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This study investigates the role of Early Growth Response 1 (EGR1) in extranodal natural killer/T-cell lymphoma (ENKTL) and its
correlation with PD-L1 expression. Analysis of 62 ENKTL patient samples revealed that high EGR1 expression was linked to PD-L1
positivity, the immune evasion-A subtype, and early-stage disease. Although EGR1 expression was not an independent prognostic
factor for overall survival, patients with higher EGR1 levels showed a trend toward better outcomes. In ENKTL cell lines (YT, SNK6),
EGR1 positively regulated LMP1 and PD-L1 expression. Knockdown of EGR1 reduced PD-L1 levels, decreased PTEN, increased AKT
phosphorylation, and abrogated STAT3 phosphorylation. Conversely, EGR1 overexpression enhanced PD-L1. Treatment with the
histone deacetylase inhibitor entinostat upregulated both EGR1 and PD-L1, but this effect was lost in EGR1-depleted cells,
indicating EGR1’s necessity for HDAC inhibitor–induced PD-L1 expression. These findings reveal EGR1’s pivotal role in tumor
immune modulation and highlight potential combination therapies targeting EGR1, epigenetic regulators, and PD-1/PD-L1
checkpoints.
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INTRODUCTION
Extranodal natural killer/T-cell lymphoma (ENKTL) is a rare yet
aggressive malignancy predominantly affecting East Asian and
Latin American populations [1]. Although the Epstein-Barr virus
(EBV) is well recognized as a key factor in ENKTL development, the
molecular mechanisms underlying its development and progres-
sion remain poorly understood [2]. The adoption of concurrent
chemoradiotherapy (CCRT), in combination with platinum-based
or L-asparaginase-containing regimens, alongside the shift away
from anthracycline-based treatments, has markedly improved
outcomes for patients with ENKTL [3, 4]. Despite these advance-
ments, the prognosis for patients with relapsed or refractory (R/R)
ENKTL remains poor, underscoring the pressing need for more
effective therapeutic strategies for this challenging population [5].
PD-L1 expression in ENKTL has been reported to be high (56-

93%), spurring interest in PD-1/PD-L1 inhibitors [6–8]. A small
Asian study evaluating pembrolizumab, an anti-PD-1 antibody, in
seven patients with R/R ENKTL showed promising results: all
patients responded to treatment and five achieved complete
responses [9]. However, due to the limited sample size, the overall
response to PD-1 blockade remains uncertain. Recent studies on
pembrolizumab for R/R ENKTL have demonstrated modest overall
response rates, yet responders exhibited promising 2-year
progression-free survival (PFS) and overall survival (OS) rates of
53.0% and 60.7%, respectively. Furthermore, a notable plateau in

survival curves suggests the potential for long-term disease
control or even a ‘cure’ state through immune checkpoint
inhibitors [10]. These findings underscore the critical need to
identify robust predictive biomarkers for response to immune
checkpoint inhibitors in R/R ENKTL. In a phase 2 study by Kim
et al., treatment with avelumab in patients with R/R ENKTL
indicated potential efficacy in a subset of patients, with PD-L1
expression emerging as a possible predictor of treatment
response [11].
Early Growth Response 1 (EGR1) is a zinc finger transcription

factor pivotal in regulating genes involved in cell proliferation,
differentiation, and apoptosis [12]. In hematological malignan-
cies, the role of EGR1 remains incompletely understood.
Notably, increased EGR1 gene expression has been consistently
observed in localized stages and low-risk groups, suggesting
that EGR1 could serve as a potential prognostic marker for
ENKTL [13]. Moreover, a novel classification system has been
proposed to categorize ENKTL into four tumor immune
microenvironment subtypes, among which the immune toler-
ance and immune evasion-A subtype is frequently observed in
early-stage ENKTL [14].
In this study, we aim to explore the relationship between EGR1

and early-stage tumorigenesis, as well as the potential role EGR1
may play in maintaining immune tolerance or evasion. By
elucidating the function of EGR1 in ENKTL, we hope to identify
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novel therapeutic targets that could enhance clinical outcomes for
patients suffering from this aggressive lymphoma.

