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AbstrAct
Soft tissue sarcoma (STS), although heterogeneous in 
histopathology presentation, has mostly been treated with 
chemotherapy agents as one entity. Our understanding of 
crucial genomic alterations in different STS histologies and 
the advent of molecular- targeted agents have reshaped 
the treatment paradigm for advanced STS. Small- molecule 
inhibitors of c- KIT, plate- derived growth factor receptor 
alpha, c- MET, BRAF, anaplastic lymphoma kinase, ROS1 
and colony- stimulating factor-1 receptor have been 
successfully validated in clinical studies to yield practice- 
changing results. Inhibitors of other novel genomic 
targets including mouse double minute 2 homolog, cyclin- 
dependent kinase 4/6, mitogen- activated protein kinase 
and epigenetic regulators are expected to be developed in 
the near future. Furthermore, with the advancement and 
accessibility of molecular diagnosis and next- generation 
sequencing, a genomic- based therapeutic approach 
should be widely applicable to advanced STS patients. 
This review will focus on the progress of genomic- guided 
therapy tailored to each molecular alteration of different 
STS histologies.

IntroduCtIon
Soft tissue sarcoma (STS) is a rare malignancy 
arising from mesenchymal connective tissue, 
accounting for approximately 1%–2% of all 
cancers. In the USA, 12 750 cases are newly 
diagnosed annually, and STS results in 5270 
deaths.1 In Europe, the crude incidence of 
STS was 4.71 per 100 000 people, with esti-
mated 25 851 new cases in the 28 member 
states in the European Union.2 On the basis 
of the 2013 WHO classification of soft tissue 
tumours, the diagnosis integrates conven-
tional histology and molecular genetics.3 
Some sarcomas show characteristic histo-
logic patterns such as spindle cells, epithe-
lioid or epithelial- like cells, myxoid tumour, 
round cells and pleomorphic morphology. 
However, diagnosing mesenchymal tumours 
solely based on morphology and immuno-
histochemical staining is often challenging.4 
Moreover, conventional histologic diagnosis 
often does not provide a specific direction 
for anticancer therapy.5 To further eluci-
date biomarkers for diagnosis and treatment 
selection, cytogenetic and molecular genetic 
analyses, including karyotyping, fluorescence 
in situ hybridisation, reverse- transcription 

PCR, and targeted sequencing, are now 
widely applied in the diagnostic work- up of 
sarcomas.

Foe most advanced, unresectable or meta-
static STS, excluding gastrointestinal stromal 
tumours (GISTs), doxorubicin remains the 
standard first- line treatment. However, when 
applying doxorubicin as first- line treatment, 
the median overall survival (OS) is 12–20 
months; scope for improvement exists. A 
randomised phase III trial comparing the 
combination of doxorubicin and ifosfamide 
versus doxorubicin alone showed a signif-
icant increase in progression- free survival 
(PFS) in the combination arm, but no signif-
icant increase for OS, and an increased 
toxicity rate was found for the combination 
arm.6 Docetaxel in combination with gemcit-
abine was compared with doxorubicin alone 
in the first- line setting, but the combination 
regimen did not show superiority in advanced 
STS.7 Olaratumab, a platelet- derived growth 
factor receptor alpha (PDGFRA) monoclonal 
antibody, plus doxorubicin showed prom-
ising results in the phase Ib/II trial,8 but a 
follow- up confirmatory phase III randomised 
control trial failed to show any benefit in 
terms of PFS or OS for the combination arm.9

In the second/later- line settings, several 
chemotherapy or multi- targeted agents 
were tested but with modest improvements. 
Pazopanib, a multi- targeted antiangiogenic 
molecular agent, improved PFS in nonad-
ipocytic STS compared with placebo (4.6 vs 
1.6 months, HR=0.31, 95% CI=0.24 to 0.40; 
p<0.0001) but with no significant differences 
in OS.10 In the two most common STS histol-
ogies, leiomyosarcoma and liposarcoma (also 
called L- sarcomas), trabectedin improved PFS 
compared with dacarbazine (median PFS: 
4.2 vs 1.5 months; HR=0.55; p<0.001) in the 
second/later- line setting. However, no signifi-
cant improvement was observed in OS.11 In a 
similar setting for L- type STS, eribulin signifi-
cantly improved OS compared with dacarba-
zine (median 13.5 vs 11.5 months; HR=0.77; 
p=0.0169).12 However, in subgroup analysis, 
the benefit of eribulin was mainly observed in 
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liposarcoma (liposarcoma: HR=0.51, 95% CI 0.35 to 0.75; 
leiomyosarcoma: HR=0.93, 95% CI 0.71 to 1.20); there-
fore, The U.S. Food and Drug Administration approved 
eribulin only for patients with advanced liposarcoma.

Our understanding of the molecular mechanisms 
underlying tumorigenesis for different tumour types 
has dramatically changed our selection of treatment for 
patients with advanced cancer. In renal cell carcinoma, 
where chemotherapy is generally refractory, the under-
standing of pathognomonic Hypoxia- inducible factor 
(HIF)-1 alpha and correlation with antiangiogenesis 
upregulation have led to the wide application of antian-
giogenic agents as front- line treatments for renal cell carci-
noma.13 Furthermore, the discovery of epidermal growth 
factor receptor (EGFR) mutations and the outstanding 
response from EGFR tyrosine kinase inhibitors in non–
small- cell lung cancer have transformed the treatment 
paradigm for some patients with lung cancer, steering 
away from the use of cytotoxic chemotherapy as front- 
line treatment.14 Moreover, in the past decade, driver 
mutations were found in certain types of STS (table 1), 
and this has reshaped a part of the paradigm of sarcoma 
treatment. In this article, we review targetable genomic 
alterations in STS and discuss other new genomic- guided 
therapy for STS in the future (table 2). We have also 
included a concise video abstract summarising this review 
(online supplementary video).

Part 1. develoPed genomIC-guIded PreCIsIon theraPy 
for sts
gastrointestinal stromal tumour (KIT/PDGFRA mutant)
GIST is the most common mesenchymal tumour in the 
gastrointestinal (GI) tract. No effective systemic treat-
ment existed for GISTs until 1998, when KIT and PDGFRA 
mutations of the interstitial cells of Cajal were found to 
drive GIST development.15 16 Imatinib, a tyrosine kinase 
inhibitor for BCR- ABL, c- KIT and PDGFRA, is effective 
either as adjuvant therapy or treatment for unresectable 
or metastatic disease. For unresectable or metastatic 
disease, single- agent imatinib produced a response rate 
of 45%–69%, with PFS of 18–26 months.17–21 For PDGFRA 
mutant GISTs, patients with the PDGFRA exon 18 D842V 
mutation were resistant to imatinib therapy, whereas 
patients with exon 4, exon 12 and non-D842V exon 18 
mutations may still respond to imatinib, with the overall 
response rate of 38% and PFS of 28.5 months in a retro-
spective study.22

Despite the promising efficiency, imatinib resistance 
can occur within a median of 2–3 years due to secondary 
mutations in KIT. In contrast to primary KIT mutations 
that are predominately in the juxtamembrane regions 
encoded by exons 9 and 11, secondary mutations mainly 
occur in two regions of imatinib binding sites. One is the 
ATP- binding pocket coded by exons 13 and 14, which 
can directly interfere with imatinib binding; the second 
is the activation loop encoded by exons 17 and 18, which 

stabilise c- KIT in the active conformation despite imatinib 
interference.23

For unselected patients who show disease progression 
after first- line imatinib, the standard second- line treat-
ment is sunitinib, an oral, small- molecule, multi- targeted 
receptor tyrosine kinase inhibitor, with targets including 
PDGFRs, vascular endothelial growth factor receptors 
(VEGFRs), c- KIT and RET (Rearranged during Trans-
fection). The objective response rate (ORR) is 7%, and 
PFS can extend from 6.4 weeks in the placebo group to 
27.3 weeks in the sunitinib group.24 For metastatic or 
unresectable GIST patients with treatment failure for 
previous imatinib and sunitinib, regorafenib, another 
multi- targeted tyrosine kinase inhibitor extended OS 
from 0.9 months with placebo to 4.8 months with rego-
rafenib treatment. The ORR was 4.7% with regorafenib 
as the third- line treatment.25

KIT exon 17 mutations account for 30%–40% of KIT 
secondary mutations and are responsible for resistance 
to imatinib or sunitinib.26 Compared with imatinib or 
sunitinib, regorafenib exhibited stronger activity towards 
the exon 17- associated kinase activation loop mutation. A 
prospective phase II trial tested the efficacy of regorafenib 
in GIST patients with exon 17 mutations and showed an 
ORR of 30% (6/15) and the median PFS of 22.1 months.26 
Avapritinib (formerly known as BLU-285) had broad 
activity against primary or secondary KIT and PDGFRA 
mutations, including PDGFRA D842V.27 In a phase I study 
of avapritinib in patients with advanced GIST (the NAVI-
GATOR trial), patients who had received at least three 
prior therapies, including PDGFRA exon 18 mutations 
patients, were treated at the maximal tolerated dose 
(400 mg) or recommended phase II dose (RP2D) 300 mg 
per day. In patients who underwent at least three lines 
of systemic therapy, avapritinib as the fourth/later- line 
of systemic therapy had an ORR of 22%, and the disease 
stabilised at 16 weeks in 47% of the patients. The median 
duration of the response was 10.2 months. Remarkably, 
in patients with PDGFRA exon 18 mutation, the response 
rate was 86%, and the disease control rate was 95%. The 
mean duration of the response was not reached. Most 
adverse effects were grade 1–2, including GI symptoms, 
fatigue, oedema and memory impairment.28

