 (1.3%) 0 0 0 0.656

Cognitive function

MoCA 27.5 ± 2.2 26.9 ± 2.3 26.8 ± 2.4 26.2 ± 3.0 0.071

MoCA <26 at baseline, n (%) 35 (22.4%) 7 (20.6%) 17 (24.3%) 6 (28.6%) 0.904

HVLT-R total recall t-score 46.04 ± 11.2 47.9 ± 11.5 44.2 ± 10.1 48.6 ± 11.0 0.251

HVLT-R Recognition Discrimination 46.9 ± 10.8 46.3 ± 10.8 41.6 ± 10.8 43.8 ± 11.5 0.006a

Index t-score

JLO scaled score 12.5 ± 2.8 12.2 ± 2.7 11.8 ± 3.2 12.0 ± 2.8 0.446

LNS scaled score 11.8 ± 2.8 11.4 ± 2.6 11.0 ± 2.4 11.2 ± 3.3 0.332

SFT t-score 50.8 ± 9.8 51.1 ± 10.3 51.0 ± 9.2 49.5 ± 11.1 0.935

SDMT t-score 47.0 ± 8.8 44.2 ± 10.1 43.0 ± 10.1 43.7 ± 7.9 0.087

MCI at baseline, n (%) 14 (9.0%) 4 (11.8%) 15 (21.4%) 2 (9.5%) 0.069

P values <0.05 are highlighted in bold text. Pairwise comparisons with Bonferroni correction were performed. Significant p values are indicated with the
following letters:
HVLT-R Hopkins verbal learning test revised, H&Y Hoehn–Yahr, JLO Judgment of Line Orientation, LNS Letter–Number Sequencing, MCI Mild Cognitive
impairment, MDS-UPDRS Movement Disorder Society Unified Parkinson’s Disease Rating Scale, MoCA Montreal Cognitive Assessment, SFT Semantic Fluency
Test, SDMT Symbol Digit Modalities Test.
aComparison between the non-RBD-stable group and the RBD-stable group.
bComparison between the late-RBD group and RBD-stable group.
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prognostic value. It is noted that the RBD-stable group had a
higher MDS-UPDRS part III score at baseline, though the RBD-
reversion group had a higher HR for motor progression.
Considering that balance difficulties weight heavily in the H&Y
scale18, this finding might suggest a potential association between
RBD-reversion and postural instability in PD.
Previous literatures found a correlation between GM concentra-

tion of right middle frontal gyrus and UPDRS part III score19. Also,
brain metabolic abnormalities in the middle frontal gyrus were
reported to be associated with freeze of gait and correlate with
the UPDRS part III subscore in PD20. These might explain the rapid
motor progression of RBD-reversion patients in our study.
Moreover, a previous longitudinal study found that cortical

thinning in parietal area was a significant predictor for the
development of Lewy body disorder in idiopathic RBD (iRBD)21.
We also found that different pRBD evolution patterns had distinct
cortical thinning pattern in the left superior parietal lobe. iRBD is
considered to be the prodromal stage of multiple neurodegen-
erative diseases, especially PD22. This finding further supports our
hypothesis.

In addition, the RBD-stable group showed GM atrophy in the
para-hippocampal gyrus, which is generally considered to be
associated with cognitive decline23. Regional brain metabolism in
the para-hippocampal gyrus was also found to correlate with
executive, memory, and visuospatial function in PD patients with
cognitive impairment24. These neuroimage findings are in good
agreement with previous literature and could explain the clinical
characteristics of different pRBD evolution patterns.
Longitudinal VBM analyses were further performed and

revealed significant gray mater atrophy in para-hippocampal
gyrus during the disease progression. To note, para-hippocampal
gyrus has been reported to be associated with cognitive function,
and that the RBD-stable type is more related to cognitive decline.
It is possible that different pRBD evolution patterns have different
forms of brain lesions during disease progression, resulting in
different disease outcome. Future studies with larger sample size
can further validate the abovementioned findings.
There are several limitations of our study to note. First, RBD

symptoms were assessed using a questionnaire. Future studies
with polysomnography (PSG) proven RBD patients are required to

Fig. 2 Kaplan–Meier survival curves for progression-free survival according to pRBD evolution pattern. Time from baseline to
a Hoehn–Yahr stage ≥3, b 34-point increase in Movement Disorder Society Unified Parkinson’s Disease Rating Scale part III, c mild cognitive
impairment according to MDS criteria (<1.5 SD on 2 or more tests), d Montreal Cognitive Assessment score <26 at 2 consecutive visits. Ticks
indicate censoring events.