METHODS
Patient selection and tissue samples
Patients diagnosed with ENKTL between 2006 and 2020 were included in
this retrospective study. Inclusion criteria were pre-established and
required: (1) a confirmed ENKTL diagnosis based on histological review
according to the latest WHO classification criteria, and (2) availability of
analyzable medical records. Formalin-fixed, paraffin-embedded (FFPE)
tissue samples archived from these patients were utilized. Samples were
excluded if they had insufficient tissue for analysis or a non-confirmed
ENKTL diagnosis. Clinical data, including age, sex, Ann Arbor stage, Eastern
Cooperative Oncology Group (ECOG) performance status, B symptoms,
peripheral blood Epstein-Barr virus (EBV) DNA status, prognostic index for
natural killer cell lymphoma (PINK), and treatment outcomes, were
obtained from patient medical records. OS was calculated from the date
of enrollment to the date of final follow-up or death from any cause. A total
of 62 patient samples were included based on tissue availability, with no
formal sample size calculation performed due to the retrospective nature
of the study.

Immunohistochemistry
To evaluate EGR1 protein expression, immunohistochemistry (IHC) was
performed on FFPE sections cut at a thickness of 4 μm. Slides were dried at
60 °C for 1 hour, deparaffinized in xylene, and rehydrated through a graded
ethanol series. For EGR1 immunostaining, antigen retrieval was performed
using citrate buffer (pH 9.0) in a pressure cooker for 30minutes.
Endogenous peroxidase activity was blocked with 3% H2O2 for 10minutes.
The primary antibody, anti-EGR1 rat monoclonal antibody (cat. #
MAB28181; R&D Systems, MN, USA), was diluted 1:50 and incubated with
the slides overnight at 4 °C. The VisUCyteTM HRP Polymer Antibody (cat. #
VC001; R&D Systems) was used as the secondary antibody, and detection
was carried out by treating the slides with 3,3’-diaminobenzidine (DAB) for
5 minutes. Hematoxylin was applied for nuclear counterstaining. All slides
were processed alongside both positive and negative controls. Levels of
expression were scored semi-quantitatively by assessing the average signal
intensity in the nuclei of tumor cells. In this study, EGR1 expression with
staining intensity equal to or greater than that of the basal cells in normal
squamous epithelium was categorized as high expression; otherwise, it
was categorized as low expression. Expression levels were semi-
quantitatively scored based on average signal intensity (0 to 3). For this
study, EGR1 expression was defined as high if the IHC score was ≥2 and
low if it was <2.
IHC for immune subtype classification was conducted for CD68 (PG-M1,

mild32, 1:300, Dako), PD-L1 (22C3, opti64/32, 1:50, Dako), and FoxP3 (236 A/
E7, std1hr, 1:100, Abcam) using methods described in a previous study by
Cho et al., except for single staining of PD-L1 instead of the double staining
of PD-L1/EBV [6]. EBV in situ hybridization (EBV-ISH) was performed using an
INFORM EBER (Epstein–Barr Virus Early RNA) Probe (#05278660001; Ventana
Medical Systems) and a VENTANA ISH iVIEWBlue Detection Kit
(#05278511001; Ventana Medical Systems) according to the manufacturer’s
instructions. A BenchMark Ultra system (Ventana Medical Systems, Oro
Valley, AZ, USA) was used for these IHC stainings and EBV-ISH.

Cell lines and culture conditions
The YT cell line was obtained from DSMZ (ACC434, Braunschweig,
Germany), while the NK92-MI (CRL-2408) and 293 T (CRL-3216) cell lines
were obtained from the American Type Culture Collection (ATCC,
Manassas, VA, USA). The SNK6 cell line was kindly provided by Prof. Norio
Shimizu (Tokyo Medical and Dental University, Tokyo, Japan). The YT cell
line was maintained in Iscove’s Modified Dulbecco’s Medium (IMDM)
supplemented with 20% fetal bovine serum (FBS) and 1% penicillin-
streptomycin (PS). The NK92-MI cell line was maintained in alpha-MEM
supplemented with 25% FBS, 0.2 mM inositol, 0.1 mM mercaptoethanol,
0.2 mM folic acid, and 1% PS. The SNK6 cell line was maintained at RPMI
1640 supplemented with 10% human serum (HS), 1% gentamycin, and
700 U/mL IL-2.