Another next- generation TKI (DCC-2618, also known 
as ripretinib) is a ‘switch- control’ kinase inhibitor that 
forces the activation loop (or activation ‘switch’) into an 
inactive conformation. It broadly inhibits activation loop 
mutations in KIT and PDGFRA.29 In a phase I trial, 114 
GIST patients were treated with RP2D (150 mg daily), 
and the ORR was 14%. The 3- month disease control rate 
was 70%, and the median PFS was 24 weeks. For patients 
receiving ripretinib as the second/third- line treatment, 
the ORR was 22%, with a 3- month disease control rate 
of 81% and the median PFS of 36 weeks.30 The result of 
the INVICTUS phase III trial, which compared ripretinib 
with placebo in patients of GISTs as the fourth/later- line 
treatment, was recently released. Ripretinib provided 
significant improvement in PFS compared with placebo 
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Table 1 Genomic- guided treatments in soft tissue sarcoma

Subtype
Target genomic 
alteration Drug ORR PFS Reference

GIST KIT expression Imatinib
(first line)

69% (400 mg four 
times a day)
68% (600 mg four 
times a day)

TTP 20 months
TTP 26 months
(p=0.371)

B222217 18

  KIT expression Imatinib
(first line)

45% (400 mg four 
times a day)
45% (400 mg two 
times a day)

18 months
20 months
(p=0.31)

S003319

  KIT expression Imatinib
(first line)

51% (400 mg four 
times a day)
57% (400 mg two 
times a day

1.7 years
2.0 years
(0.91; 95% CI, 0.79 to 
1.04; p=0.18)

EORTC 6200520 21

  PDGFRA Imatinib 0% (Exon 18 D842V)
38% (others)

2.8 months
28.5 months
(p=0.0001)

Retrospective22

  KIT exon 17 
secondary 
mutation

Regorafenib 30% 22.1 months 26

  KIT and 
PDGFRA

Avapritinib
(BLU 285)

22% (>=4 line)
86% (PDGFRA Exon 
18)

DOR 10.2 months 
(>=4 line)
DOR not reached 
(95% CI: 11.3- NE) 
(PDGFRA Exon 18)

NAVIGATOR28

  KIT and 
PDGFRA

Ripretinib
(DCC 2618)

9.4% 6.3 months INVICTUS31

  MET Cabozatinib 14% 6 months EORTC 1317 
‘CaboGIST’33

  BRAF Dabrafenib Case report Case report 39

PEComa mTOR Sirolimus (80%)
Everolimus (12.5%)
Temsirolimus (7.5%)

41% 9 months Retrospective46

  mTOR ABI-009 (nab- sirolimus) 42% 8.9 months 52

IMT ALK, ROS-1 Crizotinib 50% (ALK positive)
14% (ALK negative)

1 year PFS 73%, 
2 year PFS 49%(ALK 
positive)
1 year PFS 54%, 
2 year PFS 36%(ALK 
negative)

EORTC 9010157

DFSP PDGFB Imatinib 46% Median TTP: 1.7 years Pooled analysis of 
EORTC 62027 and 
SWOG S034566

TGCT CSF- 1R Imatinib 19% (additional 
74% SD)

20.9 months Retrospective71

  CSF- 1R Nilotinib 6% (additional 90% 
SD)

Not reached (PFS at 
1 year was 77.1%)

72

  CSF- 1R Pexidartinib 52% (DCR 83%) Not reached 73

  CSF- 1R Pexidartinib 39% Not reached
(mean 22 months of 
follow- up)

ENLIVEN74

Continued



Open access

4 Chen H- W, Chen TW- W. ESMO Open 2020;5:e000626. doi:10.1136/esmoopen-2019-000626

Subtype
Target genomic 
alteration Drug ORR PFS Reference

ALK, anaplastic lymphoma kinase; CSF- 1R, colony- stimulating factor-1 receptor; DCR, disease control rate; DFSP, dermatofibrosarcoma 
protuberans; DOR, duration of response; EORTC, European Organisation for Research and Treatment of cancer; GIST, gastrointestinal 
stromal tumour; IMT, inflammatory myofibroblastic tumour; mTOR, mechanistic target of rapamycin; ORR, objective response rate; PDGFB, 
platelet- derived growth factor beta; PDGFRA, platelet- derived growth factor receptor alpha; PEComa, perivascular epithelioid cell neoplasm; 
PFS, progression- free survival; SD, stable disease; SWOG, Southwest Oncology Group; TGCT, tenosynovial giant cell tumours; TTP, time to 
progression; VEGFR, vascular growth factor receptor.

Table 1 Continued

Table 2 Selected targeted therapies trials for soft tissue sarcomas

Target Drug Soft tissue sarcoma subtype Reference

MDM2 RG7112
(RO5045337)

MDM2- amplified, well- differentiated or dedifferentiated 
liposarcoma

78

Advanced soft tissue sarcoma. 79

RG7112 +doxorubicin Relapsed/refractory solid tumours and sarcomas 80

DS- 3032b Well/de- differentiated liposarcoma, solid tumours and 
lymphomas

81

CDK 4/6 Palbociclib CDK4- amplified well- differentiated or dedifferentiated 
liposarcoma

83

Well- differentiated or dedifferentiated liposarcoma 84

Abemaciclib Dedifferentiated liposarcoma 86

CDK4/6+MDM2 HDM201 +LEE011 Locally advanced or metastatic liposarcoma 87

MAPK kinase (MEK) Selumetinib NF1 related plexiform neurofibroma 93

EZH2 Tazemetostat Epithelioid sarcoma 97

CDK, cyclin- dependent kinase; EZH2, enhancer of zeste homolog 2; MDM2, mouse double minute homolog 2; NF1, neurofibromatosis type 
1.

(median PFS: 6.3 vs 1.0 month, HR=0.15, p<0.0001). The 
ORR in the treatment group was 9.4% compared with 0% 
in the placebo group.31

Furthermore, other counter mechanisms for imatinib 
resistance in GIST treatment are worth exploring. In a 
cell- line study, Cohen et al determined that a subset of 
imatinib- resistant human GIST specimens had compensa-
tory upregulation of the MET oncogene. MET activation 
also occurred after imatinib therapy in a mouse model 
of GIST.32 In a single- arm phase II study (EORTC 1317 
‘CaboGIST’), patients with resistance to imatinib and 
sunitinib treated with carbozantinib, a c- MET inhibitor, 
had a 12 week PFS rate of 58% (24/41), reaching the 
prespecified efficiency endpoint. The ORR was 14%, and 
the median PFS was 6.0 months.33

gastrointestinal stromal tumour (KIT/PDGFRA wild-type)
Approximately 10%–15% of GIST patients do not harbour 
KIT and PDGFRA mutations, and these GISTs are called 
wild- type GISTs. Although they have wild- type GIST, these 
patients can be classified into three molecular subtypes 
based on molecular or mutation signatures: succinate 
dehydrogenase (SDH)- competent and two types of SDH- 
deficient GIST (SDHX mutations and SDHC promoter 
hypermethylation). SDH- deficient GISTs account for the 

majority (>80%) of wild- type GISTs.34 Epigenetic inac-
tivation of O6- methylguanine- DNA methyltransferase 
(MGMT) through promoter methylation promotes the 
response of alkylating agents in several cancer types 
including gliomas, colorectal cancer and diffuse large 
B cell lymphoma. MGMT methylation is preferentially 
observed in SDH- deficient cases. Alkylating agents have 
theoretical effectiveness in SDH- deficit GISTs, but this 
has not been well investigated.35 36 In SDH- deficit GISTs, 
upregulation of hypoxia- inducible factor 1α results in 
increased growth signalling through IGF1R and VEGFR. 
Vandetanib, an oral small- molecule inhibitor of VEGFR2, 
EGFR and RET, was tested in patients with SDH- deficient 
GIST. In a phase II trial with Simon two- stage design, no 
objective response was observed in the first nine patients, 
and vandetanib was thus considered inactive.37 In wild- 
type GIST patients with competent SDH, 4%–13% carried 
the BRAF V600E mutation.38 One case report described 
a response to the BRAF inhibitor in a patient with BRAF 
V600E- mutated GIST.39

The introduction of imatinib has single- handedly trans-
formed the treatment paradigm of GIST but in the past 
few years we have a much better understanding of other 
non- KIT genetic alterations in GIST such as PDGFR, 
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BRAF, SDH and neurofibromatosis type 1 (NF1).40 41 It is 
recommended that every GIST patient should be tested 
for at least KIT and PDGFRA mutations as these are both 
prognostic and guidance for treatment selection.42 For 
GIST patients who are KIT and PDGFRA mutation nega-
tive, BRAF, SDH and NF1 status should be investigated. 
The recently approved PDGFRA D842V- targeted avapri-
tinib by the US FDA is a manifest that molecular- targeted 
therapy in GIST is still under evolution and the optimal 
treatment for every subtype of GIST is fully anticipated.

PeComa
Perivascular epithelioid cell tumour (PEComa), which 
was first described in 1992,43 is a rare mesenchymal 
neoplasm composed of histologically and immunohis-
tochemically distinctive perivascular epithelioid cells 
expressing myomelanocytic markers. The ‘PEComa 
family’ now includes angiomyolipoma, clear- cell ‘sugar’ 
tumour of the lung and extrapulmonary sites, lymphang-
ioleiomyomatosis, clear- cell myomelanocytic tumour of 
the falciform ligament/ligamentum teres and rare clear- 
cell tumours of other anatomical sites.44 A behaviour 
spectrum exists among PEComas, which can classified as 
‘benign’, ‘uncertain malignant potential’ and ‘malignant’ 
according to features that predict the aggressiveness of 
the tumour, including tumour size >5 cm, infiltrative 
growth pattern, high nuclear grade, necrosis and mitotic 
activity >1/50 HPF (High power field).45 Traditionally, 
the mainstay treatment for PEComas is surgery. For 
unresectable or metastatic disease that is not amenable 
to operation, cytotoxic chemotherapy, including gemcit-
abine/anthracycline- based regimens, could be consid-
ered, although the treatment potential and efficacy are 
unclear.46

Tuberous sclerosis complex (TSC), characterised by 
mental disability, seizures and cellular proliferations, is an 
autosomal dominant disease caused by the loss of TSC1 
(9q34) or TSC2 (16p13.3) genes.47 The TSC protein 
complex acts as an inhibitor of the mechanistic target of 
rapamycin (mTOR) signalling pathway, which regulates 
cell growth, proliferation, autophagy, and protein and 
lipid syntheses. A significant number of PEComas are 
associated with TSC gene alteration, either as sporadic 
cases or in patients with TSC.47

