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Simple Summary: Death receptor activation can induce various signaling cascades ranging from cell
survival to different forms of regulated cell death. The diversification of these biological outcomes
frequently depends on the subcellular localization of the receptors. Activation by their ligands at the
plasma membrane can change their plasma membrane localization to form distinct receptor–ligand
bound signaling complexes. Receptors can also be internalized to signal from endosomes or the
nuclear compartment. Those signaling complexes can be further remodeled en route and are partially
released to signal from the cytoplasm. Reversible post-translational modification via S-Palmitoylation,
a form of lipidation, emanated as a major regulator of death receptor signaling over the past years.
We highlight what is known about S-Palmitoylation in different receptor systems, how it affects localiza-
tion of the receptor complexes in specialized membrane micro domains, and the functional consequences
and therapeutical potential of altered S-palmitoylation in the respective signaling cascades.

Abstract: Death-receptor-mediated signaling results in either cell death or survival. Such opposite
signaling cascades emanate from receptor-associated signaling complexes, which are often formed
in different subcellular locations. The proteins involved are frequently post-translationally modi-
fied (PTM) by ubiquitination, phosphorylation, or glycosylation to allow proper spatio-temporal
regulation/recruitment of these signaling complexes in a defined cellular compartment. During
the last couple of years, increasing attention has been paid to the reversible cysteine-centered PTM
S-palmitoylation. This PTM regulates the hydrophobicity of soluble and membrane proteins and
modulates protein:protein interaction and their interaction with distinct membrane micro-domains
(i.e., lipid rafts). We conclude with which functional and mechanistic roles for S-palmitoylation as
well as different forms of membrane micro-domains in death-receptor-mediated signal transduction
were unraveled in the last two decades.
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1. Introduction

The maintenance of the integrity of any multicellular eukaryotic organism is achieved
by tightly balancing proliferation and differentiation vs. cell death. Regulation of the
underlying processes is often mediated by activation of surface resident receptors by
their respective ligands. Extrinsic apoptosis can be triggered (I) by dependence receptors,
requiring a certain ligand expression threshold to avoid cell death induction and (II) death
receptors, which require activation by their respective ligands [1,2].

Here, we focus on signaling pathways induced by death receptors (DR) belong-
ing to the tumor necrosis factor receptor superfamily (TNFRSF) and their cognate lig-
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ands. In total, the TNF receptor superfamily comprises more than 27 cytokine receptors
and their ligands. The subgroup of DR comprises the name-giving prototypic mem-
ber TNF-R1 (CD120a, TNFRSF1A)/TNF-α (TNF, Cachectin, TNFSF2), Fas (CD95, Apo-1,
TNFRSF6)/FasL (CD178, CD95L, TNFSF6), and TNF-related apoptosis-inducing ligand
receptors TRAIL-R1 (CD261, DR4, Apo2, TNFRSF10A) and TRAIL-R2 (CD262, DR5, TN-
FRSF10B)/TRAIL (CD253, APO2L, TNFSF10). In addition, the less extensively studied
receptors DR3 (Apo3, TNFRSF25)/TL1A (VEGI, TNFSF15), EDAR (Ectodysplasin-A recep-
tor)/EDA protein (isoform 1), and DR6 (CD358, TNFRSF21), which has been reported to
be activated by nAPP (amyloid precursor protein), belong to the family of death receptors.
The majority of the DR are expressed ubiquitously at varying levels of abundance and
can trigger diametrically opposed signaling cascades: survival, differentiation, and cell
proliferation vs. various types of cell death. Activation of the differential signaling cascades
is mediated by binding of the ligands to their particular receptors. TNFSF ligands are
type II transmembrane proteins (intracellular N-terminus), while their receptors are type
I transmembrane proteins. They are characterized by a highly conserved extracellular
cysteine-rich domain (CRD), which is involved in ligand binding and self-assembly of the
receptors. A hallmark of all death receptors is the cytoplasmic death domain (DD) enabling
them to recruit the death-inducing signaling complex (DISC) (for review, see [3]).

For TNF-R1/TNF signaling, the predominant pathway, in most models investigated so
far, is the activation of proliferative signaling. Within seconds upon ligand binding, inflam-
matory/proliferative signal transduction via NFκB or MAPK is activated. These initial sig-
naling cascades emanate from plasma membrane resident receptors recruiting the complex I,
consisting of the DD containing protein TRADD and RIP1, which are needed for TRAF2,
cIAP1/2, and LUBAC (linear ubiquitin chain assembly complex) recruitment. The latter
ones are required for stabilization of complex I signaling by K63- and M1-ubiquitination of
RIP1, recruitment of TAK1/2, IKK activation, and subsequent NFκB activation. Cell death
signaling via TNF-R1, on the other hand, requires K63-ubiquitination of the receptor, lead-
ing to its subsequent internalization. This allows disassembly of complex I in favor of
complex II/DISC, including recruitment of FADD and caspase-8 (for review, see [3]).

For CD95 and TRAIL-R1/R2, the signaling appears to be predominantly different:
FADD and Caspase-8 are directly recruited to the plasma membrane resident receptors
in most (type I) cell lines, while internalization for DISC recruitment and full cell death
induction is required only in type II cells. Survival signaling via NFκB occurs with a much
slower kinetics compared to TNF-R1 signaling [3–5].

Compartmentalization of death receptor signaling from different membrane environ-
ments (plasma membrane vs. endosomes) and the cytoplasm is decisive for the respective
biological outcome. One way to modulate interaction of proteins (both transmembrane
and soluble) with membranes is by acylation. Peripheral membrane proteins are frequently
modified at an N-terminal (MGxxxS/T) or C-terminal (CCAAx) motif by myristoylation
or prenylation to increase their hydrophobicity and thus enable them to weakly interact
with membranes. For augmented membrane interaction, additional acylation of cysteine
residues is required. Such S-acylation also occurs in proteins containing a trans-membrane
domain (TMD) [6].

Despite an increasing amount of data published in the last years, the biological
outcome of protein acylation is not fully understood: soluble, hydrophilic proteins can
be anchored to the cytoplasmic leaflets of cellular membranes. Depending on the type
of acylation, the interaction can be weak to allow shuttling between membranes and the
cytoplasm, or strong, for stable membrane interaction. S-acylation can affect protein–
protein interaction and multimerization by TMD tilting and attachment of cytoplasmic
protein loops to the surrounding membrane lipid environments [6].

Frequently, acylation has been reported to promote or prevent association with
detergent-resistant membrane micro-domains (DRM: i.e., lipid rafts, caveolae). The exis-
tence and function of these micro-domains are highly controversial. However, it is widely
accepted that the distribution of both lipids and membrane resident proteins is anisotropic
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and tends to form functional raft-like structures. DRM are often referred to as lipid ordered
(lo) domains, whereas the surrounding area is called lipid disordered (ld). Technically,
DRM are extracted from cells using weak detergents (TritonX100, Brij98) or alkaline treat-
ment, followed by density gradient ultracentrifugation. Marker proteins for DRM are often
flotillin-1 and -2, caveolin-1 and-2, or gangliosides GM1 and GM3. Caveolae can be visu-
alized by electron microscopy, while it is hard to specifically label and detect other DRM.
Frequently, cholera toxin B subunit is used to stain DRM; however, the compound has been
described to trigger raft formation. Similar to labeling them, modulating/depleting DRM
is unspecific and frequently affects the cells on a global level. Thus, faithful discrimination
in which kind of membrane domain proteins reside is challenging [7–9].

Among the various lipid modifications, S-acylation is the sole reversible form. As the
addition of palmitate is perceived as the predominant form (>74%) of acylation, it is usually
referred to as S-palmitoylation. However, other saturated and unsaturated acyl groups
could also be reversibly attached to cysteine residues [10]. S-palmitoylation is mediated at
the cytoplasmic leaflet by membrane-bound palmitoyl-transferases (PAT). Whereas there
is increasing knowledge about PAT:substrate interaction, little is known about their fatty
acid selectivity [11]. These enzymes are mainly located at the endoplasmic reticulum
(ER) and Golgi-apparatus, but also occur at the plasma membrane (PM) and on endo-
somes. In humans, 23 PAT exist and are characterized by their conserved Asp-His-His-Cys
(DHHC)-motif. S-palmitoylation can be reverted by cytosolic palmitoyl-thioesterases (PTE).
The best-described palmitoylation erasers are APT1, APT2, and PPT1, while novel classes
of PTE belonging to the PSD95 and ABHD17 family of proteins have been identified in the
last years [12]. Up to date, little is known about the regulation or the substrate specificity
or redundancy of these enzymes [12,13]. Known functions, mechanisms, and tools to
investigate S-palmitoylation are summarized in various comprehensive reviews [14–16].

Among other things, S-palmitoylation can be sensed as a mechanism to modulate the
hydrophobic mismatch (HM) of proteins: a positive hydrophobic mismatch means the
TMD of the protein is longer than the surrounding lipid environment, whereas a negative
mismatch means the TMD is shorter. In general, the length of the TMDs increases from the
endoplasmic reticulum resident (average length below 20 amino acids) to plasma mem-
brane resident proteins (average length around 27 amino acids) and grows by ~1.5 Å/amino
acid residue. This correlates with the thickness of the respective membranes, which are
approximately 37.5 Å at the ER and 42.5 Å at the PM. Lipid rafts are supposed to be even
thicker due to their high amount of sphingolipids and sterols, which can be monitored
using, i.e., atomic force microscopy or cryo-electron tomography [17–20]. S-palmitoylation
of proteins can for example induce tilting of TMDs having a positive HM to make them
“shorter” or increase the hydrophobicity of proteins with a negative TM to allow residence
in thick membranes (i.e., lipid rafts).

In this review article, we focus on the roles of membrane microdomains and palmitoy-
lation of proteins involved in the regulation of signal transduction of the death receptor
TNF-R1 and also briefly sum up similar observations for signaling via CD95, TRAIL-R1
(DR4) and –R2 (DR5), and DR6.