Table 2. Estimated HRs for motor progression in different pRBD evolution patterns.

Outcome late-RBD p value RBD-stable p value RBD-reversion p value

HR (95% CI) HR (95% CI) HR (95% CI)

Conversion to H&Y stage ≥3 1.09 (0.478–2.48) 0.840 2.37 (1.41–4.00) 0.001 3.26 (1.59–6.70) 0.001

MDS-UPDRS part III 34-point increase 2.22 (0.965–5.12) 0.060 1.66 (0.809–3.42) 0.167 3.92 (1.63–9.41) 0.002

Cox regression, compared with the non-RBD-stable group, adjusted for sex. Bonferroni correction was performed for multiple comparisons (α= 0.05/3=
0.017). P values < α are highlighted in bold text.
HR hazard ratio, H&Y Hoehn–Yahr, MDS-UPDRS Movement Disorder Society Unified Parkinson’s Disease Rating Scale.
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validate the abovementioned findings. However, questionnaire-
based evaluation is relatively time-saving and practical, especially
in healthcare settings where PSG was not available. And it is still
widely used in recent clinical researches5,25. It should also be
noticed that RBDSQ does not include questions about the
intensity and frequency of RBD symptoms. It may be acceptable
to use it to define large improvement and occurrence of RBD

symptoms, considering that it has a rather high sensitivity (0.96)26

and sleep behaviors in RBDSQ are restricted to be within 6 months
of the study visit. However, slight improvement and worsening of
symptoms can be underestimated. Future longitudinal studies
may consider using other questionnaires such as RBDQ-HK27.
Second, the sample size of the RBD-reversion group is relatively
limited. This is especially the case for the MRI data, with only 14

Fig. 3 Gray matter volume and cortical thickness differences among pRBD evolution patterns. a Regions with gray matter volume
differences among groups. Post hoc ROI analysis in b left middle frontal gyrus, c right middle frontal gyrus, d right para-hippocampus (*p <
0.05, **p < 0.01, ***p < 0.001, Bonferroni correction, error bars represent SD). e Regions with cortical thickness differences among groups.

G. Ye et al.

5

Published in partnership with the Parkinson’s Foundation npj Parkinson’s Disease (2022)    36 



patients in the RBD-reversion group. Future studies with larger
cohorts can better analyze the underlying mechanisms. Finally,
variations in medication and dosages might interfere with pRBD
and PD symptoms, although our study exclusively focused on de
novo patients to minimize the treatment effect at baseline.
In conclusion, our study demonstrated that the early pRBD

evolution pattern in de novo PD can be classified into four types
with different prognoses as well as brain lesion patterns and can
therefore be considered a potential predictor of motor progres-
sion and cognitive decline in PD.

METHODS
Study design and participants
The data used in this study were acquired from the Parkinson’s Progression
Markers Initiative (PPMI) database (www.ppmi-info.org/data). PPMI is an
ongoing international multicenter longitudinal cohort of de novo PD
patients (newly diagnosed within two years, untreated). Details including
the aims and methods of the PPMI study have been published previously28

and are available on the PPMI website.
Data were downloaded from the PPMI database in April 2020. For this

study, we included PD patients who met both of the following criteria: (1)
men or women aged ≥ 40 years at baseline and (2) had available clinical
assessment data. After enrollment, participants were followed up at
3-month intervals in the first year, 6-month intervals in the 4 following
years, and 12-month intervals in the subsequent years. Patients were
excluded if they (1) were followed up for less than 4 years; (2) missed the
4th year and the subsequent follow-up; (3) underwent DBS surgery during
follow-up; or (4) were diagnosed with neurodegenerative diseases other
than idiopathic PD during follow-up, including multiple system atrophy
(MSA), dementia with Lewy bodies (DLB) and essential tremor (ET).