Antibodies and reagents
Phosphate buffered saline (PBS) was purchased from Welgene (Daejeon,
Republic of Korea). Entinostat (S1053) waspurchased from Selleckchem

(Houston, TX, USA). EGR1 (ab55160), LMP1 (ab78113), and PD-L1
(ab210931, ab213524) were purchased from Abcam (Cambridge, MA,
USA). PTEN (cs#9188), p-AKT S473 (cs#4058), AKT (cs#9272), p-STAT3 T705
(cs#9145), β-actin (cs#4970), and vinculin (cs#9145) were purchased from
Cell Signaling Technology (Beverly, MA, USA). RIG1 (sc-376845) and GAPDH
(sc25778) were purchased from Santa Cruz Biotechnology (Santa Cruz, CA,
USA). The BCA protein assay kit (BCA0500) and enhanced chemilumines-
cence (ECL, BWF0100) were purchased from BIOMAX (Guri, Republic of
Korea). The lipofectamine 2000 reagent (11668019) was purchased from
Thermo Fisher Scientific (Waltham, MA, USA). The human interleukin-2 (IL-
2, C017-1000) was purchased from Enzynomics (Daejeon, Republic of
Korea). The APC anti-human PD-L1 antibody (329708) was purchased from
BioLegend (San Diego, California, USA). Entinostat (S1053), azacitidine
(S1782), and decitabine (S1200) were purchased from Selleckchem
(Houston, TX, USA). The human IL-2 (431807) and IFN-γ (430107) were
purchased from BioLegend (San Diego, CA, USA).

Lentivirus production and transduction
Plasmids pMDLg/pRRE (Addgene #12251), pRSV/REV (Addgene #12253),
and pMD2.G (Addgene #12259) were kindly provided by Prof. Didier Trono
[PMID: 9765382]. The pLKO.1 puro plasmid (Addgene #8453) was kindly
provided by Prof. Robert Weinberg [PMID: 12649500]. For EGR1 knock-
down, a shRNA sequence (CTGTCTACTATTAAGGCCTTT) was inserted into
pLKO.1 puro. Lentiviral particles carrying shEGR1 or control shRNA
(scrambled) were produced in 293 T cells and used to transduce YT and
SNK6 cells. Transduced cells were then treated with puromycin (2 μg/mL)
for 7 days to achieve stable knockdown, followed by cell sorting.
Knockdown efficiency was confirmed by western blot analysis of EGR1
protein levels.

Retrovirus production and transduction
The pMXs-hs-EGR1 plasmid (Addgene #52724) was kindly provided by
Prof. Shinya Yamanaka [PMID: 24239284]. For EGR1 overexpression, the
full-length EGR1 gene (pMXs-EGR1) was transfected into SNK6 cells using
Lipofectamine 2000, following the manufacturer’s protocol. An empty
plasmid (pMXs) served as a negative control. Successful EGR1 over-
expression was confirmed by western blot.

Immunoblotting
Protein extracts were prepared by lysing cells in RIPA buffer containing
protease and phosphatase inhibitors. Protein concentrations were
determined using the BCA protein assay. Equal amounts of protein
(20–30 μg) were separated on 10% SDS-PAGE gels, transferred to PVDF
membranes, and blocked with 5% non-fat milk in TBS-T for 1 hour at room
temperature. Membranes were incubated overnight at 4 °C with primary
antibodies against EGR1 (1:2000), LMP1 (1:2000), RIG-1 (1:2000), PD-L1
(1:2000), γ-H2AX (1:2000), β-actin (1:2000), vinculin (1:2000), and GAPDH
(1:2000), followed by HRP-conjugated secondary antibodies for 1 hour at
room temperature. Protein bands were visualized using ECL solution.

Flow cytometry analysis
To assess membrane PD-L1 expression, cells were harvested, stained with a
PD-L1 antibody (1:50 dilution) in the dark at 4 °C for 60minutes, and
subsequently washed three times in FACS wash buffer (15minutes each
wash). Data were acquired using an Attune NxT flow cytometer (Thermo
Fisher Scientific, Waltham, MA, USA) and analyzed using FlowJo software.
Results were presented as histograms comparing shCTRL and shEGR1 cells.