2. Roles of Palmitoylation and Lipid Rafts in TNF-R1 Signaling

TNF is a type II single spanning membrane protein that can activate both TNF-R1
and TNF-R2. While soluble TNF (sTNF) has a higher affinity for TNF-R1, membrane
TNF (mTNF) stimulates both receptors [21]. Conversion of mTNF to sTNF is mediated
by ADAM17/TACE [22,23]. TNF palmitoylation at cysteine 47 has been described first in
COS-1 (green monkey kidney fibroblast cells) and Sf9 insect cells [24]. This observation was
confirmed in two other studies, additionally showing that palmitoylation of TNF regulates
TNF lipid raft association and sTNF vs. mTNF activation of TNF-R1 in HeLa (human
cervix), Raji (human B lymphocytes), and T24 (human urinary bladder) as well as in murine
3T3L1 fibroblasts and RAW264.7 macrophage cells [25,26]. In human monocytic U937
cells, sTNF activates NFκB signaling at plasma membrane resident receptors, followed by
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receptor internalization and DISC formation. mTNF triggers internalization-independent
DISC formation at PM resident TNF-R1 in a STAT1-dependent manner [27].

We described palmitoylation of TNF-R1 itself in U937 cells for the first time [28].
TNF-R1 is at least double palmitoylated (Figure 1A). C248 palmitoylation is required
for receptor translocation to the cell surface (Figure 2A). The functional consequence of
palmitoylation of other cysteine residues and which residues are modified remains to be
investigated. Requirement of C248 palmitoylation for PM transport may explain why the
majority of TNF-R1 resides in the Golgi-apparatus [29,30]: the TNF-R1 TMD comprises
21 residues fitting to thin membranes (i.e., ER and Golgi), whereas it has a negative HM for
PM membrane micro-domains. Lipid modification ameliorates this mismatch and enables
transport to the cell surface.
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Figure 1. Schematic representation of receptors and their known and putative palmitoylation sites.
Signal peptides (SP) are marked in pink, trans-membrane domain (TMD) in blue, and death domain
(DD) in red. Intracellular cysteine residues are indicated as known (green) and putative (black)
palmitoylation acceptor sites. (A) depicts TNF-R1 (UniProt: P19438). C248 is the sole known
palmitoylation site. The TNF-R1 internalization domain (TRID) is marked in green; the neutral
sphingomyelinase domain (NSD) is marked in orange. (B) depicts TNF-R2 (UniProt: P20333).
Five possible palmitoylation acceptor cysteine residues are indicated. (C) depicts CD95 (UniProt:
P25445). C199 is a known human CD95 palmitoylation site. C194 is palmitoylated in murine CD95.
(D) depicts DR4/TRAIL-R1 (UniProt: O00220). Cysteine residues 261-263 are known palmitoylation
acceptor sites. (E) depicts DR5/TRAIL-R2 (UniProt: O14763) with three putative palmitoylation
sites. (F) depicts DR6 (UniProt: O75509). C368 is a known palmitoylation site. (G) Depicts DR3
(UniProt: Q93038). Four possible palmitoylation sites are indicated. A putative internalization
domain is marked in green; the putative neutral sphingomyelinase domain (NSD) is marked in
orange. (H) depicts CD40 (UniProt: P25942). The sole intracellular cysteine residue 258 is indicated.
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Figure 2. TNF-R1 signaling pathways. (A) TNF-R1 palmitoylation at cysteine residue 248 facilitates its transport from
the Golgi-apparatus to the non-raft/liquid-disordered (ld) environment of the plasma membrane. (B) Binding of TNF to
TNF-R1 activates APT2, resulting in partial de-palmitoylation of TNF-R1 and receptor translocation to a liquid-ordered
(lo) plasma membrane compartment (lipid raft). In lipid rafts, pro-survival signaling via complex I formation and NFκB
is initiated. Translocation of NFκB to the nucleus induces transcription of pro-inflammatory/pro-survival genes, inhibit-
ing cell death induction. (C) Activated TNF-R1 is ubiquitinated by RNF8, leading to clathrin-mediated endocytosis of
the receptor. The resulting TNF-receptosomes fuse with trans-Golgi vesicles (TGV) to recruit, i.e., caspases. At inter-
nalized TNF-R1, complex I is modified in favor of complex IIa. Complex IIa can dissociate from the receptor and elicit
its apoptosis, inducing function in the cytoplasm. TNF-receptosomes can alternatively be integrated into multivesicu-
lar bodies (MVB), which maturate to lysosomal vesicles by acidification. In lysosomes, the receptosome membrane is
degraded, and a multi-enzyme cascade results in aSMase activation, ceramide formation, and ultimately Cathepsin D
(CtsD) activation and lysosomal membrane permeabilization (LMP). Activated CtsD translocates into the cytoplasm to
hydrolyze HSP90β or activates Bid to truncated Bid (tBid). tBid translocates to mitochondria and drives mitochondrial outer
membrane permeabilization (MOMP), boosting apoptosis induction by cytochrome C release and apoptosome formation.
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(D) Inhibition of APT2 results in translocation of active TNF-R1 to caveolae, where nSMase is activated, resulting in ceramide
formation at the plasma membrane, caspase activation, and apoptosis induction. (E) In caveolae, activated TNF-R1 can be
shed by TACE followed by clathrin-independent internalization of the TNF-R1 TMD/cytoplasmic tail, where pro-apoptotic
complex IIa can be recruited. γ-secretase can release complex IIa into the cytoplasm. (F) Aberrant NFκB signaling results
in formation of RIPK1-dependent pro-apoptotic complex IIb and its release into the cytoplasm. (G) Inhibition or lack
of caspase-8 enzyme activity impedes complex II formation in favor of necrosome formation and necroptosis induction.
Necroptosis induction involves plasma membrane pore formation upon MLKL phosphorylation, resulting in cell swelling
and bursting. (H) This can be counteracted by flotillin-dependent endocytosis of pMLKL and sorting via ALIX positive
MVB towards lysosomal degradation or release as exosomes. TNF-R1-mediated MAPK or JNK signaling is not shown.

TNF-R2, which is the second TNF binding receptor (lacking a death domain), con-
tains a longer TMD (30 amino acid residues) and is predominantly located at the plasma
membrane [31]. TNF-R2 contains one cysteine residue within its TMD and five more in its
cytoplasmic tail, thus making it an ideal target for palmitoylation (Figure 1B). However,
experimental validation is lacking.

Constitutive TNF-R2:TRAF-2:caveolin-1 interaction in the same protein complex en-
ables it for NFκB activation in human umbilical vein endothelial cells (HUVEC). Constitu-
tive TNF-R1:caveolin-1 interaction could not be observed in the same cell line, support-
ing later observations that TNF triggers TNF-R1 lipid raft translocation prior to NFκB
activation [32]. As described for TNF, TNF-R2 is also shed by ADAM17 in lipid rafts
of leukocytes [33].

In untreated U937 and ECV304 (genetically identical with T24/83 cell line [34]) cells,
the majority of TNF-R1 protein is located in the Golgi-apparatus [29,30]. Deletion of the
TNF-R1 intracellular domain results in lost Golgi but increased PM localization in HUVEC
cells; however, fusion of TNF-R2 with the TNF-R1 intracellular domain did not restrict the
chimeric protein to the Golgi. This can be explained by the long TNF-R2 TMD. In contrast,
it was shown that DD deletion results in reduced lipid raft localization of TNF-R1 and a
uniform distribution in the plasma membrane of HeLa cells [35]. Such DD deletion would
result in lacking palmitoylation of a cysteine residue in this area (C395 or C433) (Figure 1A).

The palmitoyl transferase(s) required for TNF-R1 palmitoylation remains enigmatic.
However, upon TNF stimulation, APT2 (LYPLA2) triggered partial de-palmitoylation of
TNF-R1. This was required for NFκB activation. Using PTE-selective fluorescent probes,
we observed activation of APT2 in response to TNF, while it is still unclear how APT2 is
activated and recruited to TNF-R1. Unpublished data of our group showed that APT2
activity facilitates lipid raft translocation of TNF-R1. This process may require additional
palmitoylation at hitherto unknown cysteine residue(s) to allow receptor localization in
micro domains. Our observation is in line with another report showing that NFκB ac-
tivation requires lipid raft translocation in HT1080 fibrosarcoma cells [36] (Figure 2B).
In contrast, in a rat model, it was shown that TNF-induced apoptosis but not NFκB ac-
tivation was associated with lipid rafts: Receptor activation triggered TNF-R1 but not
TNF-R2 or CD95 lipid raft translocation. Lipid raft translocation also involved TNF-R1 and
TRAF2 ubiquitination [37]. In their study, Legler et al. also observed poly-ubiquitination
of TNF-R1 and RIP1 upon lipid raft translocation. We observed that TNF-R1-mediated
apoptosis requires K63-ubiquitination and subsequent internalization of TNF-R1 [38]
(Figure 2C). In line, HRG (histidine-rich glycoprotein) interaction with TNF-R1 results in
TNF-R1 K63-ubiquitination and apoptosis induction [39]. HRG has been described to be
multiply palmitoylated in murine cells [40]. A report by the Walczak group showed that
M1-ubiquitination of TNF-R1 and RIPK1 is required for NFκB signaling [41]. Thus, we hy-
pothesize that differential TNF-R1 M1/K63-ubiquitination occurs in distinct membrane
environments (i.e., lipid rafts for NFκB signaling via complex I and liquid disordered (ld)
membranes or caveolae for endocytosis). This is regulated by the palmitoylation status of
the receptor and, putatively, other proteins (i.e., E3 ubiquitin ligases).

Intracellular bacteria and also viruses can inhibit TNF-R1 internalization to prevent
apoptotic killing of the host cells and thereby evade elimination by the host immune system.
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It is not known if these processes also involve palmitoylation or alterations in membrane
lipid composition [42–46]. The P. aeruginosa quorum-sensing molecule 3oc, however,
interacts with the PM of human cells. This triggers spontaneous TNF-R1 multimerization
in liquid disordered (ld)/non-raft phase and apoptosis induction in various cell lines. It is
not clear if this also affects receptor internalization and ubiquitination [47].

Connections between TNF-R1 signaling and detergent-resistant membranes/lipid
rafts/caveolae have been reported by various groups. Association of TNF-R1 with caveolae
had first been described in 1999, showing that TNF-mediated apoptosis requires caveolae
and ceramide production by neutral sphingomyelinase (nSMase) in U937 cells (Figure 2D).
CD95-mediated cell apoptosis, however, did not require caveolae either in U937 or in Jurkat
T-lymphocytes [48]. This supports our data, showing that upon pharmacological inhibition
of APT2, TNF-R1 stays at the PM (putatively in caveolae) and induces ceramide production
via nSMase in U937 cells. The Yates group showed that TNF-R1, CD95, and DR5 are located
in caveolin-1 positive DRM fractions of U-1242 glioma cells by default and that TRAIL treat-
ment invoked caspase-8 recruitment and activation in this compartment [49,50]. D’Alessio
et al. suggested a TNF-R1-membrane-proximal sequence, close to C248, as we recently reported,
targeting it to caveolae and that TNF-R1 internalization requires caveolae localization [51].