Case series reports have demonstrated the efficacy of 
mTOR inhibitors in PEComas.48 49 In one retrospective 
study including patients treated during 2000 and 2008 
in Europe, 40 patients treated with mTOR inhibitors 
including sirolimus (n=32), everolimus (n=5) and temsi-
rolimus (n=3) were evaluated. The reported ORR was 
41%, and the median PFS was 9 months; the median PFS 
of responding patients was 15.4 months. Notably, PFS was 
worse in patients with uterine PEComa compared with 
patients with extra- uterine PEComa, although it was not 
statistically significant (median PFS: 6.4 vs 10.4 months, 
HR=1.51; 95% CI=0.94 to 2.43; p=0.09).46 This may be 
related to the higher prevalence of TFE3 translocation in 
gynecologic PEComas,50 and PEComas harbouring TFE3 

gene rearrangements lack the TSC2 alteration character-
istics of conventional PEComas and possibly show insen-
sitivity to mTOR inhibition.51 ABI-009 (nab- sirolimus), an 
injectable nanoparticle form of human albumin- bound 
sirolimus, showed increased uptake in the tumour tissue in 
preclinical models. In the prospective phase II AMPACT 
trial of ABI-009 in malignant PEComa, the 31 evaluable 
patients showed the ORR of 42% with the median PFS 
of 8.9 months. However, most of the responders in the 
study showed either TSC1/TSC2 mutations or strong 
expression of pS6, a downstream signal of mTOR acti-
vation, whereas patients without either TSC1 or TSC2 
mutations are less likely to derive benefits from ABI-009.52 
This outcome further supported that even with a rare 
cancer such as PEComa, different underlying genomic 
alterations will have different effects on the outcome of 
molecular- guided treatments.46

Overall, mTOR inhibitors are considered the most 
active agent in PEComa. Gemcitabine/doxorubicin- 
based chemotherapy may be helpful to a small propor-
tion of advanced PEComa patients. Subclassification 
based on genomic non- TSC alterations such as TFE3 or 
other secondary mutations may further delineate a more 
precise and selective treatment for PEComa patients in 
the future.

Inflammatory myofibroblastic tumour
‘‘Inflammatory pseudotumor’’ is a term used to describe 
a wide range of non- neoplastic (reactive) and neoplastic 
lesions, which exhibit common histopathological 
features such as spindle myofibroblastic cell prolifera-
tion accompanied by a chronic inflammatory lymphop-
lasmacytic infiltrate. The ‘inflammatory pseudotumor’ 
family includes inflammatory myofibroblastic tumour 
(IMT), pseudosarcomatous myofibroblastic prolifera-
tions of the genitourinary tract, infectious and reparative 
processes and inflammatory pseudotumours of the lymph 
node, spleen and orbit.53 54 IMT describes a specific and 
distinct entity diagnosed pathologically based on the 
WHO criteria3; based on these criteria, it is classified as 
an intermediate neoplastic lesion (aggressive with occa-
sional metastases). IMT can occur in any part of the body 
but is more commonly found in the lung, retroperito-
neum and GI tract.54 Approximately 50% of the IMTs are 
positive for gene arrangement involving the anaplastic 
lymphoma kinase (ALK) gene on chromosome 2p23.55 
Several different fusion partners, including TPM3, TPM4, 
CLTC, CARS, RANBP2, ATIC, SEC31L1 and PPFIBP1, have 
been reported. The presence of the ALK fusion gene can 
be detected either through fluorescence in situ hybridi-
sation of the split ALK signal or through immunohisto-
chemistry (IHC) for identifying the overexpressed ALK 
protein. A highly sensitive IHC, the intercalated antibody- 
enhanced polymer method, may detect a low level of ALK 
expression, which may be negative when the conventional 
method is used.56

Unlike localised diseases, the treatment choices for 
unresectable or metastatic IMTs are limited. Crizotinib, 
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an ALK tyrosine kinase inhibitor, has shown activity in 
IMT. In a phase I trial, a patient with ALK- rearranged IMT 
showed a sustained partial response to crizotinib.55 In 
another phase II single- arm trial of crizotinib, 6 of 12 ALK- 
positive IMT patients (50%, 95% CI=21.1 to 78.9) and only 
1 of 7 ALK- negative patients (14%, 95% CI=0.0 to 57.9) 
achieved objective responses.57 However, approximately 
half of the IMTs do not harbour ALK rearrangement, 
which may be an unfavourable prognostic indicator.58 
In ALK- negative IMTs, gene rearrangements of ROS1, 
ETV6 and NTRK3 have been identified and considered 
the oncogenic driver for drug targets.59 60 A case report 
presented ROS1- rearranged IMT that responded to 
crizotinib,61 and NTRK (Neurotrophic tyrosine receptor 
kinase) inhibitors have been shown to be efficacious in a 
NTRK- fusion positive IMTs.62

In summary, IMT is a more indolent STS but occa-
sionally occurs in critical anatomical sites or metastasise 
that are not amenable to surgery. Genetic alterations 
of ALK, ROS-1 and NTRK should be examined either 
sequentially or simultaneously to determine the optimal 
genomic- guided treatment. The role of chemotherapy 
is less certain and may be reserved for patients who are 
refractory to molecular- targeted agents.

dermatofibrosarcoma protuberans
Dermatofibrosarcoma protuberans (DFSP) is a soft tissue 
tumour with slow- growing but locally aggressive behav-
iour, and it has a high rate of recurrence after surgical 
resection but a low rate of metastasis.63 The incidence 
peaks in the second to fourth decades of life but can 
occur at any age. It can occur in any part of the body, with 
the trunk (40%–50%), proximal extremities (30%–40%) 
and head and neck (10%–15%) being the most common 
sites. Histologically, DFSP is characterised by storiform 
islands of bland spindle cells64 and has numerous variants, 
including pigmented, myxoid, giant cell, atrophic and 
fibrosarcomatous. Fibrosarcomatous areas occasionally 
arise in DFSP, which is associated with increased metastasis 
risk, gains of p53 mutations and increased proliferative 
activity.65 The mainstay management of localised disease 
is surgical resection. The prognosis is generally good if 
a margin- negative resection can be achieved. Adjuvant 
radiotherapy may be considered for patients with a posi-
tive surgical margin not amenable to re- excision or with 
unresectable disease. The role of cytotoxic chemotherapy 
in DFSP remains unclear.63

DFSP is characterised by the reciprocal translocation 
t(17;22)(q22;q13), resulting in the fusion of the genes 
collagen type 1 alpha 1 (COL1A1) on chromosome 
17q21-22 and platelet- derived growth factor beta (PDGFB) 
on 22q13. The COL1A1- PDGFB chimeric protein leads 
to the constitutive activation of the PDGFB receptor and 
results in tumour development.64 Two independently 
conducted phase II clinical trials, one in the USA by the 
Southwest Oncology Group(SWOG- S0345) and one in 
Europe by the European organisation for Research and 
Treatent of Cancer(EORTC 62027), were designed to 

test imatinib (400–800 mg daily) in patients with locally 
advanced or metastatic DFSP with PDGFB rearrange-
ment (EORTC trial) or t(17;22) (SWOG study). Both 
trials targeted enrolling 40 patients, but both trials were 
discontinued prematurely due to regulatory approval 
of imatinib in DFSP treatment. The combined analysis 
of the two trials revealed a partial response rate of 46% 
and median time to progression of 1.7 years.66 A recent 
meta- analysis including 152 DFSP patients treated with 
imatinib demonstrated a complete response rate of 5.2% 
(8 of 152) and a partial response rate of 55.2% (84 of 
152). The dose of imatinib (400 vs 800 mg) did not have 
a significant differential treatment effect.67 Furthermore, 
the presence of a fibrosarcomatous component in DFSP 
was correlated with worse imatinib activity in terms of PFS 
and OS.68

In general, surgery is curative for most DFSP patients. 
For locally advanced or metastatic DFSP patients imatinib 
is the choice of treatment. Fibrosarcomatous DFSP has 
a tendency of shorter treatment on imatinib, and future 
research should focus on mechanisms of resistance 
to imatinib in DFSP to improve the outcome of these 
patients.

tenosynovial giant cell tumours
The tenosynovial giant cell tumour (TGCT) is a locally 
aggressive tumour of synovial cells, which form the lining 
of joints. It often causes joint swelling, pain and stiffness. 
It usually involves the digits and wrist (85% of cases), but 
any joint may be affected.69 Based on clinical presentation 
and biological behaviour, TGCT can be classified into 
localised type (single nodule in a joint or along a tendon 
sheath) and diffuse type (forming multiple nodules along 
the synovial layer). The latter was previously called villo-
nodular synovitis and is aggressive.69

TGCT is composed of a minor proportion of neoplastic 
stromal cells with a majority of macrophages. West et 
al showed that the neoplastic stromal cells of TGCT 
harbour a pathognomonic fusion gene involving colony- 
stimulating factor-1 (CSF1) gene (chromosome 1p13) 
and COL6A3 (chromosome 2q35), causing the over-
expression of the CSF1 cytokine, and attract abundant 
colony- stimulating factor-1 receptor (CSF- 1R)- positive 
macrophages to the tumour site (the landscape effect).70

In a retrospective analysis, imatinib, which antagonises 
CSF- 1R activation, produced an ORR of 19%, stable disease 
of 70% and median PFS of 20.9 months.71 In a phase II trial 
of nilotinib, another CSF- 1R tyrosine kinase inhibitor, the 
ORR was 6%, but 49 of 51 (96%) evaluable patients were 
progression free at 12 weeks, and 1 year PFS was 77.1%.72 
Pexidartinib (formerly known as PLX3397) is a potent, 
selective CSF- 1R inhibitor that traps the kinase in the 
autoinhibited conformation. In the phase II cohort of a 
phase I/II trial of pexidartinib, the ORR was 52% and the 
DCR was 83%. The median PFS time was not reached.73 A 
randomised phase III trial of pexidartinib versus placebo 
for advanced TGCT (ENLIVEN) was recently reported. 
The primary endpoint—the proportion of patients who 
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achieved objective responses—was significantly higher 
for pexidartinib than for placebo at week 25 with RECIST 
(24 (39%) of 61 vs none of 59; absolute difference: 39% 
(95% CI 27 to 53); p<0.0001).74 Although few patients 
developed severe liver toxicity with pexidartinib (possibly 
a class effect of CSF- 1R inhibitors), the recent approval 
by the FDA for pexidartinib for unresectable TCGT still 
is a sign of success in the genomic- targeted treatment for 
TGCT patients.