Ethical approval
The PPMI study is registered at ClinicalTrials.gov (NCT01141023). Each
participating PPMI site received approval from an ethical standards
committee on human experimentation before the start of the study.
Written informed consent for the study was obtained from all participating
individuals.

pRBD assessment and classification of pRBD evolution
patterns
The presence of pRBD was assessed by the RBD Screening Questionnaire
(RBDSQ)26. The RBDSQ is a widely used tool to assess RBD symptoms and
has been validated in several populations, demonstrating both high
sensitivity and specificity29,30. An RBDSQ score of 5 was used as the cutoff
value as previously described5. In the present study, all of the sleep
behaviors mentioned in RBDSQ were within 6 months from the relevant
visit. To increase the stability of our findings, we defined pRBD as RBDSQ
scores ≥5 at two consecutive visits.
Baseline RBD status was measured within 1 year from baseline, and the

evolution pattern of pRBD was measured at the 4th year of follow-up.
Namely, PD patients were defined as (1) RBD, if they had RBDSQ scores ≥ 5
at baseline and at the subsequent visit; or (2) non-RBD, if they had RBDSQ
scores < 5 at baseline and at the subsequent visit. Patients were excluded if
they did not reach a stable RBD status within the 1st year of follow-up. At
the 4th-year follow-up, patients were classified into four groups according
to their symptom fluctuation over time: (1) non-RBD-stable: patients were
free of pRBD at baseline and throughout the 4-year follow-up; (2) late-RBD:
patients were free of pRBD at baseline but developed pRBD within the
four-year follow-up; (3) RBD-stable: patients had pRBD at baseline, and the
RBD symptoms persisted during the four-year follow-up; and (4) RBD-
reversion: patients had pRBD at baseline, but the symptoms disappeared
or improved during the four-year follow-up. Patients with milder RBD
symptoms (RBDSQ score of 1–4) compared with baseline were included in
this subgroup.
To illustrate whether RBD-reversion was medication-induced, use of RBD

medications, including clonazepam and melatonin was summarized in
Supplementary Table 6. None of the patients in RBD-reversion group
started RBD medications within 2 years before pRBD disappeared or
improved.

Clinical assessments
Motor symptom severity was measured with the Movement Disorder
Society Unified Parkinson’s Disease Rating Scale (MDS-UPDRS) part III and
Hoehn-Yahr (H&Y) stage. If patients were receiving PD medications, the
MDS-UPDRS part III was performed while they were on and off their
medication (further details are available on the PPMI website). For patients
who were examined only while on medication, an off-medication score
was estimated as previously described31. Neuropsychological tests were
performed to assess global and domain-specific cognitive status, including:
the Montreal Cognitive Assessment (MoCA) for global cognition; the
Hopkins Verbal Learning Test-Revised (HVLT-R) for verbal memory; the
Judgment of Line Orientation (JLO) for visuospatial ability; the
Letter–Number Sequencing (LNS) for working memory; the Semantic
Fluency Test (SFT) animal category for verbal fluency; and the Symbol Digit
Modalities Test (SDMT) for executive function. Performances on these
assessments were transformed to t-scores or scaled scores as previously
described32.