However, a discrepancy exists regarding the mode of TNF-R1 internalization. Cur-
rently, endocytotic mechanisms are classified into three types: (a) non-lipid-raft-dependent
(clathrin-mediated endocytosis: CME), (b) lipid-raft-dependent (caveolae-mediated: CM,
flotillin-dependent: FD), and (c) mixed-membrane-dependent (phagocytosis and mi-
cropinocytosis). TNF-R1 but not CD95, DR4, or DR5 contains an YXXΦ internalization
motif (TRID, TNF-R1 internalization domain), enabling the receptor to interact with the
CME machinery.

Several reports showed that TNF-R1 requires CME for apoptosis induction (Figure 2C).
This step could be blocked pharmacologically (using Monodansylcadaverine, Dynasore,
or Pitstop) or by mutagenesis of the TRID [27,38,52–57]. Adenovirus infection as well as
the expression of the adenoviral protein E3-14.7K results in inhibition of TNF-R1 internal-
ization, serving as an immune escape mechanism [46]. In addition, TNF-R1 internalization
and cell death induction is blocked in CerS2-/- mice as well as in cells lacking ST6Gal-I
sialyltransferase [56–58]. Sialylation of CD95 by ST6Gal-I also blocked FasL-mediated cell
death, while DR4 and DR5 were not affected likewise in HD3 colon carcinoma cells [59].
The requirement of receptor internalization for signal transduction differs among DR’s as
well as of the respective investigated model. Details are given in the respective paragraphs.

As stated above, the previous reports regarding translocation of TNF-R1 to lipid rafts
support our own observation that NFκB induction required receptor de-palmitoylation by
APT2 and lipid raft translocation. On the other hand, inhibition of APT2 activity resulted
in massive neutral sphingomyelinase (nSMase)-dependent ceramide production and cell
death induction [28]. TNF-mediated nSMase activation, ceramide production, and finally
cytotoxicity are also required for dopaminergic neuron formation [60]. At the moment,
it is not clear which nSMase isoform is responsible for this effect. The human genome
encodes four different nSMase isoforms, including nSMase1 (SMPD2), nSMase2 (SMPD3),
nSMase3 (SMPD4), and the mitochondrial ma-nSMase (SMPD5) [61]. nSMase2 is activated
by TNF via PKC-δ and MAPK and is directly linked to TNF-R1 via FAN and RACK1 [62–65].
Similar to our observation that APT2-inhibition results in ceramide formation and apoptosis
induction without further affecting receptor endocytosis, TNF-R1 internalization deficient
cells trigger cell death via nSMase-mediated ceramide formation [66]. In neurons, TNF-
dependent formation of cytotoxic ceramide has been described, while pharmacological
nSMase inhibition dampened TNF-induced apoptosis [60]. Caveolin-dependent activation
of nSMase as well as cytotoxic ROS formation upon TNF stimulation has been reported
in LHCN-M2 human muscle satellite cells [67]. ROS production upon TNF stimulation
has also been described in HeLa and MEF cells; however, in contrast, recruitment of the
NADPH complex occurred in TNF-receptosomes [68].
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nSMase2 palmitoylation has no effect on enzyme activity but affects its membrane associa-
tion [69,70]. Co-localization of both nSMase2 and palmitoyl protein thioesterase 1 (PPT-1) has
been observed in lipid rafts. nSMase2 overexpression enhanced staurosporine and C2-ceramide-
induced cell death, while the opposite was observed for PPT-1 overexpression [71].

PPT-1 is involved in TNF-R1-mediated apoptosis induction; however, whether it
modulates TRAIL or FasL-induced signaling is not clear. PPT-1 deficient fibroblasts from
patients suffering from infantile neuronal ceroid lipofuscinosis (INCL) or murine cells
harboring a disrupted Ppt1/Cln1 gene revealed reduced caspase activation, Bid-cleavage,
and cytochrome C release by mitochondrial outer membrane permeabilization (MOMP).
NFκB activation and MAPK signaling were unaffected. Apoptosis induction via stau-
rosporine was not affected [72]. Possible substrates that are located outside the lysosome
and involved in TNF (or other DR) triggered cell death are not known.

Recently, we described HSP90β as a proteolytic substrate of the lysosomal aspartic
protease Cathepsin D (CtsD). A distinct amount of cellular HSP90β is cleaved as a response
to TNF and TRAIL. Our data suggest that a small fraction of HSP90β is also palmitoylated
and encounters CtsD upon its release from lysosomes at the PM. However, this observation
requires further investigation [73]. Palmitoylation of HSP90 has been shown in murine
cells [74]. One hypothesis might be that the palmitoylation of HSP90β or even CtsD may be
linked to PPT-1 activity. Intriguingly, in PPT1 knockout mouse models for INCL, increased
CtsD expression has been reported [75–77].

PPT-1 was described as being palmitoylated either via zDHHC3 or 7; however, muta-
tion of the palmitoylation site did not alter subcellular localization, but rather affected its
de-palmitoylation activity [78]. Whether PPT-1 or zDHHC3/7 are involved in nSMase2
palmitoylation or not is speculative. We observed increased levels of palmitoylated PPT-1
in response to TNF in U937 cells [28].

nSMase3 activation upon TNF stimulation has been observed in MCF7, human mam-
mary gland, cells. Unlike nSMase2, nSMase3 is linked to membranes via its C-tail [79].
TNF stimulation of murine muscle cells resulted in ceramide production by nSMase3,
which co-fractionated with detergent-resistant membranes [80].

TNF-R1 internalization prior to apoptosis induction and γ-secretase-mediated release
of complex IIa bound to a TNF-R1 ICD (intracellular domain) has been described in MCF7
cells [52]. Traditionally, it is assumed that ectodomain shedding by ADAM proteases
precedes intracellular cleavage by γ-secretase (Figure 2E). However, in HUVEC and Cos7
cells, extracellular aSMase activates ADAM17, leading to TNF-R1 shedding and reduced
apoptosis, as TNF cannot bind the receptor [81]. Shedding of TNF, TNF-R1, and TNF-R2 by
ADAM17 as well as association of the shedding activity with caveolin-1 positive lipid rafts
of monocytic THP-1 and EA.hy926, umbilical vein cells, had been described before [82,83].

In contrast to the above-mentioned reports, TNF-R1 was shown to be endocytosed
from caveolae in a clathrin-independent manner, and lipid raft depletion using β-methyl
cyclodextrin (βMCD) did not alter IκBα degradation/NFκB activation. Phosphorylation
of Akt and thus protection from TNF-mediated cytotoxicity was inhibited in EA.hy926
cells [84]. Primary murine macrophages have been used to show that TNF triggers lipid
raft localization of TNF-R1. Interestingly, βMCD treatment abrogated TNF-induced MAPK
but not NFκB signaling [85]. Additionally, TNF triggered TNF-R1 translocation towards
lipid rafts in airway smooth muscle cells. However, depletion of lipid rafts using βMCD
did not affect NFκB and MAPK signaling, while RhoA GTPase signaling was blocked in
this cell type [86]. Interestingly, RhoA GTPase levels are RNF8-dependent and regulate
metastasis in triple-negative breast cancer [87].

TNF-induced necroptosis induction was also linked to lipid rafts. Necroptosis is
activated in favor of apoptosis in cells lacking caspase-8 enzyme activity, resulting in
necrosome formation instead of complex IIa or IIb (Figure 2G). Two studies revealed that
treatment of cells with Phenhydan® blocked TNF-R1-induced NFκB activation by affect-
ing lipid raft association. Phenhydan®-treatment also blocked necrosome formation in
both studies [88,89]. Mechanistically, Phenhydan®-treatment resulted in disperse TNF-R1



Cancers 2021, 13, 2513 9 of 26

surface distribution by disrupting plasma membrane organization [89]. Interestingly, TNF-
induced necroptosis induction was reduced in fibroblasts derived from ADAM17ex/ex mice,
suggesting that ADAM17 may be involved in redirecting signaling between apoptosis and
necroptosis at least in mice. Our own unpublished data showed that pharmacological
inhibition of ADAM17 or ADAM10 neither boosted nor inhibited apoptosis or necroptosis
in cells of myeloid lineage.

Ali and colleagues reported that the TNF-R1-dependent necrosome formation occurs
at caveolin-1-positive intracellular organelles, a process that is blocked upon herpes simplex
virus infection as an immune escape mechanism [90]. Intriguingly, necrosome-induced
damage at the PM appears to be salvaged by capturing phosphorylated MLKL in Flotillin-
1/-2 and ALIX positive organelles before the cell ruptures [91] (Figure 2H). The requirement
of ALIX-palmitoylation for exosome formation has been reported and is likely involved in
protection from necroptosis [92]. Experimental evidence, however, is lacking.

Pyroptosis is another form of necrotic cell death that can be triggered by chemotherapy,
but also by TNF. Caspase-3 cleaves gasdermin E (GSDME), which results in membrane
perforation and cell death. GSDME is palmitoylated at C407/408 in response to TNF
stimulation in HCT116 (human colon carcinoma) and HeLa cells [93,94].

The above-described findings regarding roles of palmitoylation and liquid-disordered
(ld)/liquid-ordered (lo) membranes in the subcellular compartmentalization of TNF-R1-
mediated signal transduction are schematically depicted in Figure 2.

3. Roles of Palmitoylation and Lipid Rafts in CD95 Signaling

As described for TNF-R1, CD95 also relays both cell death and survival signals.
Initially, it has been thought that the CD95 system has its main role in the maintenance of
immune homeostasis and tumor elimination via apoptosis induction. During recent years,
however, it has become clear that CD95 also promotes inflammation and carcinogenesis by
activating non-apoptotic signaling [5,95].

Palmitoylation of FasL (CD95L) has been reported by Guardiola-Serrano and col-
leagues: they showed that palmitoylated FasL associates with lipid rafts in T-cells. Here,
it interacts with its receptor and is shed by ADAM10 protease for cell death induction in
the target cell. It was described that only palmitoylated FasL can trigger cell death [96].
Within lipid rafts of secretory lysosomes from the T-cell, the Fas ligand interacts with both
ADAM10 and its close relative ADAM17. This interaction can be affected by cholesterol de-
pletion. TCR-activation resulted in ADAM17-mediated FasL shedding in these organelles [97].

