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Objective: To explore whether Fusobacterium nucleatum could lead to

behavioral and pathological changes in Alzheimer’s disease (AD)-like model

rat and whether they could affect the gut microbiota.

Methods: The cognitive ability and alveolar bone loss of Sprague-Dawley

(SD) rats were tested by Morris water maze and Micro-CT, respectively. HE

staining and immunohistochemistry were used to analyze the pathological

changes and Aβ1–42 in brains. Western blot was applied to detect the

expression of p-Tau 181 in the brain. Limulus amebocyte lysate assay and

PCR were performed to determine serum LPS level and whether F. nucleatum

accessed the brain, respectively. The gut microbiota was analyzed by the 16S

rRNA gene sequence.

Results: Oral infection with F. nucleatum could induce increased alveolar

bone loss and learning impairment in AD-like rats. Additionally, F. nucleatum

exposure increased the Aβ1–42 expression by about one-fourth (P < 0.05),

p-Tau181 by about one-third (P < 0.05), and serum LPS (P < 0.05) in AD-like

rats. Moreover, F. nucleatum could change the gut microflora composition

in AD-like rats, accompanied by a significant increase in the abundance of

Streptococcus and Prevotella.

Conclusion: Oral infection with F. nucleatum could contribute to

abnormalities in cognitive ability and pathological change in the brain of

AD-like rats, which may be related to abnormal gut microbiota composition.
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Introduction

Alzheimer’s disease (AD) is a multifactorial neuro-
degenerative disease, which affects cognitive function and
memory, is characterized by amyloid β (Aβ, formed by
activities of β and γ secretase) and neurofibrillary tangles
(NFTs, composed of over-phosphorylated tau protein), but
its pathogenesis is not yet clear (Blennow and Zetterberg,
2018; Weller and Budson, 2018). Most studies supported
that inflammatory response plays an important role in
the pathogenesis of AD by promoting Aβ deposition and
leading to neuron loss and cognitive dysfunction (Long
and Holtzman, 2019). Recently, more researchers were
involved in the relationship between periodontitis and
AD. Epidemiological studies had shown that people with
periodontitis were at increased risk for AD, while people with
AD were more prone to periodontitis, tooth loss, and mucosal
lesions due to cognitive decline and impaired oral health
(Chen C.K. et al., 2017).

Periodontitis is a chronic inflammatory disease caused
by pathogenic bacteria in subgingival biofilm, and its
pathogenesis is related to aberrant host immune response
and destruction of periodontal tissues (Socransky and Haffajee,
2002; Sczepanik et al., 2020). Although periodontitis is not
fatal, periodontal pathogens could travel through the systemic
circulation to various organs, leading to the development
of some life-threatening diseases. Studies had found that
the presence and severity of periodontitis are associated
with the development of systemic diseases, such as AD
(Matsushita et al., 2020), and Porphyromonas gingivalis
(P. gingivalis), a frequently studied periodontal pathogen, has
been reported to increase the risk of AD, symptoms associated
with AD were relieved after anti-P. gingivalis-toxin treatment
(Dominy et al., 2019).

Fusobacterium nucleatum (F. nucleatum, F.n), another
important periodontal pathogen, could mediate its
interpolymerization with other bacteria and adhesion to
various host cells (Fardini et al., 2011; Li et al., 2021). Current
studies confirmed that F. nucleatum plays an important role
in the occurrence and development of colorectal cancer and
chemotherapeutic resistance, and could also be isolated from
septicemia-related infections, pelvic inflammatory disease,
abscesses of the brain and other organs (Han et al., 2003;
Gregory et al., 2015; Brennan and Garrett, 2019). In line
with these data, Sparks Stein and coworkers demonstrated
that antibody levels to F. nucleatum and P. intermedia, at
baseline, significantly increased as compared to the controls
and correlated with a declined cognitive function in AD
patients (Sparks Stein et al., 2012). In recent years, studies
have found that gut microbiota might play an important role
in neurological diseases. Animal studies using germ-free mice
had shown that mice lacking the microbes have abnormal

brain development, learning and memory deficits, and anxiety-
like behaviors, suggesting that gut microbiota played a key
role in early brain development and adult neurogenesis
(Desbonnet et al., 2014; Grover and Kashyap, 2014). The
gut–brain axis is a communication pathway between the center
neuro system and the enteric nervous system (Kowalski and
Mulak, 2019). It is suggested that AD patients have different
gut microbiota from non-AD people, and this abnormal gut
microbiota may be involved in the deposition of the brain
Aβ (Seo et al., 2019). Therefore, further studies on the gut
microbiota of AD patients can help us better understand the
etiology of the disease. In our study, F. nucleatum was orally
infected D-galactose/AlCl3 induced AD-like rats, and we found
that F. nucleatum changed the gut microbiota and played a
pathogenic role in AD.

Materials and methods

Animals

Thirteen 5-week-old Sprague-Dawley (SD) male rats (130–
150 g) purchased from the Dashuo company were housed in
plastic cages in a temperature-controlled (25◦C) colony room
at a 12/12 h light/dark cycle. Food and water were available
ad libitum. All animal procedures in this study were approved
by the Ethics Committee of West China Hospital of Sichuan
University (WCHSIRB-D-2021-009) and conformed to the
ARRIVE (Animal Research: Reporting of in vivo Experiments)
guidelines for preclinical studies. All efforts were made to
minimize the number of animals used.

Alzheimer’s disease-like and
periodontitis rat model

After 1 week of environment acclimation, the rats were
randomly divided into three groups, AD + ligation + non (AD,
n = 4), AD + ligation + F. nucleatum (AD + F.n, n = 5), and
blank (Con, n = 4). The rats were subcutaneously injected in the
neck and back with D-galactose and AlCl3 (120 mg/kg/day and
10 mg/kg/day, 0.1–0.5 ml) or PBS every day from the 6th week
to the 22nd week to establish an AD-like model (as shown in
Figure 1A). Rats were ligated with a 5–0 silk suture around
the bilateral maxillary second molars (M2) for experimental
periodontitis in the 16th week. F. nucleatum ATCC 25586 was
anaerobically grown and resuspended to a concentration of
1 × 109 CFU/mL in 4% carboxymethyl cellulose (CMC), and
was smeared on the silk suture (0.2 ml) every other day from the
16th week to the 22nd week (Chukkapalli et al., 2014). The Con
group received 0.2 ml of PBS in 4% CMC.
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FIGURE 1

Micro-CT showed alveolar bone loss in each group (n = 4–5). (A) Flow chart. (B) Three-dimensional view of bone resorption. (C) Alveolar bone
loss in each group. Data presented as mean ± SEM. *P < 0.05 vs. Con group, #P < 0.05 vs. AD group, indicates statistically significant
differences.

Morris water maze test

The Morris water maze test (MWMT, MT-200, Chengdu
Taimeng Technology Co., Ltd.) was performed in the 23rd week
to study the spatial learning and memory abilities of rats. Morris
water maze test (MWMT) was carried out as described by
Bhuvanendran et al. (2019) with few modifications. The water
pool was a circular white pool with a diameter of 200 cm and
a depth of 60 cm filled with non-toxic white paint opaque
water and the temperature was held constant at 23 ± 1◦C.
The pool was separated into four equal quadrants, and an
invisible platform was submerged 1 cm under the water surface
in the center of the first quadrant and was considered the target
quadrant. During the training days, the location of the platform
remained the same and the rats were given tests for successive
4 days. In each trial, a rat was released in a quadrant and allowed

to swim freely for 90 s to find the invisible platform and stay on
it for 15 s. If the rats could not find the located platform in 90 s,
it was gently guided to the platform, and allowed to stay there
for 15 s. The time taken to reach the platform (escape latency)
was recorded and the practice was repeated for four different
starting quadrants of the trial per day. A probe trial test was
performed on the 5th day without the platform to evaluate the
memory consolidation rate. The rats were allowed to swim freely
for 90 s, and count the number of times the mouse crossed the
area where the platform had been placed.