Outcomes
Motor progression was defined using two criteria: (1) H&Y stage: motor
progression was defined as conversion to H&Y stage 3 or higher as
previously described33,34. (2) MDS-UPDRS part III score: An increase of 4.63
points on the MDS-UPDRS part III was considered to represent clinically
meaningful worsening of motor symptoms35. Therefore, fast motor
progression was defined as a 34-point increase in MDS-UPDRS part III
score (off-medication) based on the mean 6.8 years of follow-up in this
study (mean of 5 points per year).
Cognitive decline was defined using two criteria according to Movement

Disorder Society Task Force Guidelines36: (1) mild cognitive impairment
(MCI) was diagnosed if the patient scored at least ≤1.5 SD from the
normative mean on 2 or more neuropsychological tests (the HVLT-R total
recall and recognition discrimination index count as 1 test). (2) MoCA score:
patients with a MoCA score of < 26 at 2 consecutive visits were considered
to be MCI as previously described5,37.
Patients with H&Y stage ≥ 3, MCI, or MoCA < 26 at baseline were shown

in Table 1 and excluded from corresponding survival analyses.

Neuroimaging
203 patients had available high-resolution three-dimensional T1-weighted
MRI scans that were performed within 6 months from baseline. 17 patients
were excluded due to large discrepancies in the scan protocol; 6 patients
were excluded due to significant abnormalities on MRI (e.g., infarct,
neoplasm) and 3 patients were excluded due to excessive head-motion
artifacts. T1-weighted images of 145 patients were acquired using the
following parameters: matrix x= 256, y= 240–256, z= 160–192; repetition
time (TR) = 1900–2300ms; echo time (TE) = 2.3–3.2 ms; slice thickness =
1mm; flip angle = 9–15. T1-weighted images of 13 patients were acquired
using the following parameters: matrix x= 256, y= 256, z= 170; TR=
7–7.3 ms; TE= 3.2–3.4 ms; slice thickness = 1mm; flip angle = 8. T1-
weighted images of 19 patients were acquired using the following
parameters: matrix x= 256–268, y= 255–256, z= 152–170; TR=
6.8–9.1 ms; TE= 3.2–3.6 ms; slice thickness = 1.2 mm; flip angle = 8–13.
Further details can be found in the PPMI MRI operation manual.
Voxel-based morphometry (VBM) analysis and surface-based morpho-

metry (SBM) analysis were performed as previously described38–40. Briefly,
we used Statistical Parametric Mapping 12 (SPM12, Wellcome Department
of Imaging Neuroscience, London, UK) and Computational Anatomy
Toolbox 12 (CAT12, Gaser C, Jena University Hospital, http://www.neuro.
uni-jena.de/cat/) software for imaging data analysis. T1-weighted images
were segmented into gray matter (GM), white matter (WM), and
cerebrospinal fluid (CSF) and spatially normalized. Cortical thickness was
estimated using a projection-based methodology by calculating the
distance between the inner (boundary between WM and GM) and outer
(boundary between GM and CSF) cortical surfaces. Scans were smoothed
by an 8mm full-width at half-maximum (FWHM) isotropic Gaussian kernel
for VBM analysis. All surface measures were resampled and smoothed with
a Gaussian kernel of 15 mm (FWHM).

Statistical analysis
Statistical analyses were performed using SPSS 25 (IBM Corp., Armonk, NY).
Continuous data are presented as the mean ± SD and were analyzed with
one-way analysis of variance (ANOVA) if normally distributed; otherwise,
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Kruskal–Wallis test was used. Bonferroni correction was applied for
multiple comparisons. Categorical data are expressed as frequencies and
percentages and were compared using chi-square tests or Fisher’s exact
tests. The Kaplan–Meier method was used to analyze PFS, and the log-rank
test was performed to compare survival rates among groups. Logistic
regression was used to estimate odds ratios (OR) and Cox proportional
hazards model was used to estimate hazard ratios (HR), which were
adjusted for sex. A generalized linear mixed model was used to estimate
the longitudinal sex-adjusted effect of pRBD evolution patterns on
cognitive domain scores. For VBM analyses, age, sex, total intracranial
volume (TIV), and imaging parameters were used as covariates. A voxel-
wise threshold of p < 0.001, uncorrected for multiple comparisons, with a
minimum cluster size of 20 voxels was considered significant41. The mean
value of all voxels within the significant cluster was extracted for region of
interest-based post hoc analyses. For SBM analyses, age, sex, and imaging
parameters were used as covariates. Atlas labeling was performed
according to Desikan–Killiany atlas42.