CD95 palmitoylation at cysteine 199 in human and cysteine 194 in murine CD95 is
required for association with cytoskeleton-linked lipid rafts, formation of micro-aggregates,
and full cell death induction in human embryonic kidney (HEK293), SKW6.4 (human B
lymphocytes), H9 (human T lymphocytes), and murine NIH3T3 cells [98,99] (Figure 1C).
DISC formation upon CD95 activation occurs in lipid rafts in both type I and type II
cells [100]. This supports the observation that FasL:CD95 interaction and cell death in-
duction occurs in lipid rafts of Jurkat cells [96]. A palmitoylation deficient CD95 vari-
ant (C194V) prevented receptor-mediated apoptosis induction in murine primary T-, B-,
and dendritic cells [101].

CD95 palmitoylation by zDHHC7 is required for its stability by preventing lysoso-
mal degradation and facilitating transport to the plasma membrane of colorectal cancer
cells [102]. Interestingly, zDHHC7 together with zDHHC21 mediates palmitoylation of the
DRM protein caveolin-1 in rat hippocampal neurons as well as in HEK293 cells. The coop-
eration of these proteins may thus also affect CD95 or other DR signaling [103].

The CD95 TMD (18 amino acid residues) prefers a liquid-disordered (ld)/non-raft
environment, due to the negative hydrophobic mismatch between the length of hydropho-
bic TM domain and the thickness of liquid-ordered (lo) membranes. It was shown that
ceramide does not trigger translocation of CD95 to lipid rafts but rather traps CD95 in
lipid rafts due to reduced lateral diffusion in an artificial membrane system [104]. Haynes
and colleagues showed that CD95 localization can differ in Burkitt’s lymphoma (BL) cells.
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In group III BL cells, CD95 can be detected both in the Golgi and the PM, whereas Golgi
localization of CD95 dominates in group I BL cells. In the latter, CD95 localization can
be triggered in favor of PM localization by CD40 ligation [105]. However, whether this
process involves palmitoylation remains to be investigated.

The association of CD95 with DRM and a cell-line-dependent requirement for DRM
in cell death induction has been shown in a number of reports. CD95 induced cell death in
human retinal pigment epithelial cells (ARPE-19), which required GM1-positive lipid raft
localization [106]. CD95 clustering in lipid rafts was also required for ROS production in
CD95 enriched lipid rafts in bovine coronary arterial endothelial cells (CAEC) [107,108].
Presumably, this process also involves fusion of NADPH oxidase containing vesicles with
the PM, a mechanism that had been already described previously [109]. Additionally,
reactive oxygen species are required for translocation of aSMase to the PM [110].

The alkyl-lysophospholipids Edelfosine and Perifosine and the didemnin Aplidin
appear to mimic ceramide and trigger CD95 localization in lipid rafts, resulting in cell
death by DISC recruitment even in the absence of FasL in Jurkat cells [111–114]. This ligand-
independent mechanism has been termed CASMER (clusters of apoptotic signaling molecule-
enriched rafts) formation [115].

Cisplatin induces enhanced aSMase-dependent clustering of CD95 in lipid rafts in
HT29 cells, derived from the human colon, which sensitizes the cells for ligand-induced
cell death [116]. Resveratrol similarly triggered CD95, as well as DR4 and DR5, clustering
in lipid rafts. Here, DISC formation occurred either requiring additional receptor activa-
tion via agonistic Ab-CH11 or even independent of ligand binding [117,118]. Likewise,
Resveratrol induces DISC formation followed by MOMP, independent of CD95 activation
in Jurkat and multiple myeloma cells [119]. Lipid raft clustering of CD95 followed by
cell death induction is obviously a common way to sensitize cells to be killed by various
compounds. Docosahexaenoic acid, TSWU-BR23, and endocannabinoids were shown
to enhance receptor-mediated cell death in various experimental settings connected to
receptor translocation into lipid rafts [120–122]. Cryptocaryone treatment results in CD95,
FADD, and Caspase-8 and also DR4 and DR5 clustering in lipid rafts. However, crypto-
caryone also induced clustering of these molecules in PC-3 prostate adenocarcinoma cells
pre-treated with βMCD for lipid raft depletion [123]. Overall reduction of lipid rafts by
the fluoropyrimidine drug-candidate F10 resulted in CD95 activation. This was due to
enrichment and co-localization of both CD95 and CD95L in the remaining lipid rafts [124].

The opposite has been observed for CD95-mediated cell death: Ko and colleagues
showed that CD95-mediated killing does not require caveolae in Jurkat and U937 cells [48].
Lipid raft disruption by ginsenoside Rh2 induced CD95 oligomerization and cell death
in HeLa cells [125]. A similar observation has been made in HaCaT human keratinocyte
cells, revealing that depletion of lipid rafts by various compounds induced CD95 clustering
and DISC formation outside rafts [126]. As for TNF signaling, there are obviously cell-
line- and organism-specific regulatory mechanisms, which may be due to differential
lipid composition.

Furthermore, protein interactions can enhance CD95 recruitment to lipid rafts. Semaphorin-
3A (Sema3A) and its receptor plexin-A directs CD95 to lipid rafts. This requires actin-
cytoskeleton remodeling in type I but not type II cells [127]. As Sema3A is constitutively
expressed in CD4/CD8 thymocytes, it could have a role in T-cell homeostasis [128], as for
elimination of effector memory T-cells depend on TCR (T-cell receptor) and CD95 clustering
in lipid rafts [129]. Additionally, TCR-re-stimulation of CD4+-T-Cells resulted in CD95
recruitment to lipid rafts in the absence of ligand binding [130].

Besides proteins and various chemical compounds, irradiation with UV light has been
reported to induce clustering of CD95 in lipid rafts. Depending on the cell line, different
modes of cell death could be induced with or without additional ligand binding [131,132].
UV light induces CD95- but not TNF-R1-dependent aSMase activation in MCF7 cells,
which might be required for translocation to lipid rafts [133], a similar effect that had been
reported in HT29 colon cancer cells [116]. Besides CD95 ligation, UV-C radiation also
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induces aSMase translocation into rafts in Jurkat cells. Unlike for CD95 activation, this does
not involve caspase activity [134].

Roles for aSMase and sphingolipids for CD95 clustering have been reported in sev-
eral studies before: pharmacological inhibition of sphingolipid synthesis by myriocin
reduced CD95-mediated cell death in T-cells [135]. Several groups reported that sequential
activation of CD95 in distinct membrane compartments is required for cell death induction.

In sum, signaling via CD95 appears to follow the schemes depicted in Figure 3. In type
I cell lines, DISC formation occurs rapidly at the PM and is sufficient for apoptosis induc-
tion. Type II cells require the activation of low amounts of caspase-8 at the PM, triggering
the formation of SPOTS (signaling protein oligomerization transduction structures) and
internalization of the activated receptors. CD95-receptosomes undergo intracellular matu-
ration and trigger LMP and MOMP for apoptosis amplification [109,136–140]. aSMase is
transported to the PM via fusion with trans-Golgi or lysosomal vesicles [108–110], where it
is involved in the regulation of lipid raft size and PKCδ recruitment, linking rafts to the
cytoskeletal machinery [141].

Cancers 2021, 13, x 12 of 27 
 

 

 
Figure 3. CD95-mediated pro-apoptotic signal transduction. (A) Binding of CD95L(FasL) to CD95(Fas) activates the re-
ceptor. (B) In type I cells, CD95 forms clusters concomitant with rapid and massive DISC formation, directly triggering 
cell death. (C) In type II cells, low amounts of CD95 and active Caspase-8 are required to trigger fusion of trans-Golgi 
vesicles (TGV) with the PM and secretion of aSMase. (D) Lipid raft formation is triggered, propagating the formation of 
CD95 clusters, followed by receptor internalization. (E) CD95-receptosomes fuse with multi-vesicular bodies (MVB) and 
trans-Golgi vesicles (TGV), allowing acidification of the organelle and acquisition of lysosome characteristics. (F) In lyso-
somes, LMP is induced, resulting in lysosomal enzyme release into the cytosol. Proteases cleave Bid, which promotes 
mitochondrial outer membrane permeabilization and apoptosis amplification. CD95-mediated NFκB, MAPK, and JNK 
signaling is not shown. 

The role of other post-translational modifications of CD95 has been summarized in a 
comprehensive review [142]. 

4. Roles of Palmitoylation and Lipid Rafts in TRAIL-R Signaling 
Differently from TNF and FasL, palmitoylation of TRAIL has not been reported. 

However, its cytoplasmic part contains a possible palmitoylation acceptor site at Cys16, 

Figure 3. CD95-mediated pro-apoptotic signal transduction. (A) Binding of CD95L(FasL) to CD95(Fas) activates the receptor.
(B) In type I cells, CD95 forms clusters concomitant with rapid and massive DISC formation, directly triggering cell death.
(C) In type II cells, low amounts of CD95 and active Caspase-8 are required to trigger fusion of trans-Golgi vesicles (TGV)
with the PM and secretion of aSMase. (D) Lipid raft formation is triggered, propagating the formation of CD95 clusters,
followed by receptor internalization. (E) CD95-receptosomes fuse with multi-vesicular bodies (MVB) and trans-Golgi
vesicles (TGV), allowing acidification of the organelle and acquisition of lysosome characteristics. (F) In lysosomes, LMP is
induced, resulting in lysosomal enzyme release into the cytosol. Proteases cleave Bid, which promotes mitochondrial outer
membrane permeabilization and apoptosis amplification. CD95-mediated NFκB, MAPK, and JNK signaling is not shown.



Cancers 2021, 13, 2513 12 of 26

The role of other post-translational modifications of CD95 has been summarized in a
comprehensive review [142].

4. Roles of Palmitoylation and Lipid Rafts in TRAIL-R Signaling

Differently from TNF and FasL, palmitoylation of TRAIL has not been reported.
However, its cytoplasmic part contains a possible palmitoylation acceptor site at Cys16,
which is close to its TMD. Using receptor-selective agonistic antibodies as surrogates for
TRAIL, Wajant and colleagues reported that DR4 can relay cell death via both soluble
(sTRAIL) and membrane TRAIL (mTRAIL), whereas DR5-mediated death can only be
induced by mTRAIL [143]. However, whether the sheddase is involved in sTRAIL release
and lipid rafts regulate TRAIL shedding is enigmatic.

