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Correction to: Molecular Psychiatry (2017) 22: 1502-1508; advance
online publication, 12 July 2017; doi: 10.1038/mp.2016.97

In the first paragraph of the Results section and Figure 1, the
authors incorrectly referred to the finding of SNP rs77897117. The
correct SNP is rs77897177.

The corrected figure appears in previous page.
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