In conclusion, a multidisciplinary approach should be 
taken in the management of TGCT. Medical treatments 
such as pexidartinib or imatinib could be an alternative 
for TGCT patients whose surgical treatment would result 
in severe morbidity or functional loss.

Part 2. genomIC-guIded PreCIsIon theraPy under aCtIve 
InvestIgatIon
mouse double minute 2 homolog
Mouse double minute 2 homolog (MDM2) is a crucial 
negative regulator of the p53 tumour suppressor protein, 
which induces apoptosis and cell cycle arrest in response 
to various types of cellular stress. The MDM2 level is tightly 
regulated in normal cells and forms an autoregulatory 
feedback loop with p53 protein. By contrast, the MDM2 
level is upregulated in several types of malignancies.75 
The elevated MDM2 protein downregulates the function 
of p53 through either blocking the transcriptional activa-
tion domain or inducing proteasome degradation of p53 
protein by ubiquitination.76

Liposarcoma is one of the most common histological 
types of STS, accounting for approximately 15%–20% 
of all STS. It is further classified into four subtypes: well- 
differentiated liposarcoma (WDLPS), dedifferentiated 
liposarcoma (DDLPS), myxoid round cell liposarcoma 
and pleomorphic liposarcoma. While WDLPS and DDLPS 
are histologically different, they are considered at the two 
ends of the spectrum of the same disease. DDLPS is mostly 
observed in the areas of WDLPS where an abrupt change 
in the histological feature occurs from well- differentiated 
fat cells with occasional atypical nucleus to an area where 
spindle malignant cell rise. Further evidence supporting 
that WDLPS and DDLPS are similar concatenate are that 
both WDLPS and DDLPS have high- level amplifications 
in the chromosomal 12q14-15 region, which includes 
the MDM2 and cyclin- dependent kinase 4 (CDK4) onco-
genes. MDM2 is amplified in nearly 100% of patients. 
WDLPS/DDLPS, and CDK4 is co- amplified in 90% of the 
patients.77 Because of this pathognomonic feature, drugs 
that target the MDM2 and CDK4 proteins have gained 
much attention in the past few years.

Small- molecule inhibitors of MDM2 function through 
the inhibition of p52- MDM2 binding and lead to p53 
protein stabilisation, activating the downstream signal, 
thus inhibiting cancer cell growth. The first study of the 
MDM2 inhibitor RG7112 was a proof- of- mechanism study 
performed in the neoadjuvant setting. Twenty patients 
with WDLPS or DDLPS were treated with RG7112 for 3 

months before surgical resection or a tumour biopsy if 
unresectable. After 3 months of treatment, one patient had 
a confirmed partial response, and 14 had stable disease. 
Biomarker studies confirmed that the post- treatment 
p53 protein concentration increased by a median of 
4.86 times (IQR 4.38 to 7.97; p=0.0001) and revealed a 
mean decrease in tumour Ki67 of −5.05%, confirming the 
mechanism of action of the MDM2 inhibitor. The most 
common side effects of grade ≥3 are neutropenia (30%), 
thrombocytopenia (15%) and vomiting (10%).78 Simi-
larly, other phase I trials of MDM2 inhibitors provided 
evidence of p53 activation.79 80

In a phase Ib trial of RG7112 in combination with 
doxorubicin in advanced STS, the best response was 
stable disease in 8 of 16 patients, and this combination 
resulted in a higher rate of grade 3/4 neutropenia (60%) 
and thrombocytopenia (45%). However, this combina-
tion also resulted in increased p53 activation, as indi-
cated by increased MIC-1 levels (an indicator of p53 
activation), which was greater than that achieved with the 
additive effect of single agents.80 In another phase I trial 
of another MDM2 inhibitor DS- 3032b in patients with 
WDLPS/DDLPS, solid tumours and lymphomas, partial 
responses were found in DDLPS and synovial sarcoma. 
The most common adverse effect was GI and haemato-
logic side effects, but the safety profile is acceptable.81 
Several other MDM2 inhibitors are under development.82

CdK4
CDK4 is amplified in >90% of patients with WDLPS/
DDLPS.77 The CDK4/6 inhibitor palbociclib was investi-
gated in a phase II trial at the dose of 200 mg orally once 
per day for 14 consecutive days in 21 day cycles in patients 
with WDLPS/DDLPS. PFS at 12 weeks was 66% (90% CI 
51% to 100%), meeting the predefined primary endpoint 
(12- week PFS 40%) for efficacy. Grade 3–4 events 
included anaemia (17%), thrombocytopenia (30%) and 
neutropenia (50%).83 To eliminate side effects, the same 
research group tested palbociclib at the dose of 125 mg 
daily for 21 days in a 28- day cycle. PFS at 12 weeks was 
57.2% (two- sided 95% CI 42.4% to 68.8%), and the 
median PFS was 17.9 weeks (two- sided 95% CI 11.9 to 24.0 
weeks). The side effects were reduced and were primarily 
haematologic, including neutropenia (grade 3=33%; 
grade 4=3%), but no neutropenic fever was detected.84

Abemaciclib, which is structurally different from palbo-
ciclib, is more potent against CDK4 than against CDK6 
in in vitro studies. The IC50 of palbociclib for CDK4 and 
CDK6 is 11 nM and 15 nM, respectively, and it is 2 nM 
and 9.9 nM, respectively, for abemaciclib.85 The toxicity 
profile is different. Neutropenia (>60%) is frequent in 
patients taking palbociclib, but the main side effect of 
abemaciclib is diarrhoea.85 Moreover, abemaciclib has 
been tested in DDLPS. PFS at 12 weeks was 76% (95% 
CI 57% to 90%), and it met the predefined criteria for 
positive result (12- week PFS ≥60%). The median PFS was 
30.4 weeks (95% CI 28.9 to not evaluable). The ORR was 
3% (1 of 29 evaluable patients), with another 10.3% of 
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patients showing >10% decrease in tumour size.86 Further 
development of CDK4/6 inhibitors in WDLPS/DDLPS is 
highly anticipated.

Combination of mdm2 and CdK4/6 inhibition
Because MDM2 gene amplification is often associated 
with CDK4 amplifications, clinical trials have investigated 
the efficacy and safety of the combination of MDM2 and 
CDK4/6 inhibitors. In a dose- finding phase Ib study of 
HDM201 (an MDM2 inhibitor) in combination with ribo-
ciclib (a CDK4/6 inhibitor) in patients with WDLPS/
DDLPS, partial responses were observed in 4% of the 
patients, and stable disease was achieved by 49% of 
patients. Again, the most common side effect is haema-
tologic including neutropenia, thrombocytopenia and 
anaemia.87

future development of mdm2 and CdK4/6 inhibitors in sts
The preliminary efficacy of MDM2 inhibitors and 
CDK4/6 inhibitors has provided much enthusiasm in 
MDM2/CDK4 amplified STS such as WDLPS/DD LPS 
and intimal sarcoma. However, the optimal doses of 
these agents, especially MDM2 inhibitors because of the 
strong bone marrow suppression activity, have been the 
limiting step for the full- scale exploration of these agents. 
Biomarkers in addition to the targeted genomic altera-
tions are necessary to facilitate the drug development 
process in STS of these agents.

mitogen-activated protein kinase
NF1, an autosomal dominant disorder caused by germ 
line alterations in the NF1 tumour suppressor gene, is 
characterised by pigmentary skin lesions (café-au- lait 
macules) and dermal neurofibromas. In some cases, the 
disease is associated with skeletal abnormalities, brain 
tumours (optic pathway gliomas and glioblastoma), 
peripheral nerve tumours (plexiform neurofibromas and 
malignant peripheral nerve sheath tumours (MPNSTs)) 
and neurocognitive problems.88 The NF1 gene codes for 
the protein neurofibromin, which is a GTPase- activating 
protein (GAP). GAP accelerates the conversion of the 
active GTP- bound RAS to its inactive GDP- bound form, 
thus reducing RAS- mediated growth signalling. In NF1 
mutated patients, RAS transmits its pro- tumoural signal 
through the AKT–mTOR and MEK–extracellular signal 
-regulated kinase effector pathways. Plexiform neurofi-
broma develops in 20%–50% of the NF1 patients and may 
cause complications including pain, functional impair-
ment and disfigurement and are subject to transforma-
tion into MPNST. The current mainstay treatment of plex-
iform neurofibromas is surgical resection, but complete 
resection is often difficult because they tend to be large 
and spread across tissue compartment boundaries.

Previously, clinical trials of mTOR inhibitor have 
shown preliminary evidence of activity in the control of 
plexiform neurofibroma growth.89 Selumetinib, an oral 
selective inhibitor of MEK 1 and 2, has shown activity in 
KRAS- mutant advanced non–small- cell lung cancer90 and 

BRAF- mutant metastatic melanoma.91 In a phase I trial of 
selumetinib in children with NF1 and inoperable plexi-
form neurofibromas, partial responses (tumour volume 
decreases from baseline of ≥20%) was observed in 17 of 
the 24 children (71%). The most common adverse effects 
included acneiform rash, GI effects and asymptomatic 
creatine kinase elevation.92 The success in the control 
of plexiform neurofibroma paved the road for targeted 
therapy for MPNST. However, MPNST treatment with 
mTOR inhibitor everolimus plus bevacizumab showed 
only modest activity, with a clinical benefit rate of 12% 
(3/25).93 Clinical trials evaluating selumetinib in combi-
nation with mTOR inhibitor sirolimus in MPNSTs are 
ongoing (NCT03433183).