Palmitoylation of TRAIL-R1 (DR4) at membrane-proximal cysteine residues 261/262/263
is critical for DR4 lipid raft localization, oligomerization, and consequently, cell death
induction [144]. Besides the described cysteine residues, DR4 comprises four more potential
palmitoylation sites (Cys 268, 274, 279, and 336); none of these sites have been reported
to be palmitoylated (Figure 1D). The TRAIL-R2 (DR5) amino acid sequence contains
three putative palmitoylation sites (Figure 1E). The protein has not been reported to be
palmitoylated so far.

However, similar to TNF-R1 and CD95 signaling, the association of TRAIL-Rs with
lipid rafts has been reported in several studies in various cell lines and conditions. Cdc42-
associated kinase 1 (Ack1) regulates DR4 but not DR5 oligomerization and lipid raft
localization, and cell death induction in MCF10A breast epithelial, but not NCI-H460
lung carcinoma cells [145]. Shedding of DR4 by TACE as a possible mechanism for de-
sensitization has been reported in myeloma cells. However, DR5 was not shed. Whether
shedding depends on lipid raft localization is not clear but could be assumed depending
on the observations from the CD95 and TNF-R1 systems [146].

Recruitment of DR4 and/or DR5 to lipid rafts can be induced by various chemical
compounds without previous receptor activation: DR5, CD95, and TNF-R1 clustering in
lipid rafts is enhanced in Jurkat cells upon treatment with Aplidin and thus sensitization for
cell death. The mechanism is cytoskeleton-dependent [111]. In Jurkat cells, DR5 associates
constitutively with GM1 positive lipid raft fraction, while FADD, caspase-8, and PI3K-p58,
which is involved in Golgi-vesicle/endosomal trafficking, were recruited upon stimulation
with sTRAIL [147].

Treatment of multiple myeloma B cells with synthetic alkyl-lysophospholipids results
in accumulation of DR4, DR5, and CD95 as well as Bid in lipid rafts, facilitating cell death
induction [113]. Localization of DR4 in GM3-positive lipid raft fractions as a prerequisite for
cell death induction has been described in B-cells [148]. DR4-mediated cell death was also
observed in some chronic lymphocytic leukemia cell lines, while other cell lines required
additional fludarabine treatment, triggering DR4 but not DR5 lipid raft localization [149].

In non-small-cell lung carcinoma cells (NSCLC), lipid rafts appear to be required for
TRAIL-mediated cell death induction, while NFκB and MAPK signaling occurs outside
rafts. In TRAIL-sensitive cells, DISC assembly can occur in both rafts and non-rafts, whereas
in TRAIL-resistant cells, DISC assembly occurs only outside rafts [150]. Similar, DR4 and
DR5 aggregated in lipid rafts in TRAIL-sensitive but not resistant NSCLC [151].

In glioblastoma cells predominantly expressing DR5, the binding of TRAIL resulted
in DISC formation in lipid rafts, whereas NFκB activation occurred outside lipid rafts [152].
Temozolomide caused DR5 accumulation in lipid rafts of U251 glioma cells and thereby
triggered cell death [153].

In gastric cancer cells, the expression of DR5 could be enhanced upon stimulation
with Ursodeoxycholic acid (UDCA). Such treatment also triggered DR5-containing lipid
raft formation and ROS production in lipid rafts [154]. In line with this, TRAIL-resistant
MGC803 gastric carcinoma cells could be sensitized for cell death by incubation with
epirubicin. Epirubicin alone triggered DR4 and DR5 aggregation in lipid rafts and ligand-
independent cell death induction. Treatment of TRAIL together with epirubicin enhanced
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TRAIL-induced cell death. However, this effect could be partially reverted by lipid raft
depletion using nystatin [155].

In TRAIL-resistant gastric cancer cells, TRAIL induces translocation of EGF-R to lipid
rafts, resulting in reduced DISC formation and thus inhibition of cell death. In lipid rafts,
EGF-R competes with TRAIL-R’s for Cbl-b, which is crucial for DISC formation [156].
TRAIL also enhances caveolin-1 activation and Src tyrosine kinase translocation to lipid
rafts. Inhibition of Src enhanced TRAIL-mediated cell death by inhibition of Src-EGF-
R and Src-caveolin-1 interaction [157]. The same group reported that TRAIL enhances
IGF-1R expression, Cbl-b-dependent recruitment to lipid rafts, and IGF-1R-mediated anti-
apoptotic signaling [158].

In murine cells, TRAIL activated aSMase (Smpd1) and Lysosome/PM fusion, resulting
in GM1 positive lipid raft formation, DR4 clustering, and NADPH oxidase activation [159].

Apart from signaling from the plasma membrane, roles of TRAIL-Rs and to a lesser ex-
tend also TNF-R1 in endoplasmic reticulum (ER) stress response resulting in both cell death
and NFκB signaling have been described. As the ER is a major hub for lipid metabolism,
one could assume that ER-lipid rafts also modulate TRAIL-R-mediated stress response by
CASMER formation at the ER. However, to date, no such link has been established [160,161].

5. Palmitoylation in DR6 Signaling

DR6 is another member of the TNF-R superfamily involved in neuro-development,
but it also regulates tumor extravasation and metastases [162]. Besides being N- and O-
glycosylated, DR6 is palmitoylated at membrane-proximal Cys368 [163] (Figure 1F). In the
case of DR6, palmitoylation appears not to be required for lipid raft localization.

The sole known cell-death-inducing DR6 ligand is APP (amyloid precursor protein).
The membrane-bound form of APP is required to induce cell death [162,164,165]. Palmitoy-
lation of APP occurs at Cys186 and Cys187. Cleavage of APP by Beta-secretase 1 (BACE1)
promotes its dimerization and palmitoylation [166,167]. APP internalization mainly occurs
in lipid raft micro domains [168]. If and how this affects DR6 signaling is not clear.

6. Palmitoylation and Lipid Raft Association of Other Proteins in
Death-Receptor-Mediated Signal Transduction

The Bcl-2 protein family member Bax, another pro-apoptotic protein, has been de-
scribed as being palmitoylated (Cys62 and 126). Whether Bax palmitoylation is required
for MOMP induction and if such modification occurs in response to TNF, TRAIL, or FasL
ligation is not yet clear [169]. MOMP and cytochrome C release involves Bax interaction
with ceramide-rich macro-domains in the outer mitochondrial membrane of HeLa cells
upon radiation [170]. One Bax-interacting protein is the Bcl-2 protein Bid, which is cleaved
in response to TNF-R1 activation by caspases or Cathepsin D. The resulting p15 Bid frag-
ment is myristoylated at its N-terminus, which is required for MOMP and cytochrome C
release [171–175]. Sorice and colleagues reported that CD95 activation induces the translo-
cation of the ganglioside GM3 from the PM towards the outer mitochondrial membrane.
Here, GM3 is involved in MOMP. In line with these experiments, they also reported that
CD95 activation triggers translocation of cellular prion protein (PrPc) to mitochondrial
lipid micro-domains of T cells, where it is involved in cell death regulation [176–180].

Caspase-6, which is involved in pathogenesis of neuronal diseases, has been described
to be palmitoylated by zDHHC17/HIP14 twice, at Cys264 and 277. Palmitoylation of
caspase-6 reduces its activation [181]. Besides murine caspase-6, human caspase-8 and
murine caspases-1 and -3 have been identified as putatively palmitoylated in palmitoyl-
proteomes, based on the Swiss Palm database; however, further experimental evidence
is lacking [182]. Compared to other caspases, caspase-6 is poorly characterized [183].
Zheng and colleagues recently identified caspase-6 as a regulator of inflammation and
immune signaling against influenza A virus infection [184]. However, whether the palmi-
toylation state of caspase-6 also regulates DR signaling is unknown. Pointing in this
direction is the fact that in Jurkat cells, CD95-dependent apoptosis induction involves
nSMase-mediated ceramide formation and caspase-6 activation in the nucleus [185].
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Pro-caspase-8 recruitment to activated TNF-receptosomes requires the ESCRT (en-
dosomal sorting complex required for transport) proteins ALIX and ALG-1 [186,187].
Non-canonical DISC formation, i.e., caspase-8 activation on auto-phagosomal membranes,
has been described as being dependent on the ESCRT protein CHMP2A [188]. Interaction
of ALIX with TNF-receptosomes putatively occurs via its K63-ubiquitin binding domain
and K63-ubiquitinated TNF-R1; however, final experimental evidence is lacking [38,189].
Palmitoylation of ALIX has recently been described and is required for CD9 interaction
and exosome formation [92]. However, whether ALIX’s palmitoylation state also regu-
lates TNF-signaling/trafficking or prevention of pMLKL-induced PM damage, as recently
described, appears likely but is not known [91].

Tyrosine kinases regulate T-cell function, i.e., by modulating DR-mediated killing [190].
Lck requires palmitoylation by zDHHC21 and lipid raft association to allow CD95-mediated
killing in Jurkat cells, which involves palm-Lck-dependent PLC-γ1 (phospholipase C γ1)
activation [191]. Lck also regulates TRAIL signaling in T-cells. TRAIL binding of DR4-
Fc together with CD3 activation results in recruitment of Lck to lipid rafts and NFκB
activation [192]. Besides Lck, the subcellular localization of other Src-family tyrosine ki-
nases also depends on their palmitoylation state [193]. Fyn is palmitoylated and interacts
with zDHHC5. It phosphorylates flotillins, which in turn are palmitoylated by zDHHC5,
are recruited to lipid raft micro domains, and induce flotillin-dependent internalization of
surface molecules [194,195].

When writing about lipid rafts, ceramide synthases (CerS) and their roles in DR
signaling cannot be ignored. CerSs regulate the length and saturation of fatty acids in ce-
ramide [196]. Together with the Futerman group, we showed that in CerS2 knock out mice,
TNF-mediated cell death is abrogated. This is due to lacking TNF-R1 internalization [58].
Similarly, knockdown of CerS6 in SW480 colon adenocarcinoma cells reduced TRAIL-
mediated apoptosis and CerS6 overexpression enhanced TRAIL-mediated cell death in
SW620 colon carcinoma cells [197]. In contrast, CerS6 overexpression confers resistance to
CD95-mediated cell death by inhibition of DISC formation at the receptor [198].