Reporting summary
Further information on research design is available in the Nature Research
Reporting Summary linked to this article.

DATA AVAILABILITY
All data reported in this article are available in the PPMI database (http://ppmi-info.
org).

Received: 5 May 2021; Accepted: 9 March 2022;

REFERENCES
1. Sateia, M. J. International classification of sleep disorders-third edition: Highlights

and modifications. Chest 146, 1387–1394 (2014).
2. Dauvilliers, Y. et al. REM sleep behaviour disorder. Nat. Rev. Dis. Prim. 4, 19 (2018).
3. Hogl, B., Stefani, A. & Videnovic, A. Idiopathic REM sleep behaviour disorder and

neurodegeneration—an update. Nat. Rev. Neurol. 14, 40–55 (2018).
4. St Louis, E. K., Boeve, A. R. & Boeve, B. F. REM sleep behavior disorder in Par-

kinson’s disease and other synucleinopathies. Mov. Disord. 32, 645–658 (2017).
5. Pagano, G. et al. REM behavior disorder predicts motor progression and cognitive

decline in Parkinson disease. Neurology 91, e894–e905 (2018).
6. Sixel-Doring, F., Zimmermann, J., Wegener, A., Mollenhauer, B. & Trenkwalder, C.

The evolution of REM sleep behavior disorder in early Parkinson disease. Sleep 39,
1737–1742 (2016).

7. Xu, Z. et al. Progression of sleep disturbances in Parkinson’s disease: A 5-year
longitudinal study. J. Neurol. 268, 312–320 (2021).

8. Figorilli, M. et al. Does REM sleep behavior disorder change in the progression of
Parkinson’s disease? Sleep. Med. 68, 190–198 (2020).

9. Gjerstad, M. D., Boeve, B., Wentzel-Larsen, T., Aarsland, D. & Larsen, J. P. Occur-
rence and clinical correlates of REM sleep behaviour disorder in patients with
Parkinson’s disease over time. J. Neurol. Neurosurg. Psychiatry 79, 387–391 (2008).

10. Bugalho, P., da Silva, J. A. & Neto, B. Clinical features associated with REM sleep
behavior disorder symptoms in the early stages of Parkinson’s disease. J. Neurol.
258, 50–55 (2011).

11. Bugalho, P. & Viana-Baptista, M. REM sleep behavior disorder and motor dys-
function in Parkinson’s disease-a longitudinal study. Parkinsonism Relat. Disord.
19, 1084–1087 (2013).

12. Erro, R. et al. Non-motor symptoms in early Parkinson’s disease: a 2-year follow-
up study on previously untreated patients. J. Neurol. Neurosurg. Psychiatry 84,
14–17 (2013).

13. Sringean, J. et al. REM sleep behavior disorder and REM sleep without atonia are
more frequent in advanced versus early Parkinson’s disease. Sleep https://doi.org/
10.1093/sleep/zsab067 (2021).

14. Zimansky, L. et al. Incidence and progression of rapid eye movement behavior
disorder in early Parkinson’s disease. Mov. Disord. Clin. Pract. 8, 534–540 (2021).

15. Shen, Y. et al. Two polysomnographic features of REM sleep behavior disorder:
Clinical variations insight for Parkinson’s disease. Parkinsonism Relat. Disord. 44,
66–72 (2017).

16. Duarte Folle, A., Paul, K. C., Bronstein, J. M., Keener, A. M. & Ritz, B. Clinical
progression in Parkinson’s disease with features of REM sleep behavior disorder:
A population-based longitudinal study. Parkinsonism Relat. Disord. 62, 105–111
(2019).

17. Giannini, G. et al. Progression and prognosis in multiple system atrophy pre-
senting with REM behavior disorder. Neurology 94, e1828–e1834 (2020).

18. Goetz, C. G. et al. Movement disorder society task force report on the Hoehn and
Yahr staging scale: Status and recommendations. Mov. Disord. 19, 1020–1028
(2004).