Specimen collection

Animals were sacrificed one day after the probe trial test.
First, fresh feces of rats were collected for quick freezing. The
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rats were deeply anesthetized with an intraperitoneal injection
of 2.5% tribromoethanol. After the collection of blood, the
rats were sacrificed and the brain was collected. One cerebral
hemisphere was immediately stored at −80◦C until further
analysis and the other half fixed in 4% paraformaldehyde
for 24 h, then were processed and embedded in paraffin.
Bilateral maxillary bones were removed and fixed in 4%
paraformaldehyde for 24 h.

Micro-computed tomography

To evaluate morphological changes in the alveolar bone,
the maxillary bone was scanned by Micro-CT (Jia et al., 2019).
Fixed maxillary bones of each group were randomly selected
and scanned with a Micro-CT (µCT50; SCANCO) at the
voxel resolution of 10 µm. Three-dimensional reconstruction
and data analysis were performed by Scanco Evaluation. To
calculate bone loss, the distance between the cementoenamel
junction and alveolar bone crest (CEJ-ABC distance) was
measured for two predetermined maxillary sites on palatal
sides of M2.

Hematoxylin-eosin staining

The histological changes in the sections of brain tissues from
the different groups were observed using HE staining (Chen S.
et al., 2017). After being preserved in 10% formalin solution
for 24 h, brains were embedded in paraffin and 5 µm sections
were sliced. The samples were then dewaxed and rehydrated,
subsequently stained with hematoxylin and eosin, and examined
under standard light microscopy for a general histopathology
examination. The images were captured by a camera (Nikon,
90i, Tokyo, Japan).

Immunohistochemistry

The immunohistochemical staining was performed as
described by Shin et al. (2019) with slight modifications
(Shin et al., 2019). After being fixed in 4% paraformaldehyde
for 24 h, the brains were embedded in paraffin and then
cut at a thickness of 5 µm. The sections for staining were
deparaffinized and washed. Following, they were heated in
0.01 M sodium citrate buffer (pH 6.0) for antigen retrieval.
Endogenous peroxide activity was quenched with 3% hydrogen
peroxide. Sections were incubated with primary antibodies
against Aβ1–42 (Abcam, ab10148, 1:200) overnight at 4◦C,
followed by anti-rabbit IgG (ZSGB-BIO, PV-9001). Then
sections were incubated with horseradish enzyme labeled
streptomycin working solution at room temperature for 30 min.

Finally, color was developed with 3,3′-diaminobenzidine
(ZSGB-BIO, ZLI-9018), and then it was counterstained with
hematoxylin. After gradient dehydration with alcohol, the slices
were sealed with neutral resin. The images were captured.
And 6 visual fields per slices were being counted in a
blind manner.

Western blotting

The supernatant of brain protein was mixed with
sample buffer and boiled. Protein from boiled samples
was separated by 10% sodium dodecyl sulfate (SDS)-
polyacrylamide gel electrophoresis and transferred to PVDF
membranes. Then, the membranes were blocked in PBS–
0.1% Tween 20 containing 5% milk and incubated with
rabbit monoclonal IgG antibodies against GAPDH (1:1,000,
Signalway Antibody, United States), Tau (phosphoThr181,
1:500, Signalway Antibody, United States), and mouse
monoclonal IgG antibodies Tau (Tau46, 1:500, CST,
United States) overnight at 4◦C. The membranes were
then incubated with goat anti-rabbit or rabbit anti-mouse
IgG antibodies (1:5,000, Signalway Antibody, United States).
The protein was visualized with Enhanced ECL Reagent Kit
(Beijing Bio Excellence Biotechnology Co., Ltd., China).
Images were captured by using a gel imaging system
(Bio-Rad, United States).

Limulus amebocyte lysate assay

Serum was isolated by centrifuging the blood after clotting
at 4,000 rpm for 10 min. The serum level of LPS was measured
with Tachypleus Amebocyte Lysate (EC64405, Xiamen Limulus
Reagent Biotechnology Co., Ltd., xiamen, China) according to
the manufacturer’s protocol.

Brain genomic DNA isolation and
polymerase chain reaction

To confirm the spread of periodontal pathogens from
the mouth to the brain of AD-like rats, genomic DNA
was isolated from the brains of all groups following the
manufacturer’s protocol (DNeasy Blood and Tissue Kit,
Qiagen, Germany) (Wang et al., 2015). DNA amplification
was performed using a PCR amplification kit (Sangon Biotech
Co., Ltd., Shanghai, China) according to the manufacturer’s
instructions. Briefly, the PCR mixture contained 12.5 µl
Taq PCR Master, 0.5 µl (10 µg/ml) DNA samples, 1 µl
forward primer, 1 µl reverse primer, and 1 µl sterilized
ddH2O. The primers used for amplification were as follows:
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5′-GGCCACAAGGGGACTGAGACA-3′ (forward) and 5′-
TTTAGCCGTCACTTCTTCTGTTGG-3′ (reverse) (Sangon
Biotech Co., Ltd., Shanghai, China) and its reliability is verified.
The reaction temperature was 94◦C for 4 min, followed by
40 cycles of 94◦C for 30 s, 60◦C for 30 s, 72◦C for 10 s, and
then 72◦C for 10 min. DNA amplification products were
electrophoresed in a 2.0% agarose gel electrophoresis under
120 V for 20 min with F. nucleatum ATCC 25586 DNA as
the positive group (183 bp) and a blank reaction system as
the negative group.

Fecal DNA extraction and 16S rRNA
gene sequencing

DNA from 13 fecal samples of Con, AD, and AD + F.n
groups were extracted using a Qiagen stool DNA extraction
kit (Qiagen, Germany) according to the instructions. Eleven
DNA samples (3 in Con, 3 in AD, 5 in AD + F.n), with ratios
of 1.8–2.0 (for A260/280 nm) and >1.8 (for A260/A230 nm),
were used for downstream experiments (Wang et al., 2016).
For the analysis of the composition of the gut microbiota,
the V3 and V4 regions of the 16S rRNA gene were amplified
using universal primers 338F and 806R. The sequencing was
performed on the Illumina Miseq platform following the
usual operating procedures of Personal Biotechnology Co.,
Ltd. (Shanghai, China). The DNA fragments were paired-
end sequenced with the Illumina platform. The obtained
sequences were denoise, quality controlled, dereplication, etc.
to obtain high-quality sequences. The cluster_size module
was used to cluster high quality sequences at a 97%
similarity level, and the Operational taxonomic unit amplicon
sequence variants (ASVs) tables were obtained. Finally, the
singletons ASVs (ASVs detected in only 1 sample) and their
representative sequences were removed from the ASV table.
Calculated the length distribution of the high-quality sequences
contained in the sample, and the obtained sequences were
annotated with the Greengenes database. α diversity indices
were determined using the Simpson index for diversity and
the Chao1 index for species richness. β diversity can be
demonstrated by Principal coordinate analysis (PCoA) and the
Bray-Curtis distance was used to denote the β diversity distance
(Li et al., 2019).