Cytokine measurement
The levels of IFN-γ in the culture supernatants were measured using ELISA
kits (BioLegend, San Diego, CA, USA). Supernatants were collected 48 hours
after transfection or knockdown, centrifuged to remove cell debris, and
stored at −80 °C until analysis. The assays were performed according to
the manufacturer’s instructions, and absorbance was measured at 450 nm
using a Synergy H1 BioTek microplate reader.

Evaluation of the effect of HDAC inhibition on EGR1 and PD-
L1 expression
Based on previous studies showing that histone deacetylase (HDAC)
inhibitors enhance EGR1 expression [15, 16], we investigated whether
HDAC inhibition could also augment PD-L1 expression. SNK6 cells were
treated with increasing concentrations (0, 1, 5, or 10 μM) of entinostat for
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24 hours. Protein levels of EGR1 and PD-L1 were analyzed by western blot
using whole cell lysates.

Statistical analysis
Statistical analyses were performed using SPSS software version 25.0 (IBM
Corp., USA) and GraphPad Prism version 8.0 (GraphPad Software, Inc., USA).
Data are expressed as the mean ± standard deviation. For small sample
sizes (n < 5), individual data points were plotted where applicable.
Comparisons between groups were made using the Student’s t-test or
analysis of variance (ANOVA) for continuous variables and the χ²-test for
categorical variables. Data normality was assumed for parametric tests (t-
test, ANOVA), and variance was assumed to be similar between groups
unless otherwise indicated. Non-parametric tests were used where
appropriate. OS was analyzed using the Kaplan-Meier method and the
log-rank test. The correlation between EGR1 expression and clinical

features or treatment response was assessed by the χ²-test. All tests were
two-sided, and no adjustments were made for multiple comparisons. Two-
sided P-values < 0.05 were considered statistically significant. This study
adheres to the REMARK guidelines for reporting prognostic markers where
applicable.

RESULTS
Patient demographics and clinicopathologic features
A total of 62 patients with ENKTL were included in the study (Table
1). The median age was 52.8 years (IQR: 45.8–67.1), with 59.7% of
patients aged ≤60 years. Most patients were male (77.4%). Most
patients had an ECOG performance status of 0-1 (79.0%), and
64.5% were free of B symptoms. The primary tumor site was
predominantly nasal (88.7%), and 74.2% of patients presented
with Ann Arbor stage I-II disease. Regarding immune subtypes,
61.3% of patients were classified as immune evasion-A, followed
by immune silenced (21.0%), immune evasion-B (14.5%), and
immune tolerance (3.2%).

EGR1 expression and correlation with clinicopathologic
characteristics
Analysis of EGR1 expression in tissue samples revealed significant
associations with PD-L1 status and immune subtypes (Table 2).
Patients with high EGR1 expression exhibited a higher rate of PD-
L1 positivity compared to those with low EGR1 expression (81.3%
vs. 43.3%, p= 0.002). Significant differences were also observed in
the distribution of immune subtypes between the high and low
EGR1 expression groups (p= 0.009). Specifically, the immune

Table 2. Analysis of EGR1 expression in archival NKTCL specimen
matched with their clinicopathological characteristics.

EGR1 expression p value

High low

B symptoms 0.160

Absence 18 (56.3) 22 (73.3)

Presence 14 (43.8) 8 (26.7)

Type 0.703

Nasal 29 (90.6) 26 (86.7)

Non-nasal 3 (9.4) 4 (13.3)

Abnormal LDH 0.207

No 19 (59.4) 13 (43.3)

Yes 13 (40.6) 17 (56.7)

Ann Arbor stage 0.058

I-II 27 (84.4) 19 (63.3)

III-IV 5 (15.6) 11 (36.7)

PINK 0.667

Low-intermediate 30 (93.8) 27 (90.0)

High 2 (6.3) 3 (10.0)

PD-L1 0.002

Positive 26 (81.3) 13 (43.3)

Negative 6 (18.8) 17 (56.7)

Immune subtype 0.009

Immune tolerance 1 (3.1) 1 (3.3)

Immune evasion A 26 (81.3) 12 (40.0)

Immune evasion B 2 (6.3) 7 (23.3)

Immune silenced 3 (9.4) 10 (33.3)

LDH lactate dehydrogenase, PINK prognostic index for natural killer cell
lymphoma.