19. Melzer, T. R. et al. Grey matter atrophy in cognitively impaired Parkinson’s dis-
ease. J. Neurol. Neurosurg. Psychiatry 83, 188–194 (2012).

20. Tard, C. et al. Brain metabolic abnormalities during gait with freezing in Parkin-
son’s disease. Neuroscience 307, 281–301 (2015).

21. Pereira, J. B. et al. Cortical thinning in patients with REM sleep behavior disorder is
associated with clinical progression. NPJ Parkinsons Dis. 5, 7 (2019).

22. Postuma, R. B. et al. Risk and predictors of dementia and parkinsonism in idio-
pathic REM sleep behaviour disorder: A multicentre study. Brain 142, 744–759
(2019).

23. Pantel, J., Kratz, B., Essig, M. & Schroder, J. Parahippocampal volume deficits in
subjects with aging-associated cognitive decline. Am. J. Psychiatry 160, 379–382
(2003).

24. Wu, L. et al. Clinical characteristics of cognitive impairment in patients with
Parkinson’s disease and its related pattern in (18) F-FDG PET imaging. Hum. Brain
Mapp. 39, 4652–4662 (2018).

25. Yoon, E. J. & Monchi, O. Probable REM sleep behavior disorder is associated with
longitudinal cortical thinning in Parkinson’s disease. NPJ Parkinsons Dis. 7, 19
(2021).

26. Stiasny-Kolster, K. et al. The REM sleep behavior disorder screening
questionnaire-a new diagnostic instrument. Mov. Disord. 22, 2386–2393 (2007).

27. Li, S. X. et al. Validation of a new REM sleep behavior disorder questionnaire
(RBDQ-HK). Sleep. Med. 11, 43–48 (2010).

28. Marek, K. et al. The Parkinson’s progression markers initiative (PPMI)—estab-
lishing a PD biomarker cohort. Ann. Clin. Transl. Neurol. 5, 1460–1477 (2018).

29. Nomura, T., Inoue, Y., Kagimura, T., Uemura, Y. & Nakashima, K. Utility of the REM
sleep behavior disorder screening questionnaire (RBDSQ) in Parkinson’s disease
patients. Sleep. Med. 12, 711–713 (2011).

30. Wang, Y. et al. Validation of the rapid eye movement sleep behavior disorder
screening questionnaire in China. J. Clin. Neurosci. 22, 1420–1424 (2015).

31. Paul, K. C., Schulz, J., Bronstein, J. M., Lill, C. M. & Ritz, B. R. Association of polygenic
risk score with cognitive decline and motor progression in Parkinson disease.
JAMA Neurol. 75, 360–366 (2018).

32. Wyman-Chick, K. A. et al. Selection of normative group affects rates of mild
cognitive impairment in Parkinson’s disease. Mov. Disord. 33, 839–843 (2018).

33. Winder-Rhodes, S. E. et al. Glucocerebrosidase mutations influence the natural
history of Parkinson’s disease in a community-based incident cohort. Brain 136,
392–399 (2013).

34. Yahalom, G. et al. Motor progression of Parkinson’s disease with the leucine-rich
repeat kinase 2 G2019S mutation. Mov. Disord. 29, 1057–1060 (2014).

35. Horvath, K. et al. Minimal clinically important difference on the Motor Examina-
tion part of MDS-UPDRS. Parkinsonism Relat. Disord. 21, 1421–1426 (2015).

36. Litvan, I. et al. Diagnostic criteria for mild cognitive impairment in Parkinson’s
disease: Movement Disorder Society Task Force guidelines. Mov. Disord. 27,
349–356 (2012).

37. Dalrymple-Alford, J. C. et al. The MoCA: Well-suited screen for cognitive impair-
ment in Parkinson disease. Neurology 75, 1717–1725 (2010).

38. Ye, G. et al. Predictors of conversion to alpha-synucleinopathy diseases in idio-
pathic rapid eye movement sleep behavior disorder. J. Parkinsons Dis. 10,
1443–1455 (2020).