7. Death Receptor Signaling from the Nucleus

Signaling of plasma membrane-localized receptors in the nucleus has been frequently
reported for members of the receptor tyrosine kinase family. Often, this involves the
release of an intracellular domain (ICD) upon extracellular α- and intracellular γ-secretase
cleavage. However, full-length protein has also been found to be localized in the nucleus
upon ligand binding [199]. During the last years, evidence for roles of DR4 and DR5 in the
nucleus is accumulating. In all cases, nuclear TRAIL-R localization has been reported to
promote cell survival [200]. Recently, Mert and colleagues showed that both receptors can
be endocytosed upon TRAIL binding by CME from the PM and undergo trafficking to the
nucleus [201]. However, it is not clear how full-length DR4 and DR5 can enter the nucleus
and exert their function in this compartment. It is also enigmatic if this process involves
DRM or protein palmitoylation. Likewise, it is not known if and how endogenous nuclear-
localized TRAIL may affect signaling. Nuclear localization of TNF-R1, CD95, or DR6 has
not been reported up to now. For TNF-R1, intracellular cleavage by γ-secretase suggests
ICD generation in some cell lines; however, no nuclear localization or function of this ICD
has been reported yet [52]. Localization of the DR3 ligand TL1A in the nucleus but not the
receptor has been described in psoriatic skin [202]. While little is known about the roles of
PTM of DR3 in its signaling cascades, its similarity to TNF-R1 suggests similar regulation
(Figure 1G). Nuclear localization of the TNF-R superfamily member CD40 has also been
reported in human B lymphocytes; however, CD40L was not present in the nucleus [203].
CD40 activates NFκB signaling and constitutively resides in lipid rafts [204]. CD40 contains
one cytosolic cysteine residue (C258 = C238 without signal peptide), representing a possible
palmitoylation site; however, as it is 42 amino acids away from the TMD, it is unlikely to
regulate lipid raft association (Figure 1H). C258 of CD40 has rather been described to be
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required for receptor dimerization by cysteine bridge formation [205]. However, bridge
formation and palmitoylation may compete to regulate CD40 signaling.

8. Myristoylation in Cell Death

Frequently, soluble proteins are modified at an N-terminal (MGxxxS/T) motif by
myristoylation. This increases their hydrophobicity and thereby enables them to interact
weakly and transiently with membranes. Myristoylation had been thought to mainly occur
co-translationally and is mediated by the N-myristoyltransferases NMT1 and NMT2. How-
ever, several studies showed that cleavage of proteins by caspases upon cell death induction
liberates novel N-terminal myristoylation acceptor sites in the respective target proteins.
Several proteins involved in the regulation of T cell death have been described to be af-
fected likewise: upon caspase-8 cleavage, tBID is myristoylated, allowing its recruitment
to mitochondria. Similarly, actin and gelsolin are cleaved and then myristoylated. Myr-
actin has pro-apoptotic activity, while myr-gelsolin has anti-apoptotic activity [206,207].
PKCε is another substrate for myristoylation upon caspase cleavage [208]. PKCε regulates
TNF-R1 shedding upon Bryostatin-1 treatment of T84 cells, concomitant with increased
TNF-R1:PKCε interaction [209]. In U937, Jurkat, and K562 bone-marrow cells, TNF triggers
PKC translocation to the plasma membrane [210]. PKC activity had been shown to block
NFκB activation via TNF-R1 as well as complex II formation at DR4 and DR5 in HeLa
cells [211]. Src kinase activity is also regulated by myristoylation [212]. Src-mediated
Y380 phosphorylation of caspase-8, prevents caspase activation and thereby, dampens
CD95-mediated cell [213].

Interestingly, both NMT1 and 2 are substrates for caspase-3 and -8. Cleavage results
in their subcellular re-localization without alteration in enzyme activity [214].

In none of these studies, cell death was induced via death receptors. However, it is
tempting to speculate that DR-mediated cell death also triggers myristoylation of these
and other proteins.

9. Alterations in the Lipid Composition of Membranes—Opportunities for
Clinical Exploitation

Interfering with the lipid metabolism of a cell, tissue, or organism will affect their
response towards a plethora of stimuli (i.e., cytokines or pathogens). Altering lipid
metabolism changes the ability of a cell to interact with its environment by altering its
membrane composition as well as the availability of lipids for protein acylation. This can
be therapeutically exploited. In clinical treatment of various diseases ranging from cancer
to auto-immune diseases and infection, statins (i.e., lovastatin or simvastatin) are routinely
applied as inhibitors of cholesterol biosynthesis. Statin application affects both cholesterol
levels in cellular membranes as well as in the blood stream and consequently affects cellular
mechanisms and signaling pathways relying on membrane compartmentalization [215,216].

Among the hallmarks of cancer is the ability for sustained angiogenesis, invasion,
and metastasis, which are highly associated with altered lipid composition and membrane
fluidity of cancer cells. Approaches to targeting lipid rafts in cancer cells have been
summarized in various comprehensive reviews [217–219].

Similarly to cancer, specialized membrane domains are involved in pathogen-host
interaction. Lipid micro domains mediate pathogen entry, replication, and egress. Thus,
lipid depletion can be exploited as a treatment of infections with pathogens like Plasmodium
falciparum, various bacteria (i.e., Heliobacter pylori, Mycobacterium tuberculosis), and viruses
like Influenza A virus, HIV, and SARS-CoV-2. [220–223]. The druggability of lipid-based
pathogen–host interactions has been reviewed extensively elsewhere [224–227].

10. Conclusions

Summed up, there are obvious similarities as well as discrepancies in the regulation
of DR signaling in different cell lines derived from different tissues and organisms. On one
hand, this can be attributed to evolutionary alterations in the amino acid sequence of the
respective proteins, possibly resulting in differential palmitoylation patterns. On the other
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hand, these effects may be due to the dynamic lipid metabolism and lipid composition of
different membranes in these cell lines. Especially cancer cells show high plasticity and
can adapt their metabolic state to different environmental conditions. This certainly affects
signaling via (death) receptors [228].

When performing experiments in cells or animal models, we have to keep a vigilant
eye on how different origins of cells, variable diets of animals, or cell culture supplements
(i.e., FCS) affect the experimental outcome. Lipids are connected to various cellular func-
tions, ranging from energy source, membrane structural, or protein recruitment platforms
and signaling molecules to substrates for post-translational protein–lipid modification.
Thus, different availability of metabolites will affect homeostasis and can result in disease
by altering molecular mechanisms, for example by forcing palmitoyl-transferases to use
different, more abundant lipids to attach to their substrates.

Differential availability of lipids and their incorporation in the membrane will af-
fect membrane thickness, fluidity, and curvature. Most studies on the association of
distinct proteins with lipid rafts, caveolae, or micro-domains have relied on “isolation” of
detergent-resistant membranes (DRM) upon treatment of cells with “mild” detergents like
0.1–1% TritonX100 and Brij98 or alternatively rely on alkaline treatment, both followed
by ultracentrifugation on sucrose or OptiPrepTM gradients. Subsequently, DRM “marker”
proteins (i.e., flotillin-1/-2, caveolin-1/-2, GM1, GM3) are monitored and compared with
the protein of interest. Disruption of DRM by using βMCD, nystatin, or filipin is often
applied prior to functional analysis. However, these compounds are far from selective.
Additionally, “labeling” of lipid rafts using for example cholera toxin B subunit is known
to alter and bias membrane composition. Accepting this as state-of-the-art, we have to keep
in mind that one cannot discriminate between DRM derived from different subcellular
locations or DRM with different lipid compositions. Subcellular pre-fractionation, as we
recently suggested, may therefore improve the resolution of such analyses [229]. Various
aspects to understand and investigate the function of membrane lipids have recently been
reviewed elsewhere [7,230].

Obviously, distinct signaling cascades emanate from different subcellular locations
and even distinct micro-domains in membranes. Thus, when interpreting data derived
from immune-precipitated (IP) material, it is important to keep in mind that the detergents
used in these approaches destroy the lipid composition of membranes. As a result, it is not
possible to discriminate IP material whose protein content was soluble before or has been
solubilized due to detergents in the lysis buffer.

Usually, 2-Bromopalmitate (2BrP) is used as an inhibitor to analyze palmitoylation
of proteins. However, despite having been the “best” inhibitor of palmitoyl transferases,
it displays no selectivity for specific PATs. It also inhibits PTE and is a non-selective inhibitor
of lipid metabolism. Other inhibitors are cerulenin and tunicamycin; however, these also
affect lipid metabolism and glycosylation, respectively. Recently, a novel acrylamide-based
PAT inhibitor has been developed, claiming higher potency and less toxicity compared to
2BrP [231]. Similar aspects have to be kept in mind when working with PTE inhibitors.
Palmostatin B is frequently used; however, it affects various serine hydrolases. During the
last years, inhibitors with higher selectivity and probes to determine enzyme activity have
been developed [12,15].

Despite these limitations, palmitoylation, as a reversible lipid post-translational modi-
fication, has evolved as an intensively studied research topic over the past two decades.
Besides other thoroughly studied PTM like phosphorylation and ubiquitination or pro-
teolysis, palmitoylation regulates signaling via death receptors in a tissue- and cell-type-
dependent context. Especially, a better understanding of the spatio-temporal distribution
of death receptors within distinct subcellular compartments and membrane environments,
as well as the involvement of lipid PTM in the respective regulatory processes, can lead to
advances in targeted and personalized therapeutic approaches for a variety of diseases,
like cancers, infection, inflammation, cardiovascular diseases, or viral infection.



Cancers 2021, 13, 2513 17 of 26

Author Contributions: J.F., V.S. and W.S.-B. contributed to writing and editing of the manuscript
and figures. All authors have read and agreed to the published version of the manuscript.

Funding: This research received no external funding.

Acknowledgments: We want to thank Philip p Zingler for critically reading the manuscript. Due to
space limitations and to keep to the focus of the review topic, we have to apologize to all investi-
gators/scientific researchers whose work was not cited in this review. Figure 1 was created using
IBS [232]; Figures 2 and 3 were created using BioRender.com (accessed on 20 March 2020).

Conflicts of Interest: The authors declare that the research was conducted in the absence of any
commercial or financial relationships that could be construed as a potential conflict of interest.