Table 1. Demographic and clinicopathologic feature (n= 62).

Characteristics N (%)

Age

Median (IQR) 52.8 (45.8–67.1)

≤60 years 37 (59.7)

>60 years 25 (40.3)

Sex

Male 48 (77.4)

Female 14 (22.6)

Performance status

ECOG 0-1 49 (79.0)

ECOG ≥ 2 13 (21.0)

B symptoms

Absence 40 (64.5)

Presence 22 (33.5)

Primary site

Nasal 55 (88.7)

Non-nasal 7 (11.3)

Ann Arbor stage

I–II 46 (74.2)

III–IV 16 (25.8)

Abnormal LDH

No 32 (51.6)

Yes 30 (48.4)

EBV DNA

Undetectable 11 (17.7)

Detectable 16 (25.8)

Unknown 35 (56.5)

PINK

Low 50 (80.6)

Intermediate 7 (11.3)

High 5 (8.1)

3–6 14 (23.7%)

Immune subtype

Immune tolerance 2 (3.2)

Immune evasion A 38 (61.3)

Immune evasion B 9 (14.5)

Immune silenced 13 (21.0)

ECOG Eastern Cooperative Oncology Group, LDH lactate dehydrogenase,
EBV Epstein–Barr virus, PINK prognostic index for natural killer cell
lymphoma.
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evasion-A subtype was more prevalent in the high EGR1
expression group than in the low EGR1 expression group, whereas
the immune evasion-B and immune silenced subtypes were more
common among patients with low EGR1 expression. Figure 1
shows representative histopathologic features, EBV in situ hybri-
dization, and EGR1 immunohistochemistry findings from ENKTL
patients. Panels A–C depict an 82-year-old male with the immune
evasion-A subtype and high EGR1 expression, whereas panels D–F
illustrate a 77-year-old female with the immune evasion-B subtype
and low EGR1 expression. Additionally, patients with Ann Arbor
stage I–II exhibited a higher proportion of high EGR1 expression
compared to those with stage III–IV (p= 0.058), suggesting a
potential trend of decreased EGR1 expression in advanced disease
stages.

Survival analysis
Univariate and multivariate analyses were conducted to evaluate
the prognostic impact of EGR1 expression and other clinicopatho-
logic factors on overall survival (OS) (Table 3). In the univariate
analysis, ECOG ≥ 2 (HR: 12.05, 95% CI: 4.78–30.41, p < 0.001) and

high-risk PINK (HR: 8.88, 95% CI: 3.06–25.78, p < 0.001) were
significantly associated with poorer OS. Low EGR1 expression
showed a trend toward worse survival (HR: 1.65, 95% CI: 0.72–3.77,
p= 0.235), but this did not reach statistical significance (Fig. 2). In
multivariate analysis, ECOG ≥ 2 remained an independent pre-
dictor of poor OS (HR: 11.76, 95% CI: 4.13-33.52, p < 0.001).
Although low EGR1 expression did not achieve statistical
significance (HR: 2.12, 95% CI: 0.88-5.12, p= 0.096), it showed a
potential association with reduced survival, suggesting that EGR1
may contribute to disease progression.

Differential expression of LMP1, RIG1, EGR1, and PD-L1 in
ENKTL cell lines
Western blot analysis was performed to compare the expression
of LMP1, RIG1, EGR1, and PD-L1 in ENKTL cell lines (YT, SNK6) and
the non-tumorigenic control NK92-MI cells (Fig. 3A). Among these
lines, SNK6 showed notably higher levels of LMP1, RIG1, EGR1, and
membrane-bound PD-L1 compared to the other cell lines. To
elucidate the role of EGR1 in regulating LMP1 and PD-L1
expression, we conducted EGR1 knockdown experiments in YT

Fig. 1 Representative Histology, EBV In Situ Hybridization, and EGR1 Immunohistochemistry in ENKTL. A–C An 82-year-old male patient
with the immune evasion-A subtype and high EGR1 expression. D–F A 77-year-old female patient with the immune evasion-B subtype and
low EGR1 expression. A, D Hematoxylin and eosin (H&E) staining; B, E EBV in situ hybridization; C, F EGR1 immunohistochemistry.