Statistical analysis

All data were statistically analyzed by GraphPad Prism 6.0.
Data were expressed as mean ± SEM. Morris’s water maze was
analyzed with repeated measurements ANOVA. Comparisons
between the three groups were evaluated by ANOVA or
Kruskal-Wallis Test. Differences with P < 0.05 were considered
statistically significant.

Results

Fusobacterium nucleatum increased
alveolar bone loss

Micro-CT showed that the AD and AD + F.n groups
had significantly more alveolar bone loss than the Con
group, indicating the successful induction of periodontitis.
Furthermore, alveolar bone loss in the AD + F.n group in rats
infected with F. nucleatum for 6 weeks was increased compared
with those of rats in the AD group (Figures 1B,C). These results
suggested that oral infection with F. nucleatum induced more
alveolar bone loss in AD-like periodontitis rats.

Fusobacterium nucleatum damaged
the cognitive ability of rats in Morris
water maze test

To clarify whether F. nucleatum could induce cognitive
impairment, we tested the learning ability of rats by MWMT. As
shown in Figure 2A, the escape latency of the AD and AD + F.n
groups were significantly increased from day 2 to day 4 when
compared with the Con group (P < 0.05), indicating successful
induction of the AD-like rat model through D-galactose and
AlCl3 injection. In addition, when compared with the AD group,
the escape latency of the AD + F.n group was significantly
increased, in particular, there was an average increase of about
20 s on the fourth day (P < 0.05). These data indicated that
chronic F. nucleatum oral infection could damage the learning
ability further of AD-like with periodontitis rats.

In the space exploration experiment, we found that the track
of rats in the Con group was mainly concentrated in and around
the target quadrant (the first quadrant), while rats in the AD
and AD + F.n groups moved disorderly or presented marginal
movement, and rarely enter the target quadrant (Figure 2C).
Moreover, the AD and AD + F.n groups had a significantly
decreased number of times cross the platform than the Con
group. These data also indicate the successful construction of the
AD-like rat model. However, we didn’t find any evidence that
F. nucleatum aggravated memory ability in rats as the AD + F.n
group had a similar number of times cross the platform with the
AD group (Figure 2B).

Fusobacterium nucleatum could
induce the expression of Aβ1–42 and
p-Tau181

To clarify whether F. nucleatum could induce
neurodegeneration, the neuronal morphology in the cortex
(Cotx) and hippocampus (Hipp) of rats by HE were first

Frontiers in Neuroscience 05 frontiersin.org

https://doi.org/10.3389/fnins.2022.884543
https://www.frontiersin.org/journals/neuroscience
https://www.frontiersin.org/


fnins-16-884543 September 12, 2022 Time: 14:29 # 6

Yan et al. 10.3389/fnins.2022.884543

FIGURE 2

Morris water maze test (MWMT) showed the cognitive ability of rats in each group. (A) Escape latency. (B) The number of times cross the
platform. (C) Heat map of rat movement track. Data presented as mean ± SEM. n = 4–5 in each group, *P < 0.05 vs. Con group, #P < 0.05 vs.
AD group, indicates statistically significant differences.

investigated. We found that neurons in Cotx and Hipp of rats
in the Con group were neatly arranged and compact, without
significant cell vacuolation and necrosis (Figure 3A). Neuronal
degeneration and karyopyknosis in brain tissue were observed
in AD and AD + F.n groups, and cells in the hippocampus were
loosely organized and vacuolation.

The Aβ1–42 expression in Cotx and Hipp of rats was
examined by IHC. And the number of positive Aβ1–42 cells
in brain tissue of AD and AD + F.n groups significantly
increased (Figures 3B,C, P < 0.05). Compared with the AD
group, the expression of Aβ1–42 in the AD + F.n group was
significantly increased by about one-fourth (P < 0.05). These
data indicated that chronic F. nucleatum oral infection could
trigger neurodegeneration and Aβ1–42 express in the Cotx and
Hipp of AD-like rats.

The expression of p-Tau181 and Tau protein in the brain of
rats were detected by WB, as shown in Figures 3D,E. Compared
with the Con group, the level of p-Tau181 in the AD group
and AD + F.n group was significantly increased (P < 0.05).
In addition, when compared with the AD group, the relative
expression of p-Tau181 in AD + F.n group was significantly
increased by about one-third (P < 0.05). These data indicated
oral infection with F. nucleatum could induce phosphorylated
tau increased in the brain of AD-like periodontitis rats.

No Fusobacterium nucleatum was
detected in the brain of rats following
oral application of Fusobacterium
nucleatum

We next explored the possible mechanisms by which
F. nucleatum-caused cognitive impairment, neurodegeneration,
and Aβ1–42 expression. PCR was used to examine whether
F. nucleatum entered the brain first. None of the brain tissue
lysates demonstrated DNA from F. nucleatum in the non-
infected and infected groups (data not shown).

Serum LPS increased after
Fusobacterium nucleatum infection

Serum LPS of rats in each group was detected by LAL assay
(as shown in Figure 4). Compared with the Con group, serum
LPS of the AD group was significantly increased, suggesting the
AD-like model could induce an increase in serum LPS levels,
which may be related to systemic inflammation. Moreover, the
AD + F.n group also had a significantly increased LPS level
when compared with the AD group. These data suggested
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FIGURE 3

HE and IHC showed histopathological changes, and WB showed tau hyperphosphorylation in each group. (A) HE showed cell morphology and
arrangement. (B) IHC showed the expression of Aβ1–42 cells. (C) The number of Aβ1–42 cells in the brain. (D) WB showed the expression of
p-Tau181 in the brain. (E) Quantitative analysis of the blots. Data presented as mean ± SEM. n = 4–5 in each group, *P < 0.05 vs. Con group,
#P < 0.05 vs. AD group, indicates statistically significant differences.
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FIGURE 4

Serum LPS. Limulus amebocyte lysate (LAL) assay detected the
serum LPS in three groups, *P < 0.05 vs. Con group, #P < 0.05
vs. AD group, indicates statistically significant differences.

that F. nucleatum oral infection could trigger chronic systemic
inflammation, we inferred that F. nucleatum might trigger
neuropathy by inducing the release of LPS and the resulting
inflammatory response in the circulatory system.

Fusobacterium nucleatum could
change the gut microbiota diversity of
Alzheimer’s disease-like rats

A total of 866,530 high-quality sequences were captured
from 11 fecal samples, with an average of 78,775 sequences per
sample, and average length of 426 bp. The gut microflora of all
samples was classified into 29 phyla, 89 classes, 158 orders, 280
families, 470 genera, and 5,763 ASVs.

α-diversity index of gut microflora was evaluated according
to the observed species, Simpson, and Chao1 indices. As shown
in Figure 5A, there was no significant difference in the three
parameters among the three groups (P > 0.05). Regarding
gut microflora structure, the dissimilarity tests showed that it
was different between the AD group and the Con group to
some extent (P < 0.1), but the AD group was similar to the
AD + F.n group (P > 0.05; as shown in Table 1). The rarefaction
analysis revealed that the sequence depth was almost sufficient
to recover the diversity of this community (Figure 5B). Venn
figure showed that there were, respectively, 1,573, 2,789, and

3,082 ASVs in Con, AD, and AD + F.n groups. Among them,
AD and AD + F.n overlapped the most ASVs, 407. Only 187
ASVs were shared by three groups (Figure 5C).