39. Besteher, B. et al. Brain structural correlates of irritability: Findings in a large
healthy cohort. Hum. Brain Mapp. 38, 6230–6238 (2017).

40. Dahnke, R., Yotter, R. A. & Gaser, C. Cortical thickness and central surface esti-
mation. Neuroimage 65, 336–348 (2013).

41. Fatouleh, R. H. et al. Functional and structural changes in the brain associated
with the increase in muscle sympathetic nerve activity in obstructive sleep
apnoea. Neuroimage Clin. 6, 275–283 (2014).

42. Desikan, R. S. et al. An automated labeling system for subdividing the human
cerebral cortex on MRI scans into gyral based regions of interest. Neuroimage 31,
968–980 (2006).

ACKNOWLEDGEMENTS
Data used in the preparation of this article were obtained from the Parkinson’s
Progression Markers Initiative (PPMI) database (www.ppmi-info.org/data). For up-to-
date information on the study, visit www.ppmi-info.org. PPMI—a public–private
partnership—is funded by the Michael J. Fox Foundation for Parkinson’s Research
and funding partners, including AbbVie, Avid, Biogen, Bristol-Myers Squibb, Covance,
GE Healthcare, Genentech, GlaxoSmithKline, Lundbeck, Eli Lilly, Merck, MesoScale-
Discovery, Pfizer, Piramal, Roche, Sanofi Genzyme, Servier, TEVA, and UCB.

G. Ye et al.

7

Published in partnership with the Parkinson’s Foundation npj Parkinson’s Disease (2022)    36 

http://ppmi-info.org
http://ppmi-info.org
https://doi.org/10.1093/sleep/zsab067
https://doi.org/10.1093/sleep/zsab067
http://www.ppmi-info.org/data
http://www.ppmi-info.org


AUTHOR CONTRIBUTIONS
G.Y.: Research project conception and execution, statistical analysis design and
execution, manuscript review and critique. X.X.: Research project conception and
execution, manuscript writing of the first draft. L.Z.: Research project conception
and execution, statistical analysis design and execution. A.Z.: Statistical analysis
review and critique, manuscript review and critique. L.Z.: Statistical analysis review
and critique, manuscript review and critique. J.L.: Research project conception and
organization, statistical analysis review and critique, manuscript review and
critique.

COMPETING INTERESTS
The authors declare no competing interests.

ADDITIONAL INFORMATION
Supplementary information The online version contains supplementary material
available at https://doi.org/10.1038/s41531-022-00303-0.

Correspondence and requests for materials should be addressed to Jun Liu.

Reprints and permission information is available at http://www.nature.com/
reprints

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims
in published maps and institutional affiliations.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,

adaptation, distribution and reproduction in anymedium or format, as long as you give
appropriate credit to the original author(s) and the source, provide a link to the Creative
Commons license, and indicate if changes were made. The images or other third party
material in this article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not included in the
article’s Creative Commons license and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly
from the copyright holder. To view a copy of this license, visit http://creativecommons.
org/licenses/by/4.0/.

© The Author(s) 2022

G. Ye et al.

8

npj Parkinson’s Disease (2022)    36 Published in partnership with the Parkinson’s Foundation

https://doi.org/10.1038/s41531-022-00303-0
http://www.nature.com/reprints
http://www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/

	Evolution patterns of probable REM sleep behavior disorder predicts Parkinson&#x02019;s disease progression
	Introduction
	Results
	pRBD evolution pattern in PD patients
	The relationship between pRBD evolution pattern and the progression of motor and cognitive impairment in PD
	Gray matter and cortical thickness alterations at baseline in PD patients with different pRBD evolution patterns

	Discussion
	Methods
	Study design and participants
	Ethical approval
	pRBD assessment and classification of pRBD evolution patterns
	Clinical assessments
	Outcomes
	Neuroimaging
	Statistical analysis
	Reporting summary

	DATA AVAILABILITY
	References
	Acknowledgements
	Author contributions
	Competing interests
	ADDITIONAL INFORMATION