Table 3. Univariate and multivariate analyses of OS in patients with ENKTL.

Univariate analysis Multivariate analysis

HR 95% CI P value HR 95% CI P value

ECOG ≥ 2 12.05 4.78–30.41 <0.001 11.76 4.13–33.52 <0.001

B symptoms 2.18 0.96–4.95 0.064

Abnormal LDH 1.58 0.69–3.61 0.278

PINK_High 8.88 3.06–25.78 <0.001 3.32 0.95–11.61 0.061

EGR1_Low 1.65 0.72–3.77 0.235 2.12 0.88–5.12 0.096

HR hazard ratios, CI confidence intervals, ECOG Eastern Cooperative Oncology Group, LDH lactate dehydrogenase, PINK prognostic index for natural killer cell
lymphoma.
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and SNK6 cells using shRNA (Fig. 3B). Western blot analysis
showed that EGR1 depletion led to a marked reduction in LMP1
expression in both cell lines, with a particularly pronounced effect
in SNK6 cells. Importantly, both the reduced and membrane-
bound forms of PD-L1 showed substantial decreases following
EGR1 knockdown, most notably in SNK6 cells (Fig. 3B). Flow
cytometry further confirmed that EGR1 knockdown significantly
decreased surface PD-L1 levels in SNK6 cells (p < 0.001), while
YT cells demonstrated a similar but less pronounced effect
(Fig. 3C). Collectively, these results suggest that EGR1 functions as
a positive regulator of both LMP1 and PD-L1 expression in ENKTL,
revealing a novel regulatory mechanism in ENKTL pathogenesis.
To evaluate the impact of EGR1 overexpression on LMP1, RIG1,

and PD-L1 expression, SNK6 cells were transfected with the pMXs-
EGR1 plasmid and analyzed by Western blot (Fig. 3D). LMP1
expression appeared slightly increased in pMXs-EGR1-transfected
cells, while RIG1 showed minimal change. In contrast, PD-L1
protein expression exhibited a notable increase in pMXs-EGR1-
treated cells compared to controls. This upregulation of PD-L1
suggests that EGR1 overexpression enhances the expression of
this important immune checkpoint molecule in SNK6 cells.

Regulation of signaling pathways by EGR1 knockdown in
ENKTL cell lines
To investigate the downstream signaling pathways regulated by
EGR1 in ENKTL cells, we examined the expression of key signaling
molecules in YT and SNK6 cells following EGR1 knockdown

(Fig. 4A). Western blot analysis revealed distinct patterns of
pathway activation between the two cell lines. In SNK6 cells, EGR1
knockdown led to significant changes in multiple signaling
pathways. Notably, there was decreased PTEN expression
accompanied by increased AKT phosphorylation at Ser473,
indicating enhanced activation of the PI3K/AKT pathway. HIF-1α
levels showed a slight increase, while STAT3 phosphorylation at
Tyr705 was completely abolished following EGR1 depletion. In
contrast, YT cells showed minimal changes in these signaling
pathways after EGR1 knockdown. These findings imply that EGR1
plays a crucial role in regulating the PTEN/AKT axis in SNK6 cells,
where its depletion decreases PTEN expression and consequently
activates AKT signaling. Additionally, the complete loss of STAT3
phosphorylation in SNK6 cells indicates that EGR1 is essential for
maintaining STAT3 activation in these cells.
Western blot analysis showing the effect of IFN-γ (20 ng/mL,

24 h) treatment on PD-L1 protein expression in YT and SNK6 cells
(Fig. 4B). In YT cells, IFN-γ treatment results in minimal changes in
PD-L1 expression. In contrast, SNK6 cells exhibit a significant
upregulation of PD-L1 in the shCTRL condition upon IFN-γ
treatment, whereas the shEGR1 condition shows little to no
induction. These data indicate that IFN-γ–mediated PD-L1
induction in SNK6 cells is dependent on EGR1.