Fusobacterium nucleatum could
change the gut microbiota
composition and metabolism of
Alzheimer’s disease-like rats

At the level of phylum (Figure 6A), the top five phylum
were Firmicutes, Proteobacteria, Actinobacteria, Bacteroidetes,
and TM7. The relative abundance in the top five phylum
had no significant differences between groups. According to
hierarchical clustering analysis, the samples from the Con group
(A1–3) clustered together and were well separated from the
AD group (B1–3). Moreover, the AD + F.n group (C1–5)
had a relatively nearer distance to AD (B1–3) compared to
Con, which meant their community was more similar to each
other. Although some genera were common to all samples,
such as Aerococcus, the variability in genera distribution
among different samples was noticeable (Figure 6B). Then,
the structure and predominant taxa from the phylum to
genus level of the gut microbial community in each group
was evaluated by the linear discriminant analysis effect size
(LEfSe) test and displayed in Figure 6C. Marked taxa from
AD was g_Coprococcus, and most specific taxa were from
AD + F.n group in phylum and genus were p_Tenericutes and
g_Prevotella.

At the genus level, Psychrobacter, Enterococcus, and
Aerococcus accounted for 50% of the community in the Con
group, while in the AD group Aerococcus constituted 81.98%,
AD + F.n group consists of the genera of Aerococcus and
Streptococcus for 50% of the community. For the top 20 genera
(Figure 6D), a variance analysis was performed and found
that Psychrobacter, Streptococcus, Lactococcus, Staphylococcus,
Jeotgalicoccus, and Prevotella have a differential expression.
When compared with the AD group, the relative abundance
of Streptococcus and Prevotella in the AD + F.n group was
significantly increased.

PICRUSt2 was used to predict metabolic pathway in
MetaCyc and found that some pathways were significantly
increased or decreased in the AD + F.n group compared to
the AD group (Figure 6E). Furthermore, pathways related to
neurotransmitter degradation were significantly changed in
the gut microbiome of F. nucleatum-treated rats compared
with AD. ORNARGDEG-PWY, ARGDEG-PWY, THREOCAT-
PWY, PWY-7456, and PWY-6572 involved in the degradation
of L-arginine, L-ornithine, putrescine, 4-aminobutanoate,
L-threonine, mannan, and chondroitin sulfate were significantly
increased, while CRNFORCAT-PWY involved in the creatinine
degradation decreased.
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FIGURE 5

Gut microbiota diversity. (A) α diversity. (B) Rarefaction curves. (C) Venn diagram showing the unique shared ASVs in three groups.

TABLE 1 Comparison of the overall microbial community structure
using ANOSIM.

Group 1 Group 2 P

Con AD 0.087

AD AD + F.n 0.463

Discussion

Periodontitis can cause inflammatory mediators to enter
the blood circulation and further aggravate the development
of some systemic diseases (Loos and Van Dyke, 2020). It is
widely believed that Aβ deposition and phosphorylated tau

may be associated with the local and surrounding inflammatory
environment, especially when stimulated by gram-negative
bacteria, which can accelerate Aβ accumulation and over-
phosphorylated tau expression (Dioguardi et al., 2020; Tetz
et al., 2020). This study has shown that periodontitis and
its causative bacteria may also be associated with AD.
Among them, the most studied is the relationship between
P. gingivalis infection and AD. In this study, we demonstrated
that periodontitis, caused by F. nucleatum infection, could
exacerbate the pathological features of AD in an AD-
like rat model.

D-galactose (D-gal) injected rodent models can recapitulate
many features of AD, including cognitive deficits, neuronal
degeneration, and apoptosis, and have been extensively applied
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FIGURE 6

Gut microbiota composition and metabolism. (A) Classification and abundance of fecal bacteria at the phylum level (top 10) in each group.
(B) Taxonomic classification and hierarchical clustering analysis of the bacterial communities at the genus levels from three groups (top 20).
(C) The enriched taxa in the feces of rats were displayed in cladograms. (D) Significant difference in relative abundances of top 20 bacteria at
the genus level in three groups. (E) Predicting metabolic pathways in MetaCyc, *P < 0.05.

in study (Chiroma et al., 2018). Aluminum chloride (AlCl3)
can damage the membrane structure, induce neuronal fiber
degeneration, inhibit nerve conduction, and lead to the
unbalanced activity of α and β secretases (Sumathi et al.,
2015). Treating rodents with D-gal + AlCl3 can result in
impaired cognitive function and successfully build an AD-like
model (Liaquat et al., 2017). In this experiment, rats after
D-gal + AlCl3 treatment showed impaired spatial learning and
memory ability, indicating that we successfully established an

AD-like disease model in rats. It has been well established
that P. gingivalis has a negative effect on cognitive function in
animals with AD. For example, one study conducted behavioral
tests and demonstrated that elderly C57BL/6J mice infected with
P. gingivalis showed significant spatial learning and memory
impairment compared with uninfected control mice (Ding et al.,
2018). Furthermore, oral administration of P. gingivalis-LPS
also can cause learning and memory impairments in C57BL/6
mice (Zhang et al., 2018). This study not only verified the
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established connection between F. nucleatum and AD but also
found that oral infection of F. nucleatum can aggravate the
learning disability of AD-like rats.

Periodontal infections serve as a significant risk factor
affecting cognitive ability as demonstrated in a prospective
observational clinical study in which cognitive decline is
reported in AD patients with active chronic periodontitis
compared to AD patients without active chronic periodontitis
(Chen C.K. et al., 2017). Our results showed that oral infection
with F. nucleatum can significantly increase the accumulation
of Aβ and phosphorylated tau181 expression. Similarly, oral
infection of wild-type mice with P. gingivalis for 22 weeks
also resulted in a significant increase formation of Aβ, and
the expression of p-Tau396 (Ilievski et al., 2018). It is reported
that the LPS of gram-negative bacteria can act on the human
immune system, inhibit the body’s immune defense, and then
trigger inflammation (Morris et al., 2014). In vivo studies
have also demonstrated that bacterial components, such as
LPS and bacterial DNA, can lead to increased accumulation
of Aβ and phosphorylated tau (Tetz et al., 2020). Some
researchers conducted oral infection of P. gingivalis in 8-week-
old wild C57BL/6 mice for 22 weeks and found that the Aβ

plaque and surrounding LPS in the brain were significantly
increased (Ilievski et al., 2018). In addition, LPS can co-
locate with Aβ around the cerebrovascular area in patients
with AD (Zhao et al., 2017). Regarding the ectopic detection
rate of periodontal bacteria, different studies have different
results. Animal experiments showed that orally infected with
P. gingivalis for 3 weeks through pulp in wild type, and
P. gingivalis was not detected in the brain (Foschi et al., 2006).
Poole et al. showed that no bacterial DNA was found in the brain
tissues after 12 and 24 weeks of oral infection of Treponema
denticola, a periodontal pathogen (Poole et al., 2015). The
present study did not detect F. nucleatum in the brain of rats,
and the differences in these results may be related to the type of
bacteria, the mouse model, and the time and route of infection.