To apply our understanding of MEK dysregulation 
to MPNST treatment, it is pertinent to understand the 
crucial process from the transformation of plexiform 
neurofibroma to MPNST to find a driver event that could 
be targeted as treatment.

enhancer of zeste homolog 2 inhibitor
Previously, epigenetic modifying agents such as histone 
deacetylase inhibitors showed limited efficiency in STS.94 
Recently, a novel class of drug targeting chromatin modi-
fying activity, the enhancer of zeste homolog 2 (EZH2) 
inhibitor, has shown promising activity in a specific type 
of STS. Polycomb repressive complex 2 (PRC2) is a 
molecular complex that methylates lysine 27 on histone 
3 (H3K27) to regulate the transcription or silencing 
of specific genes, and EZH2 is a major catalytic unit 
in PRC2. In normal physiology, another chromatin- 
modifying complex, the SWI/SNF complex, antagonises 
the EZH2 function. Gain- of- function alterations of EZH2 
or loss of function of the SWI/SNF components, such 
as SMARCB1 (SWI/SNF- related matrix- associated actin- 
dependent regulator of chromatin subfamily B member 
1, also known as INI-1) or SMARCA4, is linked to many 
cancer types.95

INI-1 is commonly lost in many types of STS, including 
epithelioid sarcoma (high frequency,>90%), epithe-
lioid MPNSTs, myoepithelial tumour and extraskeletal 
myxoid chondrosarcomas.96 The loss of INI-1 enhances 
unopposed EZH2 function and portend susceptibility 
to EZH2 inhibition. In a phase II multicentre, open- 
label study of tazemetostat in patients with epithelioid 
sarcoma harbouring INI-1 loss, the ORR was 13% (4 out 
of 31 patients), and an additional two patients had stable 
disease for >32 weeks.97 Only minor adverse events such 
as grade 1/2 fatigue (39%), nausea (26%) and vomiting 
(19%) were reported. The activity of tazemetostat in 
epithelioid sarcoma, which is generally chemo/radio- 
resistant, also recently received accelerated approval 
from the US FDA.

The success of tazemetostat in epithelioid sarcoma 
suggested that targeting epigenetic regulators is another 
mechanism for other STS harbouring epigenetic dysreg-
ulation molecules.
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role of moleCular ProfIlIng for sts In the modern 
era
The advent of next- generation sequencing (NGS) has 
expanded our understanding of biology and has opti-
mised treatment for various cancer types. NGS can test 
for hundreds of genomic alterations in a single session. 
In STS, approximately 80% of patients have at least one 
genomic variant detectable through NGS. The commonly 
detected genomic mutations include TP53, ATRX, RB, 
MDM2, CDK4 and CDKN2A.98 99 In a retrospective study 
of 5749 sarcoma patients, Gaunder et al reported that 
by using an in- house bioinformatics pipeline OncoKB 
for NGS, 16% and 7% of patients were found to have 
received treatment with FDA- approved or actionable 
study drugs, respectively. Among these patients were 
a patient with S100 +sarcoma having the BRAF V600E 
mutation responding to vemurafenib, a patient with init-
imal sarcoma having MDM2 amplification responding 
to a MDM2 inhibitor and a patient with angiosarcoma 
having the KDR mutation responding to an antiangio-
genic inhibitor.100 101 Similarly, Sen et al reported that 
patients with sarcoma enrolled into phase I studies based 
on NGS results had significantly better PFS and OS than 
those who were enrolled into non–genomic- guided phase 
I clinical trials.102

However, despite the wide applications of NGS, it 
remains unaffordable for many patients in various coun-
tries without reimbursement. Furthermore, although 
many of these ‘actionable’ targets play significant roles 
in tumourigenesis and progression, drugs that specifically 
target these commonly found mutations, namely TP53, 
ATRX and RB1, in STS are still undiscovered. Finally, the 
majority of the hospitals treating patients with STS may 
not have phase I or investigational agents for genomic- 
guided treatment other than approved medications. 
Thus, whether NGS testing should be applied for every 
advanced STS should depend on the accessibility of clin-
ical trials and investigational agents of each institution, 
and the treatment strategy should be discussed individu-
ally with patients.

Certain levels of genomic testing should be used to meet 
the standard for advanced STS treatment. For instance, 
the National Comprehensive Cancer Network Guideline 
recommended mutation testing for all GIST patients 
scheduled for imatinib treatment. To test the muta-
tions, although NGS is helpful, a valid but less expensive 
diagnostic procedure such as PCR for KIT and PDGFRA 
mutations is readily available. Moreover, other diagnostic 
tests such as ALK and INI-1 IHC for IMT and epithelioid 
sarcoma, respectively, can be considered instead of NGS 
when choosing the optimal treatment for the patients. 
Importantly, to integrate these tests into the daily practice 
of sarcoma pathology diagnostics, oncologists need to 
work closely with pathologists and determine the impor-
tance of these biomarkers in treatment selection for 
different patients. A multidisciplinary team approach is 
one of the best methods to share and collaborate between 

different subspecialties for determining the optimal treat-
ment for sarcoma patients.103

ConClusIon
As the response rate and response duration of traditional 
cytotoxic chemotherapy remain poor, novel genomic- 
guided therapy offers an opportunity of long- term disease 
control. Genomic- based precision therapy may be consid-
ered after resistance to cytotoxic chemotherapy, but it 
should also be considered in the earlier treatment phase 
in chemotherapy- refractory sarcoma subtypes. Tyrosine 
kinase inhibitors that block the driver mutation may result 
in a median PFS of more than 1 year in certain STS, and 
durable disease control is not uncommon. Several novel 
drugs are under development and undergoing clinical 
trials, and in the meantime, the cost of genetic testing, 
including NGS, is decreasing. Collaboration with sarcoma 
pathologists is crucial to identify specific genomic muta-
tions within a confirmed pathological diagnosis for the 
selection of an optimal treatment. With the advancement 
of both sarcoma diagnosis and the introduction of new 
treatments, the paradigm has changed and is continu-
ously evolving, and it is hoped that patients with unre-
sectable or metastatic STS will have better outcomes and 
quality in the near future.

Contributors H- WC and TW- WC both contributed to the design, data collection, 
writing and approval of this manuscript.

funding This review was partly sponsored by grants from Ministry of Education 
(NTU- 108L901403) and Ministry of Science and Technology (MOST 108–3017 
F-002-004).This manuscript was edited by Wallace Academic Editing.

Competing interests TWC has received personal fees (honorarium and advisory 
board) from AstraZeneca, Bayer, Blueprint Medicines, Daiichi- Sankyo, Eisai, Eli Lilly, 
Epizyme, Novartis and Roche.

Patient consent for publication Not required.

Provenance and peer review Commissioned; externally peer reviewed.

open access This is an open access article distributed in accordance with the 
Creative Commons Attribution Non Commercial (CC BY- NC 4.0) license, which 
permits others to distribute, remix, adapt, build upon this work non- commercially, 
and license their derivative works on different terms, provided the original work is 
properly cited, any changes made are indicated, and the use is non- commercial. 
See: http:// creativecommons. org/ licenses/ by- nc/ 4. 0/.

orCId id
Tom Wei- Wu Chen http:// orcid. org/ 0000- 0003- 4112- 4029

RefeRences
 1 Siegel RL, Miller KD, Jemal A. Cancer statistics, 2019. CA Cancer J 

Clin 2019;69:7–34.
 2 Gatta G, Capocaccia R, Botta L, et al. Burden and centralised 

treatment in Europe of rare tumours: results of RARECAREnet- a 
population- based study. Lancet Oncol 2017;18:1022–39.

 3 Fletcher CDM BJ, Hogendoorn PCW, Mertens F. Who classifcation 
of tumours of soft tissue and bone. 4th ed. Lyon: IARC Press, 2013.

 4 Schaefer IM, Cote GM, Hornick JL, et al. Genetics, and genomics. J 
Clin Oncol 2018;36:101–10.

 5 Pollack SM, Ingham M, Spraker MB, et al. Emerging targeted and 
immune- based therapies in sarcoma. J Clin Oncol 2018;36:125–35.

 6 Judson I, Verweij J, Gelderblom H, et al. Doxorubicin alone versus 
intensified doxorubicin plus ifosfamide for first- line treatment 
of advanced or metastatic soft- tissue sarcoma: a randomised 
controlled phase 3 trial. Lancet Oncol 2014;15:415–23.

http://creativecommons.org/licenses/by-nc/4.0/
http://orcid.org/0000-0003-4112-4029
http://dx.doi.org/10.3322/caac.21551
http://dx.doi.org/10.3322/caac.21551
http://dx.doi.org/10.1016/S1470-2045(17)30445-X
http://dx.doi.org/10.1200/JCO.2017.75.1610
http://dx.doi.org/10.1016/S1470-2045(14)70063-4


Open access

10 Chen H- W, Chen TW- W. ESMO Open 2020;5:e000626. doi:10.1136/esmoopen-2019-000626

 7 Seddon B, Strauss SJ, Whelan J, et al. Gemcitabine and docetaxel 
versus doxorubicin as first- line treatment in previously untreated 
advanced unresectable or metastatic soft- tissue sarcomas 
(GeDDiS): a randomised controlled phase 3 trial. The Lancet 
Oncology 2017;18:1397–410.

 8 Tap WD, Jones RL, Van Tine BA, et al. Olaratumab and doxorubicin 
versus doxorubicin alone for treatment of soft- tissue sarcoma: an 
open- label phase 1B and randomised phase 2 trial. The Lancet 
2016;388:488–97.

 9 Tap WD, Wagner AJ, Papai Z, et al. ANNOUNCE: A randomized, 
placebo (PBO)- controlled, double- blind, phase (Ph) III trial 
of doxorubicin (dox) + olaratumab versus dox + PBO in 
patients (pts) with advanced soft tissue sarcomas (STS). JCO 
2019;37:LBA3.

