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Influence of genetic varia
nts of opioid-related
genes on opioid-induced adverse effects in
patients with lung cancer: A STROBE-compliant
observational study: Erratum
In the article, “Influence of genetic variants of opioid-related genes on opioid-induced adverse effects in patients with lung cancer: A
STROBE-compliant observational study”[1] which published in Volume 100, Issue 44 of Medicine¸ the values in the OR column of
Table 2 were rounded. The correct table appears below and have been corrected in the published article.
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