In this study of gut microbiota diversity, we have found no
significant difference in α- and β-diversity after D-gal + AlCl3
or F. nucleatum treatment. Bauerl et al. (2018) analyzed the
gut microbiota of APP/PS1 transgenic AD mice and found
that the α diversity of APP/PS1 mice aged 24 months and
6 months was lower than that of wild-type mice of the same
age, and the gut microbiota structure of the two groups was
significantly different. However, Bonfili et al. (2017) and Peng
et al. (2018) found that there was no significant difference in α

diversity between aging mice and 3 × Tg-AD mice and control
mice, while β diversity showed a significant difference in gut
microflora structure compared with control mice. The reason
why our study is inconsistent with the above results may be
associated with the animal species, AD model, and age.

Then, we found that after oral infection with F. nucleatum,
the abundance of Streptococcus and Prevotella in the gut tract
of AD-like rats was significantly increased. Clinical studies

found that the abundance of Streptococcus is increased in
the gut tract of patients with Parkinson’s disease, which
can produce neurotoxins, such as streptomycin, streptomycin,
and streptomycin, leading to permanent nerve damage (Li
et al., 2017). In addition, Streptococcus is enriched in the gut
microbiota of patients with colorectal cancer and has been
associated with an increased risk of diseases, such as sepsis
and endocarditis (Spigelblatt et al., 1985; Wang et al., 2012;
Sutej et al., 2020). As for Prevotella, it is reported that the
gut microbiota of patients newly diagnosed with AD was
dysregulated, in which the abundance of Prevotella, which
can promote inflammation, was significantly increased (Guo
et al., 2021). In animal experiments, 16S rRNA gene sequencing
analysis of gut microbiota of AD mice with accelerated aging
also showed that the abundance of Prevotella was significantly
increased (Peng et al., 2018). Among other neurological diseases,
the abundance of Prevotella has been reported to correlate
with the severity of Parkinson’s disease (Scheperjans et al.,
2015). In addition, the successful colonization of Prevotella
in the gut tract of mice can induce the production and
accumulation of Th17 cells in the colon, and also increase
the expression of Th17-related cytokines (interleukin 6/1β) in
serum (Huang et al., 2020). Moreover, we found that Lactococcus
and Jeotgalicoccus have a decreased relative abundance in the
AD group. Lactococcus can convert glutamate into gamma-
aminobutyric acid, a major inhibitory neurotransmitter, and
abnormalities in this signaling pathway are associated with
cognitive disorders, including AD (Gonzalez-Burgos et al.,
2011). Moreover, another study reported that Lactococcus lactis
can use as a treatment to restore the disturbed intestinal
microbiota of Parkinson’s mice to the normal level, thus
reducing neuroinflammation (Fang et al., 2020). Jeotgalicoccus
can promote the fermentation of resistant starch and cellulose
in the colon, and produce short-chain fatty acids (such as acetic
acid, propionic acid, and butyric acid), in which butyric acid
could reduce inflammation by reducing LPS translocation and
inhibits the growth of facultative anaerobic bacteria to maintain
the health of gut (Ege, 2017; Yang et al., 2017).

Next, we determined the predicted function of gut
microbiota using the PICRUSt software, and we found
through a MetaCyc pathway analysis that some enriched
metabolites in F. nucleatum infection AD-like rats are related
to amino acid and their derivatives metabolism (L-arginine
degradation, L-threonine metabolism, L-ornithine, putrescine,
4-aminobutanoate degradation, and creatinine degradation)
and carbohydrate metabolism (chondroitin sulfate degradation
and mannan degradation) pathways. Studies have shown that
changes in serum amino acid metabolism are associated with
some systemic metabolic diseases (Newgard et al., 2009),
for example, branched-chain amino acids contribute to the
development of obesity-related insulin resistance, and aromatic
amino acids (such as phenylalanine, tryptophan, and tyrosine)
have also been confirmed to be involved in the pathogenesis
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of diabetes and cardiovascular diseases (Wang et al., 2011;
Magnusson et al., 2013).

In this study, we chose co-injection of D-gal and AlCl3
to construct an animal model of AD, and found the chronic
oral application of F. nucleatum can result in spatial learning
impairment, neurodegeneration, Aβ formation with increased
serum LPS, and increased abundance of Streptococcus and
Prevotella in the gut tract. Whether this neuropathology is
directly caused by serum LPS or gut microbiota is not clear
and needs to be determined in future studies. The importance
of our study is the demonstration that D-gal + AlCl3 induced
AD-like rats can result in the accumulation of Aβ and
phosphorylated tau181, increased serum LPS and abundance of
Streptococcus and Prevotella, following chronic oral application
of F. nucleatum.

In this study, using the AlCl3 + D-galactose induced
AD-like rat model with periodontitis, we explored the
possibility of F. nucleatum altering neurodegeneration and
the Aβ1–42 formation in the brain. We also provide new
evidence that the neuropathological features were greatly
influenced by F. nucleatum infection and the consequential gut
microbiota change. Our study strengthened the relationship
between F. nucleatum and AD. The experimental basis
supports the possibility of targeting microbial etiology for the
treatment of AD.

Data availability statement

The datasets presented in this study can be found in
online repositories. The names of the repository/repositories
and accession number(s) can be found below: https://ngdc.cncb.
ac.cn/search/?dbId=&q=CRA004727.

Ethics statement

The animal study was reviewed and approved by the Ethics
Committees of the West China Hospital of Sichuan University
(WCHSIRB-D-2021-009).

Author contributions

CY wrote the manuscript and contributed to the data
analysis. QD and YZ contributed to the manuscript writing. RH
and YL conducted the study. CZ and XH contributed to data
management and analysis. YL designed the study and analyzed
the imaging data. All authors contributed to and approved the
final manuscript.

Funding

This study was supported by the National Natural Science
Foundation of China (Grant no. 81771085), and the Key Project
of the Science and Technology Department of Sichuan Province
(Grant no. 2020YFSY0008).

Acknowledgments

We appreciated Shuzhen Li and Changqing Lu for their help
in this study.

Conflict of interest

The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could
be construed as a potential conflict of interest.

Publisher’s note

All claims expressed in this article are solely those of the
authors and do not necessarily represent those of their affiliated
organizations, or those of the publisher, the editors and the
reviewers. Any product that may be evaluated in this article, or
claim that may be made by its manufacturer, is not guaranteed
or endorsed by the publisher.