 10 van der Graaf WTA, Blay J- Y, Chawla SP, et al. Pazopanib for 
metastatic soft- tissue sarcoma (PALETTE): a randomised, 
double- blind, placebo- controlled phase 3 trial. The Lancet 
2012;379:1879–86.

 11 Demetri GD, von Mehren M, Jones RL, et al. Efficacy and safety 
of trabectedin or dacarbazine for metastatic liposarcoma or 
leiomyosarcoma after failure of conventional chemotherapy: 
results of a phase III randomized multicenter clinical trial. JCO 
2016;34:786–93.

 12 Schöffski P, Chawla S, Maki RG, et al. Eribulin versus dacarbazine 
in previously treated patients with advanced liposarcoma or 
leiomyosarcoma: a randomised, open- label, multicentre, phase 3 
trial. Lancet 2016;387:1629–37.

 13 Kotecha RR, Motzer RJ, Voss MH. Towards individualized 
therapy for metastatic renal cell carcinoma. Nat Rev Clin Oncol 
2019;16:621–33.

 14 Arbour KC, Riely GJ. Systemic therapy for locally advanced and 
metastatic Non–Small cell lung cancer. JAMA 2019;322:764–74.

 15 Hirota S, Isozaki K, Moriyama Y, et al. Gain- Of- Function mutations 
of c- kit in human gastrointestinal stromal tumors. Science 
1998;279:577–80.

 16 Hirota S, Ohashi A, Nishida T, et al. Gain- Of- Function mutations of 
platelet- derived growth factor receptor α gene in gastrointestinal 
stromal tumors. Gastroenterology 2003;125:660–7.

 17 Demetri GD, von Mehren M, Blanke CD, et al. Efficacy and safety 
of imatinib mesylate in advanced gastrointestinal stromal tumors. N 
Engl J Med 2002;347:472–80.

 18 Blanke CD, Demetri GD, von Mehren M, et al. Long- Term 
Results From a Randomized Phase II Trial of Standard- Versus 
Higher- Dose Imatinib Mesylate for Patients With Unresectable or 
Metastatic Gastrointestinal Stromal Tumors Expressing KIT. JCO 
2008;26:620–5.

 19 Blanke CD, Rankin C, Demetri GD, et al. Phase III randomized, 
intergroup trial assessing imatinib mesylate at two dose levels in 
patients with unresectable or metastatic gastrointestinal stromal 
tumors expressing the kit receptor tyrosine kinase: S0033. J Clin 
Oncol 2008;26:626–32.

 20 Verweij J, Casali PG, Zalcberg J, et al. Progression- Free survival 
in gastrointestinal stromal tumours with high- dose imatinib: 
randomised trial. The Lancet 2004;364:1127–34.

 21 Casali PG, Zalcberg J, Le Cesne A, et al. Ten- Year progression- free 
and overall survival in patients with unresectable or metastatic Gi 
stromal tumors: long- term analysis of the European organisation 
for research and treatment of cancer, Italian sarcoma group, 
and Australasian gastrointestinal trials Group intergroup phase 
III randomized trial on imatinib at two dose levels. J Clin Oncol 
2017;35:1713–20.

 22 Cassier PA, Fumagalli E, Rutkowski P, et al. Outcome of patients 
with platelet- derived growth factor receptor alpha- mutated 
gastrointestinal stromal tumors in the tyrosine kinase inhibitor era. 
Clinical Cancer Res 2012;18:4458–64.

 23 Corless CL, Barnett CM, Heinrich MC. Gastrointestinal stromal 
tumours: origin and molecular oncology. Nat Rev Cancer 
2011;11:865–78.

 24 Demetri GD, van Oosterom AT, Garrett CR, et al. Efficacy and safety 
of sunitinib in patients with advanced gastrointestinal stromal 
tumour after failure of imatinib: a randomised controlled trial. Lancet 
2006;368:1329–38.

 25 Demetri GD, Reichardt P, Kang YK, et al. Efficacy and safety 
of regorafenib for advanced gastrointestinal stromal tumours 
after failure of imatinib and sunitinib (grid): an international, 
multicentre, randomised, placebo- controlled, phase 3 trial. Lancet 
2013;381:295–302.

 26 Yeh C- N, Chen M- H, Chen Y- Y, et al. A phase II trial of regorafenib 
in patients with metastatic and/or a unresectable gastrointestinal 
stromal tumor harboring secondary mutations of exon 17. 
Oncotarget 2017;8:44121–30.

 27 Evans EK, Gardino AK, Kim JL, et al. A precision therapy against 
cancers driven by KIT/PDGFRA mutations. Sci Transl Med 
2017;9:eaao1690.

 28 Heinrich MC JR, Mehren MV, et al. Clinical activity of avapritinib in 
≥ fourth- line (4L+) and PDGFRA exon 18 gastrointestinal stromal 
tumors (GIST). J Clin Oncol 2019;15:11022–22.

 29 Smith BD, Kaufman MD, Lu W- P, et al. Ripretinib (DCC-2618) is a 
switch control kinase inhibitor of a broad spectrum of oncogenic 
and drug- resistant kit and PDGFRA variants. Cancer Cell 
2019;35:738–51.

 30 George SHM, Chi P. Initial results of phase 1 study of DCC-2018, 
a broad- spectrum KIT and PDGFR⍺ inhibitor, in patients(PTS) with 
gastrointestinal stromal tumor(GIST) by number of prior regimens. 
Ann Oncol 2018;29:viii576–95.

 31 Mehren MV SC, Bauer S, et al. INVICTUS: A phase III, 
interventional, double- blind, placebo- controlled study to assess the 
safety and efficacy of ripretinib as ≥ 4th- line therapy in patients with 
advanced gastrointestinal stromal tumors (GIST) who have received 
treatment with prior anticancer therapies (NCT03353753). Ann 
Oncol 2019;30:v851–934.

 32 Cohen NA, Zeng S, Seifert AM, et al. Pharmacological inhibition 
of kit activates Met signaling in gastrointestinal stromal tumors. 
Cancer Res 2015;75:2061–70.

 33 Schoffski PMO, Kasper B, et al. Activity and safety of cabozantinib 
in patients with gastrointestinal stromal tumor after failure of 
imatinib and sunitinib: EORTC phase II trial 1317 CaboGIST. J Clin 
Oncol 2019;37:11006–06.

 34 Boikos SA, Pappo AS, Killian JK, et al. Molecular subtypes of KIT/
PDGFRA wild- type gastrointestinal stromal tumors: a report from 
the National Institutes of health gastrointestinal stromal tumor clinic. 
JAMA Oncol 2016;2:922–8.

 35 Ravegnini G, Ricci R. Succinate dehydrogenase- deficient 
gastrointestinal stromal tumors: small steps toward personalized 
medicine? Genet Epigenet 2019;12:251686571984253.

 36 Ricci R, Martini M, Ravegnini G, et al. Preferential MGMT 
methylation could predispose a subset of KIT/PDGFRA- WT GISTs, 
including SDH- deficient ones, to respond to alkylating agents. Clin 
Epigenetics 2019;11:2.

 37 Glod J, Arnaldez FI, Wiener L, et al. A phase II trial of vandetanib 
in children and adults with succinate dehydrogenase- deficient 
gastrointestinal stromal tumor. Clin Cancer Res 2019 (published 
Online First: 2019/08/24).

 38 Nannini M, Urbini M, Astolfi A, et al. The progressive fragmentation 
of the KIT/PDGFRA wild- type (WT) gastrointestinal stromal tumors 
(GIST). J Transl Med 2017;15:113.

 39 Falchook GS, Trent JC, Heinrich MC, et al. Braf mutant 
gastrointestinal stromal tumor: first report of regression with BRAF 
inhibitor dabrafenib (GSK2118436) and whole exomic sequencing 
for analysis of acquired resistance. Oncotarget 2013;4:310–5.

 40 Heinrich MC, Rankin C, Blanke CD, et al. Correlation of long- term 
results of imatinib in advanced gastrointestinal stromal tumors with 
next- generation sequencing results: analysis of phase 3 SWOG 
intergroup trial S0033. JAMA oncology 2017;3:944–52.

 41 Tran T, Davila JA, El- Serag HB. The epidemiology of malignant 
gastrointestinal stromal tumors: an analysis of 1,458 cases from 
1992 to 2000. Am J Gastroenterol 2005;100:162–8.

 42 Casali PG, Abecassis N, Aro HT, et al. Corrections to 
“Gastrointestinal stromal tumours: ESMO–EURACAN Clinical 
Practice Guidelines for diagnosis, treatment and follow- up”. Annals 
of Oncology 2018;29:iv267–iv67.

 43 Bonetti F, Pea M, Martignoni G, et al. Pec and sugar. Am J Surg 
Pathol 1992;16:307–8.

 44 Martignoni G, Pea M, Reghellin D, et al. PEComas: the past, the 
present and the future. Virchows Arch 2008;452:119–32.

 45 Folpe AL, Mentzel T, Lehr HA, et al. Perivascular epithelioid cell 
neoplasms of soft tissue and gynecologic origin: a clinicopathologic 
study of 26 cases and review of the literature. Am J Surg Pathol 
2005;29:1558–75.

 46 Sanfilippo R, Jones RL, Blay JY, et al. Role of chemotherapy, 
VEGFR inhibitors, and mTOR inhibitors in advanced perivascular 
epithelioid cell tumors (PEComas). Clin Cancer Res 2019 (published 
Online First: 2019/06/21).

 47 Henske EP, Jóźwiak S, Kingswood JC, et al. Tuberous sclerosis 
complex. Nat Rev Dis Primers 2016;2:16035.

 48 Italiano A, Delcambre C, Hostein I, et al. Treatment with the mTOR 
inhibitor temsirolimus in patients with malignant PEComa. Ann 
Oncol 2010;21:1135–7.