References
1. Galluzzi, L.; Vitale, I.; Aaronson, S.A.; Abrams, J.M.; Adam, D.; Agostinis, P.; Alnemri, E.S.; Altucci, L.; Amelio, I.;

Andrews, D.W.; et al. Molecular mechanisms of cell death: Recommendations of the Nomenclature Committee on Cell Death.
Cell Death Differ. 2018, 25, 486–541. [CrossRef]

2. Goldschneider, D.; Mehlen, P. Dependence receptors: A new paradigm in cell signaling and cancer therapy. Oncogene 2010,
29, 1865–1882. [CrossRef]

3. Dostert, C.; Grusdat, M.; Letellier, E.; Brenner, D. The TNF Family of Ligands and Receptors: Communication Modules in the
Immune System and Beyond. Physiol. Rev. 2019, 99, 115–160. [CrossRef]

4. Fritsch, J.; Zingler, P.; Särchen, V.; Heck, A.L.; Schütze, S. Role of ubiquitination and proteolysis in the regulation of pro- and
anti-apoptotic TNF-R1 signaling. Biochim. Biophys. Acta Bioenerg. 2017, 1864, 2138–2146. [CrossRef] [PubMed]

5. Siegmund, D.; Lang, I.; Wajant, H. Cell death-independent activities of the death receptorsCD95, TRAILR1, and TRAILR2. FEBS J.
2016, 284, 1131–1159. [CrossRef] [PubMed]

6. Hentschel, A.; Zahedi, R.P.; Ahrends, R. Protein lipid modifications-More than just a greasy ballast. Proteomics 2016, 16, 759–782.
[CrossRef] [PubMed]

7. Bieberich, E. Sphingolipids and lipid rafts: Novel concepts and methods of analysis. Chem. Phys. Lipids 2018, 216, 114–131.
[CrossRef] [PubMed]

8. Ouweneel, A.B.; Thomas, M.J.; Sorci-Thomas, M.G. The ins and outs of lipid rafts: Functions in intracellular cholesterol
homeostasis, microparticles, and cell membranes. J. Lipid Res. 2020, 61, 676–686. [CrossRef] [PubMed]

9. Day, C.A.; Kenworthy, A.K. Functions of cholera toxin B-subunit as a raft cross-linker. Essays Biochem. 2015, 57, 135–145.
[CrossRef]

10. Muszbek, L.; Haramura, G.; Cluette-Brown, J.E.; Van Cott, E.M.; Laposata, M. The pool of fatty acids covalently bound to platelet
proteins by thioester linkages can be altered by exogenously supplied fatty acids. Lipids 1999, 34, S331–S337. [CrossRef]

11. Greaves, J.; Munro, K.R.; Davidson, S.C.; Riviere, M.; Wojno, J.; Smith, T.K.; Tomkinson, N.; Chamberlain, L.H. Molecular basis of
fatty acid selectivity in the zDHHC family of S-acyltransferases revealed by click chemistry. Proc. Natl. Acad. Sci. USA 2017,
114, E1365–E1374. [CrossRef]

12. Won, S.J.; Kit, M.C.S.; Martin, B.R. Protein depalmitoylases. Crit. Rev. Biochem. Mol. Biol. 2018, 53, 83–98. [CrossRef]
13. Tabaczar, S.; Czogalla, A.; Podkalicka, J.; Biernatowska, A.; Sikorski, A.F. Protein palmitoylation: Palmitoyltransferases and their

specificity. Exp. Biol. Med. 2017, 242, 1150–1157. [CrossRef]
14. Resh, M.D. Fatty acylation of proteins: The long and the short of it. Prog. Lipid Res. 2016, 63, 120–131. [CrossRef]
15. Chamberlain, L.H.; Shipston, M.J. The Physiology of Protein S-acylation. Physiol. Rev. 2015, 95, 341–376. [CrossRef] [PubMed]
16. Lu, H.; Fang, C. Methodology for Detecting Protein Palmitoylation. Adv. Exp. Med. Biol. 2020, 1248, 425–430. [CrossRef]

[PubMed]
17. Sharpe, H.J.; Stevens, T.; Munro, S. A Comprehensive Comparison of Transmembrane Domains Reveals Organelle-Specific

Properties. Cell 2010, 142, 158–169. [CrossRef] [PubMed]
18. Mitra, K.; Ubarretxena-Belandia, I.; Taguchi, T.; Warren, G.; Engelman, D.M. Modulation of the bilayer thickness of exocytic

pathway membranes by membrane proteins rather than cholesterol. Proc. Natl. Acad. Sci. USA 2004, 101, 4083–4088. [CrossRef]
[PubMed]

19. Connell, S.D.; Smith, D.A. The atomic force microscope as a tool for studying phase separation in lipid membranes (Review).
Mol. Membr. Biol. 2006, 23, 17–28. [CrossRef] [PubMed]

20. Cornell, C.E.; Mileant, A.; Thakkar, N.; Lee, K.K.; Keller, S.L. Direct imaging of liquid domains in membranes by cryo-electron
tomography. Proc. Natl. Acad. Sci. USA 2020, 117, 19713–19719. [CrossRef]

21. Wajant, H.; Siegmund, D. TNFR1 and TNFR2 in the Control of the Life and Death Balance of Macrophages. Front. Cell Dev. Biol.
2019, 7, 91. [CrossRef]

22. Moss, M.L.; Jin, S.-L.C.; Milla, M.E.; Burkhart, W.; Carter, H.L.; Chen, W.-J.; Clay, W.C.; Didsbury, J.R.; Hassler, D.;
Hoffman, C.R.; et al. Cloning of a disintegrin metalloproteinase that processes precursor tumour-necrosis factor-α. Nature 1997,
385, 733–736. [CrossRef] [PubMed]

BioRender.com
http://doi.org/10.1038/s41418-017-0012-4
http://doi.org/10.1038/onc.2010.13
http://doi.org/10.1152/physrev.00045.2017
http://doi.org/10.1016/j.bbamcr.2017.07.017
http://www.ncbi.nlm.nih.gov/pubmed/28765050
http://doi.org/10.1111/febs.13968
http://www.ncbi.nlm.nih.gov/pubmed/27865080
http://doi.org/10.1002/pmic.201500353
http://www.ncbi.nlm.nih.gov/pubmed/26683279
http://doi.org/10.1016/j.chemphyslip.2018.08.003
http://www.ncbi.nlm.nih.gov/pubmed/30194926
http://doi.org/10.1194/jlr.TR119000383
http://www.ncbi.nlm.nih.gov/pubmed/33715815
http://doi.org/10.1042/bse0570135
http://doi.org/10.1007/BF02562334
http://doi.org/10.1073/pnas.1612254114
http://doi.org/10.1080/10409238.2017.1409191
http://doi.org/10.1177/1535370217707732
http://doi.org/10.1016/j.plipres.2016.05.002
http://doi.org/10.1152/physrev.00032.2014
http://www.ncbi.nlm.nih.gov/pubmed/25834228
http://doi.org/10.1007/978-981-15-3266-5_17
http://www.ncbi.nlm.nih.gov/pubmed/32185720
http://doi.org/10.1016/j.cell.2010.05.037
http://www.ncbi.nlm.nih.gov/pubmed/20603021
http://doi.org/10.1073/pnas.0307332101
http://www.ncbi.nlm.nih.gov/pubmed/15016920
http://doi.org/10.1080/09687860500501158
http://www.ncbi.nlm.nih.gov/pubmed/16600898
http://doi.org/10.1073/pnas.2002245117
http://doi.org/10.3389/fcell.2019.00091
http://doi.org/10.1038/385733a0
http://www.ncbi.nlm.nih.gov/pubmed/9034191


Cancers 2021, 13, 2513 18 of 26

23. Black, R.A.; Rauch, C.T.; Kozlosky, C.J.; Peschon, J.J.; Slack, J.L.; Wolfson, M.F.; Castner, B.J.; Stocking, K.L.; Reddy, P.;
Srinivasan, S.; et al. A metalloproteinase disintegrin that releases tumour-necrosis factor-α from cells. Nature 1997, 385, 729–733.
[CrossRef]

24. Utsumi, T.; Takeshige, T.; Tanaka, K.; Takami, K.; Kira, Y.; Klostergaard, J.; Ishisaka, R. Transmembrane TNF (pro-TNF) is
palmitoylated. FEBS Lett. 2001, 500, 1–6. [CrossRef]

25. Poggi, M.; Kara, I.; Brunel, J.-M.; Landrier, J.-F.; Govers, R.; Bonardo, B.; Fluhrer, R.; Haass, C.; Alessi, M.-C.; Peiretti, F.
Palmitoylation of TNF alpha is involved in the regulation of TNF receptor 1 signalling. Biochim. Biophys. Acta Bioenerg. 2013,
1833, 602–612. [CrossRef]

26. Zhang, S.; Liu, T.; Liang, H.; Zhang, H.; Yan, D.; Wang, N.; Jiang, X.; Feng, W.; Wang, J.; Li, P.; et al. Lipid rafts uncouple surface
expression of transmembrane TNF-α from its cytotoxicity associated with ICAM-1 clustering in Raji cells. Mol. Immunol. 2009,
46, 1551–1560. [CrossRef] [PubMed]

27. Jiang, Y.; Yu, M.; Hu, X.; Han, L.; Yang, K.; Ba, H.; Zhang, Z.; Yin, B.; Yang, X.-P.; Li, Z.; et al. STAT1 mediates transmembrane
TNF-alpha-induced formation of death-inducing signaling complex and apoptotic signaling via TNFR1. Cell Death Differ. 2017,
24, 660–671. [CrossRef]

28. Zingler, P.; Särchen, V.; Glatter, T.; Caning, L.; Saggau, C.; Kathayat, R.S.; Dickinson, B.C.; Adam, D.; Schneider-Brachert, W.;
Schütze, S.; et al. Palmitoylation is required for TNF-R1 signaling. Cell Commun. Signal. 2019, 17, 1–16. [CrossRef] [PubMed]

29. Wang, J.; Al-Lamki, R.S.; Zhang, H.; Kirkiles-Smith, N.; Gaeta, M.L.; Thiru, S.; Pober, J.S.; Bradley, J.R. Histamine Antagonizes
Tumor Necrosis Factor (TNF) Signaling by Stimulating TNF Receptor Shedding from the Cell Surface and Golgi Storage Pool.
J. Biol. Chem. 2003, 278, 21751–21760. [CrossRef]

30. Jones, S.J.; Ledgerwood, E.; Prins, J.B.; Galbraith, J.; Johnson, D.R.; Pober, J.S.; Bradley, J.R. TNF recruits TRADD to the plasma
membrane but not the trans-Golgi network, the principal subcellular location of TNF-R1. J. Immunol. 1999, 162, 1042–1048.