References

Bauerl, C., Collado, M. C., Diaz Cuevas, A., Vina, J., and Perez Martinez, G.
(2018). Shifts in gut microbiota composition in an APP/PSS1 transgenic mouse
model of Alzheimer’s disease during lifespan. Lett. Appl. Microbiol. 66, 464–471.
doi: 10.1111/lam.12882

Bhuvanendran, S., Bakar, S. N. S., Kumari, Y., Othman, I., Shaikh, M. F., and
Hassan, Z. (2019). Embelin improves the spatial memory and hippocampal long-
term potentiation in a rat model of chronic cerebral hypoperfusion. Sci. Rep.
9:14507. doi: 10.1038/s41598-019-50954-y

Blennow, K., and Zetterberg, H. (2018). Biomarkers for Alzheimer’s disease:
Current status and prospects for the future. J. Int. Med. 284, 643–663. doi: 10.
1111/joim.12816

Bonfili, L., Cecarini, V., Berardi, S., Scarpona, S., Suchodolski, J. S., Nasuti, C.,
et al. (2017). Microbiota modulation counteracts Alzheimer’s disease progression
influencing neuronal proteolysis and gut hormones plasma levels. Sci. Rep. 7:2426.
doi: 10.1038/s41598-017-02587-2

Brennan, C. A., and Garrett, W. S. (2019). Fusobacterium nucleatum – symbiont,
opportunist and oncobacterium. Nat. Rev. Microbiol. 17, 156–166. doi: 10.1038/
s41579-018-0129-6

Chen, C. K., Wu, Y. T., and Chang, Y. C. (2017). Association between chronic
periodontitis and the risk of Alzheimer’s disease: A retrospective, population-
based, matched-cohort study. Alzheimers Res. Ther. 9:56. doi: 10.1186/s13195-
017-0282-6

Frontiers in Neuroscience 12 frontiersin.org

https://doi.org/10.3389/fnins.2022.884543
https://ngdc.cncb.ac.cn/search/?dbId=&q=CRA004727
https://ngdc.cncb.ac.cn/search/?dbId=&q=CRA004727
https://doi.org/10.1111/lam.12882
https://doi.org/10.1038/s41598-019-50954-y
https://doi.org/10.1111/joim.12816
https://doi.org/10.1111/joim.12816
https://doi.org/10.1038/s41598-017-02587-2
https://doi.org/10.1038/s41579-018-0129-6
https://doi.org/10.1038/s41579-018-0129-6
https://doi.org/10.1186/s13195-017-0282-6
https://doi.org/10.1186/s13195-017-0282-6
https://www.frontiersin.org/journals/neuroscience
https://www.frontiersin.org/


fnins-16-884543 September 12, 2022 Time: 14:29 # 13

Yan et al. 10.3389/fnins.2022.884543

Chen, S., Dong, Z. P., Cheng, M., Zhao, Y. Q., Wang, M. Y., Sai, N., et al.
(2017). Homocysteine exaggerates microglia activation and neuroinflammation
through microglia localized STAT3 overactivation following ischemic stroke.
J. Neuroinflammation 14:187. doi: 10.1186/s12974-017-0963-x

Chiroma, S. M., Mohd Moklas, M. A., Mat Taib, C. N., Baharuldin, M. T. H.,
and Amon, Z. (2018). d-galactose and aluminium chloride induced rat model
with cognitive impairments. Biomed. Pharmacother. 103, 1602–1608. doi: 10.1016/
j.biopha.2018.04.152

Chukkapalli, S. S., Rivera, M. F., Velsko, I. M., Lee, J. Y., Chen, H., Zheng, D. H.,
et al. (2014). Invasion of oral and aortic tissues by oral spirochete Treponema
denticola in ApoE(-/-) mice causally links periodontal disease and atherosclerosis.
Infect. Immunity 82, 1959–1967. doi: 10.1128/Iai.01511-14

Desbonnet, L., Clarke, G., Shanahan, F., Dinan, T. G., and Cryan, J. F. (2014).
Microbiota is essential for social development in the mouse. Mol. Psychiatry 19,
146–148. doi: 10.1038/mp.2013.65

Ding, Y., Ren, J., Yu, H., Yu, W., and Zhou, Y. (2018). Porphyromonas
gingivalis, a periodontitis causing bacterium, induces memory impairment and
age-dependent neuroinflammation in mice. Immun. Ageing 15:6. doi: 10.1186/
s12979-017-0110-7

Dioguardi, M., Crincoli, V., Laino, L., Alovisi, M., Sovereto, D., Mastrangelo,
F., et al. (2020). The role of periodontitis and periodontal bacteria in the onset
and progression of Alzheimer’s Disease: A systematic review. J. Clin. Med. 9:495.
doi: 10.3390/jcm9020495

Dominy, S. S., Lynch, C., Ermini, F., Benedyk, M., Marczyk, A., Konradi, A.,
et al. (2019). Porphyromonas gingivalis in Alzheimer’s disease brains: Evidence
for disease causation and treatment with small-molecule inhibitors. Sci. Adv.
5:eaau3333. doi: 10.1126/sciadv.aau3333

Ege, M. J. (2017). The hygiene hypothesis in the age of the microbiome.
Ann. Am. Thorac. Soc. 14(Suppl_5), S348–S353. doi: 10.1513/AnnalsATS.201702-
139AW

Fang, X., Zhou, X., Miao, Y., Han, Y., Wei, J., and Chen, T. (2020). Therapeutic
effect of GLP-1 engineered strain on mice model of Alzheimer’s disease and
Parkinson’s disease. AMB Express 10:80. doi: 10.1186/s13568-020-01014-6

Fardini, Y., Wang, X., Temoin, S., Nithianantham, S., Lee, D., Shoham, M.,
et al. (2011). Fusobacterium nucleatum adhesin FadA binds vascular endothelial
cadherin and alters endothelial integrity. Mol. Microbiol. 82, 1468–1480. doi: 10.
1111/j.1365-2958.2011.07905.x

Foschi, F., Izard, J., Sasaki, H., Sambri, V., Prati, C., Muller, R., et al. (2006).
Treponema denticola in disseminating endodontic infections. J Dent Res 85,
761–765. doi: 10.1177/154405910608500814

Gonzalez-Burgos, G., Fish, K. N., and Lewis, D. A. (2011). GABA neuron
alterations, cortical circuit dysfunction and cognitive deficits in schizophrenia.
Neural Plast. 2011:723184. doi: 10.1155/2011/723184

Gregory, S. W., Boyce, T. G., Larson, A. N., Patel, R., and Jackson, M. A.
(2015). Fusobacterium nucleatum osteomyelitis in 3 previously healthy children:
A case series and review of the literature. J. Pediatric Infect. Dis. Soc. 4, e155–e159.
doi: 10.1093/jpids/piv052

Grover, M., and Kashyap, P. C. (2014). Germ-free mice as a model to study
effect of gut microbiota on host physiology. Neurogastroenterol. Mot. 26, 745–748.
doi: 10.1111/nmo.12366

Guo, M., Peng, J., Huang, X., Xiao, L., Huang, F., and Zuo, Z. (2021). Gut
microbiome features of Chinese patients newly diagnosed with Alzheimer’s disease
or mild cognitive impairment. J. Alzheimers Dis. 80, 299–310. doi: 10.3233/JAD-
201040

Han, X. Y., Weinberg, J. S., Prabhu, S. S., Hassenbusch, S. J., Fuller, G. N.,
Tarrand, J. J., et al. (2003). Fusobacterial brain abscess: A review of five cases and
an analysis of possible pathogenesis. J. Neurosurg. 99, 693–700. doi: 10.3171/jns.
2003.99.4.0693

Huang, Y., Tang, J., Cai, Z., Zhou, K., Chang, L., Bai, Y., et al. (2020). Prevotella
induces the production of Th17 cells in the colon of mice. J. Immunol. Res.
2020:9607328. doi: 10.1155/2020/9607328

Ilievski, V., Zuchowska, P. K., Green, S. J., Toth, P. T., Ragozzino, M. E., Le, K.,
et al. (2018). Chronic oral application of a periodontal pathogen results in brain
inflammation, neurodegeneration and amyloid beta production in wild type mice.
PLoS One 13:e0204941. doi: 10.1371/journal.pone.0204941