 49 Wagner AJ, Malinowska- Kolodziej I, Morgan JA, et al. Clinical 
activity of mTOR inhibition with sirolimus in malignant perivascular 
epithelioid cell tumors: targeting the pathogenic activation of 
mTORC1 in tumors. JCO 2010;28:835–40.

http://dx.doi.org/10.1016/S0140-6736(16)30587-6
http://dx.doi.org/10.1200/JCO.2019.37.18_suppl.LBA3
http://dx.doi.org/10.1016/S0140-6736(12)60651-5
http://dx.doi.org/10.1200/JCO.2015.62.4734
http://dx.doi.org/10.1016/S0140-6736(15)01283-0
http://dx.doi.org/10.1038/s41571-019-0209-1
http://dx.doi.org/10.1001/jama.2019.11058
http://dx.doi.org/10.1126/science.279.5350.577
http://dx.doi.org/10.1016/S0016-5085(03)01046-1
http://dx.doi.org/10.1056/NEJMoa020461
http://dx.doi.org/10.1056/NEJMoa020461
http://dx.doi.org/10.1200/JCO.2007.13.4403
http://dx.doi.org/10.1200/JCO.2007.13.4452
http://dx.doi.org/10.1200/JCO.2007.13.4452
http://dx.doi.org/10.1016/S0140-6736(04)17098-0
http://dx.doi.org/10.1200/JCO.2016.71.0228
http://dx.doi.org/10.1158/1078-0432.CCR-11-3025
http://dx.doi.org/10.1038/nrc3143
http://dx.doi.org/10.1016/S0140-6736(06)69446-4
http://dx.doi.org/10.1016/S0140-6736(12)61857-1
http://dx.doi.org/10.18632/oncotarget.17310
http://dx.doi.org/10.1126/scitranslmed.aao1690
http://dx.doi.org/10.1016/j.ccell.2019.04.006
http://dx.doi.org/10.1158/0008-5472.CAN-14-2564
http://dx.doi.org/10.1177/2516865719842534
http://dx.doi.org/10.1186/s13148-018-0594-9
http://dx.doi.org/10.1186/s13148-018-0594-9
http://dx.doi.org/10.1186/s12967-017-1212-x
http://dx.doi.org/10.18632/oncotarget.864
http://dx.doi.org/10.1111/j.1572-0241.2005.40709.x
http://dx.doi.org/10.1093/annonc/mdy320
http://dx.doi.org/10.1093/annonc/mdy320
http://dx.doi.org/10.1097/00000478-199203000-00013
http://dx.doi.org/10.1097/00000478-199203000-00013
http://dx.doi.org/10.1007/s00428-007-0509-1
http://dx.doi.org/10.1038/nrdp.2016.35
http://dx.doi.org/10.1093/annonc/mdq044
http://dx.doi.org/10.1093/annonc/mdq044
http://dx.doi.org/10.1200/JCO.2009.25.2981


Open access

11Chen H- W, Chen TW- W. ESMO Open 2020;5:e000626. doi:10.1136/esmoopen-2019-000626 Chen H- W, Chen TW- W. ESMO Open 2020;5:e000626. doi:10.1136/esmoopen-2019-000626

 50 Schoolmeester JK, Dao LN, Sukov WR, et al. Tfe3 translocation- 
associated perivascular epithelioid cell neoplasm (PEComa) of 
the gynecologic tract: morphology, immunophenotype, differential 
diagnosis. Am J Surg Pathol 2015;39:394–404.

 51 Malinowska I, Kwiatkowski DJ, Weiss S, et al. Perivascular 
epithelioid cell tumors (PEComas) harboring TFE3 gene 
rearrangements lack the TSC2 alterations characteristic of 
conventional PEComas. Am J Surg Pathol 2012;36:783–4.

 52 Wagner AJ RV, Ganjoo KN, et al. ABI-009 (nab- sirolimus) 
in advanced malignant perivascular epithelioid cell tumors 
(PEComa): preliminary efficacy, safety, and mutational status from 
AMPECT, an open label phase II registration trial. J Clin Oncol 
2019;37:11005–05.

 53 Gleason BC, Hornick JL. Inflammatory myofibroblastic tumours: 
where are we now? J Clin Pathol 2008;61:428–37.

 54 Lovly CM, Gupta A, Lipson D, et al. Inflammatory myofibroblastic 
tumors harbor multiple potentially actionable kinase fusions. Cancer 
Discov 2014;4:889–95.

 55 Butrynski JE, D'Adamo DR, Hornick JL, et al. Crizotinib in ALK- 
Rearranged Inflammatory Myofibroblastic Tumor. N Engl J Med 
2010;363:1727–33.

 56 Takeuchi K, Soda M, Togashi Y, et al. Pulmonary inflammatory 
myofibroblastic tumor expressing a novel fusion, PPFIBP1- 
ALK: reappraisal of anti- ALK immunohistochemistry as a tool 
for novel ALK fusion identification. Clinical Cancer Research 
2011;17:3341–8.

 57 Schöffski P, Sufliarsky J, Gelderblom H, et al. Crizotinib in patients 
with advanced, inoperable inflammatory myofibroblastic tumours 
with and without anaplastic lymphoma kinase gene alterations 
(European organisation for research and treatment of cancer 90101 
create): a multicentre, single- drug, prospective, non- randomised 
phase 2 trial. Lancet Respir Med 2018;6:431–41.

 58 Coffin CM, Hornick JL, Fletcher CD. Inflammatory myofibroblastic 
tumor: comparison of clinicopathologic, histologic, and 
immunohistochemical features including ALK expression in atypical 
and aggressive cases. Am J Surg Pathol 2007;31:509–20.

 59 Hornick JL, Sholl LM, Dal Cin P, et al. Expression of ROS1 predicts 
ROS1 gene rearrangement in inflammatory myofibroblastic tumors. 
Mod Pathol 2015;28:732–9.

 60 Yamamoto H, Yoshida A, Taguchi K, et al. Alk, ROS1 and NTRK3 
gene rearrangements in inflammatory myofibroblastic tumours. 
Histopathology 2016;69:72–83.

 61 Mai S, Xiong G, Diao D, et al. Case report: crizotinib is effective 
in a patient with ROS1- rearranged pulmonary inflammatory 
myofibroblastic tumor. Lung Cancer 2019;128:101–4.

 62 Drilon A, Laetsch TW, Kummar S, et al. Efficacy of Larotrectinib in 
Trk Fusion- Positive cancers in adults and children. N Engl J Med 
2018;378:731–9.

 63 Bogucki B, Neuhaus I, Hurst EA. Dermatofibrosarcoma protuberans: 
a review of the literature. Dermatol Surg 2012;38:537–51.

 64 Thway K, Noujaim J, Jones RL, et al. Dermatofibrosarcoma 
protuberans: pathology, genetics, and potential therapeutic 
strategies. Ann Diagn Pathol 2016;25:64–71.

 65 Abbott JJ, Oliveira AM, Nascimento AG. The prognostic significance 
of fibrosarcomatous transformation in dermatofibrosarcoma 
protuberans. Am J Surg Pathol 2006;30:436–43.

 66 Rutkowski P, Van Glabbeke M, Rankin CJ, et al. Imatinib mesylate 
in advanced dermatofibrosarcoma protuberans: pooled analysis of 
two phase II clinical trials. JCO 2010;28:1772–9.

 67 Navarrete- Dechent C, Mori S, Barker CA, et al. Imatinib treatment 
for locally advanced or metastatic dermatofibrosarcoma 
protuberans: a systematic review. JAMA Dermatol 2019;155:361–9.

 68 Rutkowski P, Klimczak A, Ługowska I, et al. Long- term results 
of treatment of advanced dermatofibrosarcoma protuberans 
(DFSP) with imatinib mesylate - The impact of fibrosarcomatous 
transformation. Eur J Surg Oncol 2017;43:1134–41.

 69 Gouin F, Noailles T. Localized and diffuse forms of tenosynovial 
giant cell tumor (formerly giant cell tumor of the tendon sheath and 
pigmented villonodular synovitis). Orthopaedics Traumatol Surg Res 
2017;103:S91–7.

 70 West RB, Rubin BP, Miller MA, et al. A landscape effect in 
tenosynovial giant- cell tumor from activation of CSF1 expression by 
a translocation in a minority of tumor cells. Proc Natl Acad Sci U S 
A 2006;103:690–5.

 71 Cassier PA, Gelderblom H, Stacchiotti S, et al. Efficacy of imatinib 
mesylate for the treatment of locally advanced and/or metastatic 
tenosynovial giant cell tumor/pigmented villonodular synovitis. 
Cancer 2012;118:1649–55.

 72 Gelderblom H, Cropet C, Chevreau C, et al. Nilotinib in locally 
advanced pigmented villonodular synovitis: a multicentre, open- 
label, single- arm, phase 2 trial. Lancet Oncol 2018;19:639–48.

 73 Tap WD, Wainberg ZA, Anthony SP, et al. Structure- Guided 
blockade of CSF1R kinase in Tenosynovial giant- cell tumor. N Engl 
J Med 2015;373:428–37.

 74 Tap WD, Gelderblom H, Palmerini E, et al. Pexidartinib versus 
placebo for advanced tenosynovial giant cell tumour (ENLIVEN): a 
randomised phase 3 trial. Lancet 2019;394:478–87.

 75 Shaikh MF, Morano WF, Lee J, et al. Emerging role of MDM2 
as target for anti- cancer therapy: a review. Ann Clin Lab Sci 
2016;46:627–34.

 76 Shi D, Gu W. Dual roles of MDM2 in the regulation of p53: 
ubiquitination dependent and ubiquitination independent 
mechanisms of MDM2 repression of p53 activity. Genes Cancer 
2012;3:240–8.

 77 ATJ L, Thway K, Huang PH, et al. Clinical and molecular spectrum 
of liposarcoma. J Clin Oncol 2018;36:151–9.

 78 Ray- Coquard I, Blay J- Y, Italiano A, et al. Effect of the MDM2 
antagonist RG7112 on the p53 pathway in patients with MDM2- 
amplified, well- differentiated or dedifferentiated liposarcoma: 
an exploratory proof- of- mechanism study. Lancet Oncol 
2012;13:1133–40.