Effect of HDAC inhibitor on EGR1 and PD-L1 expression
Western blot analysis of EGR1 and PD-L1 protein levels was
performed in SNK6 cells treated with varying concentrations of

Fig. 2 Kaplan–Meier survival curves by EGR1 expression group. The blue line represents the EGR1 High group, indicating patients with high
EGR1 expression, while the red line represents the EGR1 Low group, indicating patients with low EGR1 expression.
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entinostat (0, 1, 5, and 10 μM) for 24 hours. EGR1 expression
increased in a dose-dependent manner following entinostat
treatment, accompanied by a corresponding upregulation of PD-
L1 (Fig. 5A). Additional Western blot analysis of PD-L1 expression
in SNK6 cells transduced with either control shRNA (shCTRL) or
EGR1 knockdown shRNA (shEGR1_a) and treated with entinostat
(0, 1, or 10 μM) for 24 hours revealed that PD-L1 expression
increased upon entinostat treatment in shCTRL cells (shown in
both short and long exposures). However, this increase was
significantly attenuated in EGR1 knockdown cells (shEGR1_a),
indicating that EGR1 is required for entinostat-induced PD-L1
expression (Fig. 5B).

DISCUSSION
This study provides novel insights into the role of EGR1 in ENKTL
pathogenesis and highlights its potential as a therapeutic target.
Our findings reveal complex interactions between EGR1, PD-L1,
and key signaling pathways in ENKTL, with significant implications
for disease progression and treatment strategies.
Our analysis of 62 ENKTL patients revealed significant associa-

tions between EGR1 expression and important clinicopathologic
features. First, the correlation between high EGR1 expression and
PD-L1 positivity suggests that EGR1 may be involved in
modulating the tumor immune microenvironment in ENKTL. This
relationship is further supported by the enrichment of the
immune evasion-A subtype—known for its active immune escape

features—in patients with high EGR1 expression. In contrast, low
EGR1 expression was associated with the immune silenced
subtype, indicating that EGR1 may help shape the immunological
phenotype of ENKTL and potentially influence the balance
between active immune evasion and passive immune silence.
This finding is consistent with our in vitro results and supports the
hypothesis that EGR1 plays a crucial role in immune evasion
mechanisms in ENKTL. Moreover, the observation that patients
with early-stage disease tended to have higher EGR1 expression,
coupled with a trend toward better survival in patients with high
EGR1 expression, suggests that EGR1 may influence the tumor’s
ability to engage the immune system during the early stages of
the disease.
EBV infection plays a pivotal role in the development of ENKTL.

EBV-infected NK/T cells typically exhibit a latency II gene
expression profile characterized by LMP1 expression, a viral
protein implicated in tumorigenesis [17, 18]. LMP1 promotes
oncogenesis by activating multiple signaling pathways, including
NF-κB and JAK/STAT, thereby facilitating cell proliferation and
survival [19, 20]. LMP1 also upregulates PD-L1 expression,
enabling tumor cells to evade T cell-mediated immune surveil-
lance and foster a tumor-promoting microenvironment [21, 22].
The data obtained from ENKTL cell lines, particularly SNK6,
strongly support EGR1 as a positive regulator of LMP1 and PD-
L1 expression. The pronounced reduction in both reduced and
membrane-bound PD-L1 following EGR1 knockdown underscores
the importance of EGR1 in maintaining PD-L1 levels. Since PD-L1 is
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a critical immune checkpoint molecule enabling tumor immune
escape, EGR1’s influence on PD-L1 suggests that it may help shape
the tumor’s immunosuppressive microenvironment. Beyond
immune checkpoint regulation, our analyses revealed significant
EGR1-dependent signaling alterations. In SNK6 cells, EGR1
depletion reduced PTEN levels and enhanced AKT phosphoryla-
tion, indicating that EGR1 normally restrains the PI3K/AKT path-
way. The complete loss of STAT3 phosphorylation in EGR1
knockdown cells further emphasizes the multifaceted nature of
EGR1’s regulatory functions, as STAT3 is a crucial transcription
factor involved in cell growth, survival, and immune modulation
[23, 24]. Taken together, these findings suggest that EGR1
coordinates a complex network of signals, simultaneously
regulating tumor growth, survival pathways, and immune evasion
strategies. Furthermore, our experiments demonstrated that EGR1
was essential for IFN-γ–mediated PD-L1 expression, underscoring
its critical role in immune signaling and modulation in ENKTL.
Garcia-Diaz et al. reported that IFN-γ regulated PD-L1 expression
through the JAK1/JAK2–STAT1–IRF1 axis in a melanoma model
[25]. In the present study, the mechanism by which EGR1 is
involved in IFN-γ signaling in ENKTL may be similar to or interact
with that of IRF1. However, further research is needed to explore
the effects of EGR1 on other immune-regulatory genes beyond
PD-L1 downstream of IFN-γ signaling.
Previous studies have shown that although PD-L1 expression is