Jia, X., Jia, L., Mo, L., Yuan, S., Zheng, X., He, J., et al. (2019). Berberine
ameliorates periodontal bone loss by regulating gut microbiota. J. Dent. Res. 98,
107–116. doi: 10.1177/0022034518797275

Kowalski, K., and Mulak, A. (2019). Brain-gut-microbiota axis in Alzheimer’s
disease. J. Neurogastroenterol. Mot. 25, 48–60. doi: 10.5056/jnm18087

Li, Q., Wang, H., Tan, L., Zhang, S., Lin, L., Tang, X., et al. (2021). Oral Pathogen
Fusobacterium nucleatum coaggregates with Pseudomonas aeruginosa to modulate

the inflammatory cytotoxicity of pulmonary epithelial cells. Front. Cell Infect.
Microbiol. 11:643913. doi: 10.3389/fcimb.2021.643913

Li, W., Wu, X., Hu, X., Wang, T., Liang, S., Duan, Y., et al. (2017). Structural
changes of gut microbiota in Parkinson’s disease and its correlation with clinical
features. Sci. China Life Sci. 60, 1223–1233. doi: 10.1007/s11427-016-9001-4

Li, Y., Wang, K., Zhang, B., Tu, Q., Yao, Y., Cui, B., et al. (2019). Salivary
mycobiome dysbiosis and its potential impact on bacteriome shifts and host
immunity in oral lichen planus. Int. J. Oral. Sci. 11:13. doi: 10.1038/s41368-019-
0045-2

Liaquat, L., Ahmad, S., Sadir, S., Batool, Z., Khaliq, S., Tabassum, S., et al. (2017).
Development of AD like symptoms following co-administration of AlCl3 and
D-gal in rats: A neurochemical, biochemical and behavioural study. Pak. J. Pharm.
Sci. 30(2(Suppl.)), 647–653.

Long, J. M., and Holtzman, D. M. (2019). Alzheimer disease: An update on
pathobiology and treatment strategies. Cell 179, 312–339. doi: 10.1016/j.cell.2019.
09.001

Loos, B. G., and Van Dyke, T. E. (2020). The role of inflammation and genetics
in periodontal disease. Periodontol. 2000 83, 26–39. doi: 10.1111/prd.12297

Magnusson, M., Lewis, G. D., Ericson, U., Orho-Melander, M., Hedblad, B.,
Engstrom, G., et al. (2013). A diabetes-predictive amino acid score and future
cardiovascular disease. Eur. Heart J. 34, 1982–1989. doi: 10.1093/eurheartj/ehs424

Matsushita, K., Yamada-Furukawa, M., Kurosawa, M., and Shikama, Y. (2020).
Periodontal disease and periodontal disease-related bacteria involved in the
pathogenesis of Alzheimer’s disease. J. Inflamm. Res. 13, 275–283. doi: 10.2147/
JIR.S255309

Morris, M. C., Gilliam, E. A., and Li, L. (2014). Innate immune programing by
endotoxin and its pathological consequences. Front. Immunol. 5:680. doi: 10.3389/
fimmu.2014.00680

Newgard, C. B., An, J., Bain, J. R., Muehlbauer, M. J., Stevens, R. D., Lien,
L. F., et al. (2009). A branched-chain amino acid-related metabolic signature that
differentiates obese and lean humans and contributes to insulin resistance (vol 9,
pg 311, 2009). Cell Metabolism 9, 565–566. doi: 10.1016/j.cmet.2009.05.001

Peng, W. J., Yi, P. J., Yang, J. J., Xu, P. P., Wang, Y., Zhang, Z. Y., et al. (2018).
Association of gut microbiota composition and function with a senescence-
accelerated mouse model of Alzheimer’s disease using 16S rRNA gene and
metagenomic sequencing analysis. Aging 10, 4054–4065. doi: 10.18632/aging.
101693

Poole, S., Singhrao, S. K., Chukkapalli, S., Rivera, M., Velsko, I., Kesavalu, L.,
et al. (2015). Active Invasion of Porphyromonas gingivalis and infection-induced
complement activation in ApoE(-/-) mice brains. J. Alzheimers Dis. 43, 67–80.
doi: 10.3233/Jad-140315

Scheperjans, F., Aho, V., Pereira, P. A., Koskinen, K., Paulin, L., Pekkonen,
E., et al. (2015). Gut microbiota are related to Parkinson’s disease and clinical
phenotype. Mov. Disord. 30, 350–358. doi: 10.1002/mds.26069

Sczepanik, F. S. C., Grossi, M. L., Casati, M., Goldberg, M., Glogauer, M., Fine,
N., et al. (2020). Periodontitis is an inflammatory disease of oxidative stress: We
should treat it that way. Periodontol. 2000 84, 45–68. doi: 10.1111/prd.12342

Seo, D. O., Boros, B. D., and Holtzman, D. M. (2019). The microbiome: A target
for Alzheimer disease? Cell Res. 29, 779–780. doi: 10.1038/s41422-019-0227-7

Shin, J., Kong, C., Lee, J., Choi, B. Y., Sim, J., Koh, C. S., et al. (2019). Focused
ultrasound-induced blood-brain barrier opening improves adult hippocampal
neurogenesis and cognitive function in a cholinergic degeneration dementia rat
model. Alzheimers Res. Ther. 11:110. doi: 10.1186/s13195-019-0569-x

Socransky, S. S., and Haffajee, A. D. (2002). Dental biofilms: Difficult therapeutic
targets. Periodontology 28, 12–55. doi: 10.1034/j.1600-0757.2002.280102.x

Sparks Stein, P., Steffen, M. J., Smith, C., Jicha, G., Ebersole, J. L., Abner, E., et al.
(2012). Serum antibodies to periodontal pathogens are a risk factor for Alzheimer’s
disease. Alzheimers Dement. 8, 196–203. doi: 10.1016/j.jalz.2011.04.006

Spigelblatt, L., Saintonge, J., Chicoine, R., and Laverdiere, M. (1985). Changing
pattern of neonatal streptococcal septicemia. Pediatr. Infect. Dis. J. 4, 56–58. doi:
10.1097/00006454-198501000-00014

Sumathi, T., Shobana, C., Thangarajeswari, M., and Usha, R. (2015). Protective
effect of L-Theanine against aluminium induced neurotoxicity in cerebral cortex,
hippocampus and cerebellum of rat brain – histopathological, and biochemical
approach. Drug Chem. Toxicol. 38, 22–31. doi: 10.3109/01480545.2014.900068

Sutej, I., Peros, K., Trkulja, V., Rudez, I., Baric, D., Alajbeg, I., et al. (2020). The
epidemiological and clinical features of odontogenic infective endocarditis. Eur. J.
Clin. Microbiol. Infect. Dis. 39, 637–645. doi: 10.1007/s10096-019-03766-x

Tetz, G., Pinho, M., Pritzkow, S., Mendez, N., Soto, C., and Tetz, V. (2020).
Bacterial DNA promotes Tau aggregation. Sci. Rep. 10:2369. doi: 10.1038/s41598-
020-59364-x