 79 Kurzrock RBJ, Nguyen BB. A phase I study of MDM2 antagonist 
RG7112 in patients (PTS) with relapsed/refractory solid tumors. J 
Clin Oncol 2012;30.

 80 Chawla SP BJ, Italiano A. Phase Ib study of RG7112 with 
doxorubicin (D) in advanced soft tissue sarcoma (ASTS). J Clin 
Oncol 2013;31:10514–14.

 81 Bauer TM, Gounder MM, Weise AM, et al. A phase 1 study of 
MDM2 inhibitor DS- 3032b in patients with well/de- differentiated 
liposarcoma (WD/DD LPS), solid tumors (ST) and lymphomas (L). 
JCO 2018;36:11514–14.

 82 Tisato V, Voltan R, Gonelli A, et al. MDM2/X inhibitors under clinical 
evaluation: perspectives for the management of hematological 
malignancies and pediatric cancer. J Hematol Oncol 2017;10:133.

 83 Dickson MA, Tap WD, Keohan ML, et al. Phase II Trial of the 
CDK4 Inhibitor PD0332991 in Patients With Advanced CDK4 
-Amplified Well- Differentiated or Dedifferentiated Liposarcoma. JCO 
2013;31:2024–8.

 84 Dickson MA, Schwartz GK, Keohan ML, et al. Progression- Free 
Survival Among Patients With Well- Differentiated or Dedifferentiated 
Liposarcoma Treated With CDK4 Inhibitor Palbociclib. JAMA Oncol 
2016;2:937–40.

 85 Klein ME, Kovatcheva M, Davis LE, et al. Cdk4/6 inhibitors: the 
mechanism of action may not be as simple as once thought. 
Cancer Cell 2018;34:9–20.

 86 Dickson MA KA, D'Angelo SP. Phase 2 study of the CDK4 
inhibitor abemaciclib in dedifferentiated liposarcoma. J Clin Oncol 
2019;2019:11004–04.

 87 Razak AA BS, Blay JY. Abstract CT009: results of a dose- and 
regimen- finding phase Ib study of HDM201 in combination 
with ribociclib in patients with locally advanced or metastatic 
liposarcoma. Cancer Res;78. Abstract nr CT009.

 88 Gutmann DH, Ferner RE, Listernick RH, et al. Neurofibromatosis 
type 1. Nat Rev Dis Primers 2017;3:17004.

 89 Weiss B, Widemann BC, Wolters P, et al. Sirolimus for progressive 
neurofibromatosis type 1- associated plexiform neurofibromas: a 
neurofibromatosis clinical trials Consortium phase II study. Neuro 
Oncol 2015;17:596–603.

 90 Jänne PA, Shaw AT, Pereira JR, et al. Selumetinib plus docetaxel for 
KRAS- mutant advanced non- small- cell lung cancer: a randomised, 
multicentre, placebo- controlled, phase 2 study. Lancet Oncol 
2013;14:38–47.

 91 Robert C, Dummer R, Gutzmer R, et al. Selumetinib plus 
dacarbazine versus placebo plus dacarbazine as first- line treatment 
for BRAF- mutant metastatic melanoma: a phase 2 double- blind 
randomised study. Lancet Oncol 2013;14:733–40.

 92 Dombi E, Baldwin A, Marcus LJ, et al. Activity of selumetinib in 
neurofibromatosis type 1–Related plexiform neurofibromas. N Engl 
J Med 2016;375:2550–60.

 93 Widemann BC, Lu Y, Reinke D, et al. Targeting sporadic and 
neurofibromatosis type 1 (NF1) related refractory malignant 
peripheral nerve sheath tumors (MPNST) in a phase II study of 
everolimus in combination with bevacizumab (SARC016). Sarcoma 
2019;2019:1–8.

 94 Cassier PA, Lefranc A, Y Amela E, et al. A phase II trial of 
panobinostat in patients with advanced pretreated soft tissue 
sarcoma. A study from the French sarcoma group. Br J Cancer 
2013;109:909–14.

 95 Kim KH, Roberts CWM. Targeting EZH2 in cancer. Nat Med 
2016;22:128–34.

 96 Hollmann TJ, Hornick JL. INI1- deficient tumors: diagnostic features 
and molecular genetics. Am J Surg Pathol 2011;35:e47–63.

http://dx.doi.org/10.1097/PAS.0b013e31824a8a37
http://dx.doi.org/10.1136/jcp.2007.049387
http://dx.doi.org/10.1158/2159-8290.CD-14-0377
http://dx.doi.org/10.1158/2159-8290.CD-14-0377
http://dx.doi.org/10.1056/NEJMoa1007056
http://dx.doi.org/10.1158/1078-0432.CCR-11-0063
http://dx.doi.org/10.1016/S2213-2600(18)30116-4
http://dx.doi.org/10.1038/modpathol.2014.165
http://dx.doi.org/10.1111/his.12910
http://dx.doi.org/10.1016/j.lungcan.2018.12.016
http://dx.doi.org/10.1056/NEJMoa1714448
http://dx.doi.org/10.1111/j.1524-4725.2011.02292.x
http://dx.doi.org/10.1016/j.anndiagpath.2016.09.013
http://dx.doi.org/10.1097/00000478-200604000-00002
http://dx.doi.org/10.1200/JCO.2009.25.7899
http://dx.doi.org/10.1001/jamadermatol.2018.4940
http://dx.doi.org/10.1016/j.ejso.2017.03.011
http://dx.doi.org/10.1016/j.otsr.2016.11.002
http://dx.doi.org/10.1073/pnas.0507321103
http://dx.doi.org/10.1073/pnas.0507321103
http://dx.doi.org/10.1002/cncr.26409
http://dx.doi.org/10.1016/S1470-2045(18)30143-8
http://dx.doi.org/10.1056/NEJMoa1411366
http://dx.doi.org/10.1056/NEJMoa1411366
http://dx.doi.org/10.1016/S0140-6736(19)30764-0
http://dx.doi.org/10.1177/1947601912455199
http://dx.doi.org/10.1016/S1470-2045(12)70474-6
http://dx.doi.org/10.1200/JCO.2018.36.15_suppl.11514
http://dx.doi.org/10.1186/s13045-017-0500-5
http://dx.doi.org/10.1200/JCO.2012.46.5476
http://dx.doi.org/10.1001/jamaoncol.2016.0264
http://dx.doi.org/10.1016/j.ccell.2018.03.023
http://dx.doi.org/10.1038/nrdp.2017.4
http://dx.doi.org/10.1093/neuonc/nou235
http://dx.doi.org/10.1093/neuonc/nou235
http://dx.doi.org/10.1016/S1470-2045(12)70489-8
http://dx.doi.org/10.1016/S1470-2045(13)70237-7
http://dx.doi.org/10.1056/NEJMoa1605943
http://dx.doi.org/10.1056/NEJMoa1605943
http://dx.doi.org/10.1155/2019/7656747
http://dx.doi.org/10.1038/bjc.2013.442
http://dx.doi.org/10.1038/nm.4036
http://dx.doi.org/10.1097/PAS.0b013e31822b325b


Open access

12 Chen H- W, Chen TW- W. ESMO Open 2020;5:e000626. doi:10.1136/esmoopen-2019-000626

 97 Gounder MM, Stacchiotti S, Schöffski P, et al. Phase 2 multicenter 
study of the EZH2 inhibitor tazemetostat in adults with Ini1 negative 
epithelioid sarcoma (NCT02601950). J Clin Oncol 2017;35:11058.

 98 Boddu S, Walko CM, Bienasz S, et al. Clinical utility of genomic 
profiling in the treatment of advanced sarcomas: a single- center 
experience. JCO Precision Oncology 2018;2:1–8.

 99 Cancer Genome Atlas Research Network. Electronic address edsc, 
cancer genome atlas research N. comprehensive and integrated 
genomic characterization of adult soft tissue sarcomas. Cell 
2017;171:950–65.

 100 Chakravarty D, Gao J, Phillips SM, et al. OncoKB: a precision 
oncology knowledge base. JCO precision oncology 2017 2017 
(published Online First: 2017/09/12).

 101 Gounder MM, Ali SM, Robinson V, et al. Impact of next- generation 
sequencing (NGS) on diagnostic and therapeutic options in 
soft- tissue and bone sarcoma. Journal of Clinical Oncology 
2017;35:11001–01.

 102 Sen S, Pestana R, Hess KR, et al. Precision oncology in sarcoma 
drug development: impact of genomic matching on response, 
clinical benefit, and survival in sarcoma patients on phase 1 trials. 
Journal of Clinical Oncology 2019;37:11018–18.

 103 Casali PG, Abecassis N, Aro HT, et al. Soft tissue and visceral 
sarcomas: ESMO- EURACAN clinical practice guidelines for 
diagnosis, treatment and follow- up. Ann Oncol 2018;29:iv51–67.

http://dx.doi.org/10.1200/JCO.2017.35.15_suppl.11058
http://dx.doi.org/10.1200/PO.18.00096
http://dx.doi.org/10.1200/JCO.2017.35.15_suppl.11001
http://dx.doi.org/10.1093/annonc/mdy096

	Genomic-guided precision therapy for soft tissue sarcoma
	Abstract
	Introduction
	Part 1. Developed genomic-guided precision therapy for STS
	Gastrointestinal stromal tumour (KIT/PDGFRA mutant)
	Gastrointestinal stromal tumour (KIT/PDGFRA wild-type)
	PEComa
	Inflammatory myofibroblastic tumour
	Dermatofibrosarcoma protuberans
	Tenosynovial giant cell tumours

	Part 2. Genomic-guided precision therapy under active investigation
	Mouse double minute 2 homolog
	CDK4
	Combination of MDM2 and CDK4/6 inhibition
	Future development of MDM2 and CDK4/6 inhibitors in STS
	Mitogen-activated protein kinase
	Enhancer of zeste homolog 2 inhibitor

	Role of molecular profiling for STS in the modern era
	Conclusion
	References