elevated in ENKTL, responses to PD-1 blockade therapies have
been modest [10, 11]. Retrospective analyses of pembrolizumab-
treated patients indicate that some responders achieve long-term
disease control and favorable prognoses, while non-responders
experience rapid disease progression. Notably, patients with the
immune evasion-A subtype tend to respond well to PD-1
blockade, whereas those with the immune evasion-B and immune
silence subtypes do not respond [11, 14]. EGR1 overexpression
experiments reinforce its importance in regulating PD-L1. The
observation that elevated EGR1 drives PD-L1 upregulation aligns
with our knockdown data and further confirms EGR1’s role as a
critical enhancer of PD-L1 expression. To elucidate the therapeutic
potential of targeting the EGR1-PD-L1 axis, we selected the HDAC
inhibitor entinostat, given its established role in reactivating EGR1
expression in other malignancies [15, 16].The attenuated PD-L1
induction under entinostat treatment in EGR1-depleted cells
demonstrates that EGR1 is required for the epigenetic modulation
of PD-L1 expression. To explore other epigenetic regulators, we
tested the hypomethylating agent Azacitidine in SNK6 cells but
observed no significant dose-dependent increase in EGR1 or PD-
L1 expression, unlike entinostat. This suggests that HDAC
inhibitors may be more effective in modulating the EGR1-PD-L1
axis in ENKTL, though further studies on DNA methyltransferase
inhibitors and other HDACs are warranted. Preclinical and early-
phase clinical trials have shown promise for combining HDAC and
PD-1 inhibitors to overcome resistance to checkpoint blockade
immunotherapy [26, 27]. A recent phase Ib/II trial demonstrated
that the combination of sintilimab (an anti-PD-1 antibody) and
chidamide (a HDAC inhibitor) might be effective in patients with
R/R ENKTL [28]. This suggests that epigenetic therapies might
leverage EGR1 to potentiate immune checkpoint expression,
potentially enhancing the effectiveness of immunotherapy
in ENKTL.
Despite these promising findings, several limitations must be

acknowledged. First, while low EGR1 expression showed a trend
toward worse OS, it did not reach statistical significance, rendering
the clinical prognostic impact of EGR1 unclear. This may be
attributable to the relatively small sample size and the hetero-
geneity of ENKTL, which likely constrained statistical power.
Consequently, further validation in larger cohorts is warranted to
clarify the potential of EGR1 as a prognostic marker in ENKTL.
Second, as ENKTL is a rare malignancy, recruiting sufficient
patients at a single institution is challenging, resulting in a limited

cohort size that restricts the generalizability of our findings,
particularly given the heterogeneity of ENKTL immune subtypes.
Validation in larger, multi-institutional cohorts is therefore
essential to confirm the broader applicability of our results. Third,
the translational relevance of EGR1’s role in PD-L1 regulation for
PD-1 blockade therapy remains uncertain due to the small
number of patients treated with pembrolizumab (n= 7) and the
lack of biopsy samples at the time of treatment, necessitating
reliance on diagnostic biopsies for EGR1 assessment. Larger
studies correlating EGR1 expression and immune subtype status
with PD-1 inhibitor response are needed. Fourth, although our
in vitro experiments provided valuable insights, in vivo validation
is necessary to substantiate these findings.
In conclusion, this study elucidates EGR1’s pivotal role in ENKTL

pathogenesis, particularly in regulating PD-L1 expression and key
signaling pathways. These findings deepen our understanding of
ENKTL biology and open new avenues for therapeutic interven-
tions targeting this aggressive lymphoma.
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