Frontiers in Neuroscience 13 frontiersin.org

https://doi.org/10.3389/fnins.2022.884543
https://doi.org/10.1186/s12974-017-0963-x
https://doi.org/10.1016/j.biopha.2018.04.152
https://doi.org/10.1016/j.biopha.2018.04.152
https://doi.org/10.1128/Iai.01511-14
https://doi.org/10.1038/mp.2013.65
https://doi.org/10.1186/s12979-017-0110-7
https://doi.org/10.1186/s12979-017-0110-7
https://doi.org/10.3390/jcm9020495
https://doi.org/10.1126/sciadv.aau3333
https://doi.org/10.1513/AnnalsATS.201702-139AW
https://doi.org/10.1513/AnnalsATS.201702-139AW
https://doi.org/10.1186/s13568-020-01014-6
https://doi.org/10.1111/j.1365-2958.2011.07905.x
https://doi.org/10.1111/j.1365-2958.2011.07905.x
https://doi.org/10.1177/154405910608500814
https://doi.org/10.1155/2011/723184
https://doi.org/10.1093/jpids/piv052
https://doi.org/10.1111/nmo.12366
https://doi.org/10.3233/JAD-201040
https://doi.org/10.3233/JAD-201040
https://doi.org/10.3171/jns.2003.99.4.0693
https://doi.org/10.3171/jns.2003.99.4.0693
https://doi.org/10.1155/2020/9607328
https://doi.org/10.1371/journal.pone.0204941
https://doi.org/10.1177/0022034518797275
https://doi.org/10.5056/jnm18087
https://doi.org/10.3389/fcimb.2021.643913
https://doi.org/10.1007/s11427-016-9001-4
https://doi.org/10.1038/s41368-019-0045-2
https://doi.org/10.1038/s41368-019-0045-2
https://doi.org/10.1016/j.cell.2019.09.001
https://doi.org/10.1016/j.cell.2019.09.001
https://doi.org/10.1111/prd.12297
https://doi.org/10.1093/eurheartj/ehs424
https://doi.org/10.2147/JIR.S255309
https://doi.org/10.2147/JIR.S255309
https://doi.org/10.3389/fimmu.2014.00680
https://doi.org/10.3389/fimmu.2014.00680
https://doi.org/10.1016/j.cmet.2009.05.001
https://doi.org/10.18632/aging.101693
https://doi.org/10.18632/aging.101693
https://doi.org/10.3233/Jad-140315
https://doi.org/10.1002/mds.26069
https://doi.org/10.1111/prd.12342
https://doi.org/10.1038/s41422-019-0227-7
https://doi.org/10.1186/s13195-019-0569-x
https://doi.org/10.1034/j.1600-0757.2002.280102.x
https://doi.org/10.1016/j.jalz.2011.04.006
https://doi.org/10.1097/00006454-198501000-00014
https://doi.org/10.1097/00006454-198501000-00014
https://doi.org/10.3109/01480545.2014.900068
https://doi.org/10.1007/s10096-019-03766-x
https://doi.org/10.1038/s41598-020-59364-x
https://doi.org/10.1038/s41598-020-59364-x
https://www.frontiersin.org/journals/neuroscience
https://www.frontiersin.org/


fnins-16-884543 September 12, 2022 Time: 14:29 # 14

Yan et al. 10.3389/fnins.2022.884543

Wang, K., Lu, W. X., Tu, Q. C., Ge, Y. C., He, J. Z., Zhou, Y., et al. (2016).
Preliminary analysis of salivary microbiome and their potential roles in oral lichen
planus. Sci. Rep. 6:22943. doi: 10.1038/srep22943

Wang, K., Miao, T. Y., Lu, W. X., He, J. Z., Cui, B. M., Li, J. Y., et al. (2015).
Analysis of oral microbial community and Th17-associated cytokines in saliva of
patients with oral lichen planus. Microbiol. Immunol. 59, 105–113. doi: 10.1111/
1348-0421.12232

Wang, T. J., Larson, M. G., Vasan, R. S., Cheng, S., Rhee, E. P., McCabe, E.,
et al. (2011). Metabolite profiles and the risk of developing diabetes. Nat. Med. 17,
448–453. doi: 10.1038/nm.2307

Wang, T. T., Cai, G. X., Qiu, Y. P., Fei, N., Zhang, M. H., Pang, X. Y., et al.
(2012). Structural segregation of gut microbiota between colorectal cancer patients
and healthy volunteers. ISME J. 6, 320–329. doi: 10.1038/ismej.2011.109

Weller, J., and Budson, A. (2018). Current understanding of Alzheimer’s
disease diagnosis and treatment. F1000Res 7:F1000FacultyRev–1161. doi: 10.
12688/f1000research.14506.1

Yang, Y., Chen, G., Yang, Q., Ye, J., Cai, X., Tsering, P., et al. (2017). Gut
microbiota drives the attenuation of dextran sulphate sodium-induced colitis by
Huangqin decoction. Oncotarget 8, 48863–48874. doi: 10.18632/oncotarget.16458

Zhang, J., Yu, C., Zhang, X., Chen, H., Dong, J., Lu, W., et al. (2018).
Porphyromonas gingivalis lipopolysaccharide induces cognitive dysfunction,
mediated by neuronal inflammation via activation of the TLR4 signaling pathway
in C57BL/6 mice. J. Neuroinflammation 15:37. doi: 10.1186/s12974-017-1052-x

Zhao, Y., Cong, L., Jaber, V., and Lukiw, W. J. (2017). Microbiome-derived
lipopolysaccharide enriched in the perinuclear region of Alzheimer’s disease brain.
Front Immunol 8:1064. doi: 10.3389/fimmu.2017.01064

Frontiers in Neuroscience 14 frontiersin.org

https://doi.org/10.3389/fnins.2022.884543
https://doi.org/10.1038/srep22943
https://doi.org/10.1111/1348-0421.12232
https://doi.org/10.1111/1348-0421.12232
https://doi.org/10.1038/nm.2307
https://doi.org/10.1038/ismej.2011.109
https://doi.org/10.12688/f1000research.14506.1
https://doi.org/10.12688/f1000research.14506.1
https://doi.org/10.18632/oncotarget.16458
https://doi.org/10.1186/s12974-017-1052-x
https://doi.org/10.3389/fimmu.2017.01064
https://www.frontiersin.org/journals/neuroscience
https://www.frontiersin.org/

	Fusobacterium nucleatum infection-induced neurodegeneration and abnormal gut microbiota composition in Alzheimer's disease-like rats
	Introduction
	Materials and methods
	Animals
	Alzheimer's disease-like and periodontitis rat model
	Morris water maze test
	Specimen collection
	Micro-computed tomography
	Hematoxylin-eosin staining
	Immunohistochemistry
	Western blotting
	Limulus amebocyte lysate assay
	Brain genomic DNA isolation and polymerase chain reaction
	Fecal DNA extraction and 16S rRNA gene sequencing
	Statistical analysis

	Results
	Fusobacterium nucleatum increased alveolar bone loss
	Fusobacterium nucleatum damaged the cognitive ability of rats in Morris water maze test
	Fusobacterium nucleatum could induce the expression of Aβ
1–42 and p-Tau181
	No Fusobacterium nucleatum was detected in the brain of rats following oral application of Fusobacterium nucleatum
	Serum LPS increased after Fusobacterium nucleatum infection
	Fusobacterium nucleatum could change the gut microbiota diversity of Alzheimer's disease-like rats
	Fusobacterium nucleatum could change the gut microbiota composition and metabolism of Alzheimer's disease-like rats

	Discussion
	Data availability statement
	Ethics statement
	Author contributions
	Funding
	Acknowledgments
	Conflict of interest
	Publisher's note
	References