31. Gaeta, M.L.; Johnson, D.R.; Kluger, M.S.; Pober, J.S. The Death Domain of Tumor Necrosis Factor Receptor 1 Is Necessary but
Not Sufficient for Golgi Retention of the Receptor and Mediates Receptor Desensitization. Lab. Investig. 2000, 80, 1185–1194.
[CrossRef] [PubMed]

32. Feng, X.; Gaeta, M.L.; Madge, L.A.; Yang, J.-H.; Bradley, J.R.; Pober, J.S. Caveolin-1 Associates with TRAF2 to Form a Complex
That Is Recruited to Tumor Necrosis Factor Receptors. J. Biol. Chem. 2001, 276, 8341–8349. [CrossRef]

33. Deberge, M.P.; Ely, K.H.; Wright, P.F.; Thorp, E.; Enelow, R.I. Shedding of TNF receptor 2 by effector CD8+T cells by ADAM17 is
important for regulating TNF-α availability during influenza infection. J. Leukoc. Biol. 2015, 98, 423–434. [CrossRef] [PubMed]

34. Brown, J.; Reading, S.J.; Jones, S.; Fitchett, C.J.; Howl, J.; Martin, A.; Longland, C.L.; Michelangeli, F.; Dubrova, Y.E.; Brown, C.A.
Critical evaluation of ECV304 as a human endothelial cell model defined by genetic analysis and functional responses: A compar-
ison with the human bladder cancer derived epithelial cell line T24/83. Lab. Investig. 2000, 80, 37–45. [CrossRef] [PubMed]

35. Cottin, V.; Doan, J.E.S.; Riches, D.W.H. Restricted Localization of the TNF Receptor CD120a to Lipid Rafts: A Novel Role for the
Death Domain. J. Immunol. 2002, 168, 4095–4102. [CrossRef]

36. Legler, D.F.; Micheau, O.; Doucey, M.A.; Tschopp, J.; Bron, C. Recruitment of TNF receptor 1 to lipid rafts is essential for
TNFalpha-mediated NF-kappaB activation. Immunity 2003, 18, 655–664. [CrossRef]

37. Lotocki, G.; Alonso, O.F.; Dietrich, W.D.; Keane, R.W. Tumor Necrosis Factor Receptor 1 and Its Signaling Intermediates Are
Recruited to Lipid Rafts in the Traumatized Brain. J. Neurosci. 2004, 24, 11010–11016. [CrossRef]

38. Fritsch, J.; Stephan, M.; Tchikov, V.; Winoto-Morbach, S.; Gubkina, S.; Kabelitz, D.; Schütze, S. Cell Fate Decisions Regulated by
K63 Ubiquitination of Tumor Necrosis Factor Receptor. Mol. Cell. Biol. 2014, 34, 3214–3228. [CrossRef]

39. Zou, X.; Zhang, D.; Song, Y.; Liu, S.; Long, Q.; Yao, L.; Li, W.; Duan, Z.; Wu, D.; Liu, L. HRG switches TNFR1-mediated cell
survival to apoptosis in Hepatocellular Carcinoma. Theranostics 2020, 10, 10434–10447. [CrossRef]

40. Gould, N.S.; Evans, P.; Martínez-Acedo, P.; Marino, S.M.; Gladyshev, V.N.; Carroll, K.S.; Ischiropoulos, H. Site-Specific Proteomic
Mapping Identifies Selectively Modified Regulatory Cysteine Residues in Functionally Distinct Protein Networks. Chem. Biol.
2015, 22, 965–975. [CrossRef]

41. Draber, P.; Kupka, S.; Reichert, M.; Draberova, H.; Lafont, E.; De Miguel, D.; Spilgies, L.; Surinova, S.; Taraborrelli, L.;
Hartwig, T.; et al. LUBAC-Recruited CYLD and A20 Regulate Gene Activation and Cell Death by Exerting Opposing Effects on
Linear Ubiquitin in Signaling Complexes. Cell Rep. 2015, 13, 2258–2272. [CrossRef]

42. Dreschers, S.; Gille, C.; Haas, M.; Grosse-Ophoff, J.; Schneider, M.; Leiber, A.; Bühring, H.-J.; Orlikowsky, T.W. Infection–induced
Bystander-Apoptosis of Monocytes Is TNF-alpha-mediated. PLoS ONE 2013, 8, e53589. [CrossRef] [PubMed]

43. Dreschers, S.; Gille, C.; Haas, M.; Seubert, F.; Platen, C.; Orlikowsky, T.W. Reduced internalization of TNF-α/TNFR1 down-
regulates caspase dependent phagocytosis induced cell death (PICD) in neonatal monocytes. PLoS ONE 2017, 12, e0182415.
[CrossRef]

44. Kontchou, C.W.; Tzivelekidis, T.; Gentle, I.E.; Häcker, G. Infection of epithelial cells with Chlamydia trachomatis inhibits
TNF-induced apoptosis at the level of receptor internalisation while leaving non-apoptotic TNF-signalling intact. Cell. Microbiol.
2016, 18, 1583–1595. [CrossRef]

45. Imre, G. The involvement of regulated cell death forms in modulating the bacterial and viral pathogenesis. Int. Rev. Cell Mol. Biol.
2020, 353, 211–253. [CrossRef] [PubMed]

http://doi.org/10.1038/385729a0
http://doi.org/10.1016/S0014-5793(01)02576-5
http://doi.org/10.1016/j.bbamcr.2012.11.009
http://doi.org/10.1016/j.molimm.2009.01.001
http://www.ncbi.nlm.nih.gov/pubmed/19203796
http://doi.org/10.1038/cdd.2016.162
http://doi.org/10.1186/s12964-019-0405-8
http://www.ncbi.nlm.nih.gov/pubmed/31382980
http://doi.org/10.1074/jbc.M212662200
http://doi.org/10.1038/labinvest.3780126
http://www.ncbi.nlm.nih.gov/pubmed/10950109
http://doi.org/10.1074/jbc.M007116200
http://doi.org/10.1189/jlb.3A0914-432RR
http://www.ncbi.nlm.nih.gov/pubmed/26019295
http://doi.org/10.1038/labinvest.3780006
http://www.ncbi.nlm.nih.gov/pubmed/10653001
http://doi.org/10.4049/jimmunol.168.8.4095
http://doi.org/10.1016/S1074-7613(03)00092-X
http://doi.org/10.1523/JNEUROSCI.3823-04.2004
http://doi.org/10.1128/MCB.00048-14
http://doi.org/10.7150/thno.47286
http://doi.org/10.1016/j.chembiol.2015.06.010
http://doi.org/10.1016/j.celrep.2015.11.009
http://doi.org/10.1371/journal.pone.0053589
http://www.ncbi.nlm.nih.gov/pubmed/23349721
http://doi.org/10.1371/journal.pone.0182415
http://doi.org/10.1111/cmi.12598
http://doi.org/10.1016/bs.ircmb.2019.12.008
http://www.ncbi.nlm.nih.gov/pubmed/32381176


Cancers 2021, 13, 2513 19 of 26

46. Schneider-Brachert, W.; Tchikov, V.; Merkel, O.; Jakob, M.; Hallas, C.; Kruse, M.-L.; Groitl, P.; Lehn, A.; Hildt, E.;
Held-Feindt, J.; et al. Inhibition of TNF receptor 1 internalization by adenovirus 14.7K as a novel immune escape mech-
anism. J. Clin. Investig. 2006, 116, 2901–2913. [CrossRef] [PubMed]

47. Song, D.; Meng, J.; Cheng, J.; Fan, Z.; Chen, P.; Ruan, H.; Tu, Z.; Kang, N.; Li, N.; Xu, Y.; et al. Pseudomonas aeruginosa
quorum-sensing metabolite induces host immune cell death through cell surface lipid domain dissolution. Nat. Microbiol. 2019,
4, 97–111. [CrossRef]

48. Ko, Y.G.; Lee, J.S.; Kang, Y.S.; Ahn, J.H.; Seo, J.S. TNF-alpha-mediated apoptosis is initiated in caveolae-like domains. J. Immunol.
1999, 162, 7217–7223.

49. Omran, O.M.; Saqr, H.E.; Yates, A.J. Molecular Mechanisms of GD3-Induced Apoptosis in U-1242 MG Glioma Cells.
Neurochem. Res. 2006, 31, 1171–1180. [CrossRef]

50. Saqr, H.E.; Omran, O.M.; Oblinger, J.L.; Yates, A.J. TRAIL-Induced Apoptosis in U-1242 MG Glioma Cells. J. Neuropathol. Exp.
Neurol. 2006, 65, 152–161. [CrossRef]

51. D’Alessio, A.; Kluger, M.S.; Li, J.H.; Al-Lamki, R.; Bradley, J.R.; Pober, J.S. Targeting of Tumor Necrosis Factor Receptor 1 to Low
Density Plasma Membrane Domains in Human Endothelial Cells. J. Biol. Chem. 2010, 285, 23868–23879. [CrossRef] [PubMed]

52. Chhibber-Goel, J.; Coleman-Vaughan, C.; Agrawal, V.; Sawhney, N.; Hickey, E.; Powell, J.C.; McCarthy, J.V. γ-Secretase Activity Is
Required for Regulated Intramembrane Proteolysis of Tumor Necrosis Factor (TNF) Receptor 1 and TNF-mediated Pro-apoptotic
Signaling. J. Biol. Chem. 2016, 291, 5971–5985. [CrossRef]

53. Schneider-Brachert, W.; Tchikov, V.; Neumeyer, J.; Jakob, M.; Winoto-Morbach, S.; Held-Feindt, J.; Heinrich, M.; Merkel, O.;
Ehrenschwender, M.; Adam, D.; et al. Compartmentalization of TNF Receptor 1 Signaling: Internalized TNF Receptosomes as
Death Signaling Vesicles. Immunity 2004, 21, 415–428. [CrossRef]

54. Schütze, S.; Machleidt, T.; Adam, D.; Schwandner, R.; Wiegmann, K.; Kruse, M.-L.; Heinrich, M.; Wickel, M.; Krönke, M. Inhibition
of Receptor Internalization by Monodansylcadaverine Selectively Blocks p55 Tumor Necrosis Factor Receptor Death Domain
Signaling. J. Biol. Chem. 1999, 274, 10203–10212. [CrossRef]

55. Sosna, J.; Philipp, S.; Chico, J.F.; Saggau, C.; Fritsch, J.; Föll, A.; Plenge, J.; Arenz, C.; Pinkert, T.; Kalthoff, H.; et al. Differences
and Similarities in TRAIL- and Tumor Necrosis Factor-Mediated Necroptotic Signaling in Cancer Cells. Mol. Cell. Biol. 2016,
36, 2626–2644. [CrossRef]

56. Holdbrooks, A.T.; Britain, C.M.; Bellis, S.L. ST6Gal-I sialyltransferase promotes tumor necrosis factor (TNF)-mediated cancer cell
survival via sialylation of the TNF receptor 1 (TNFR1) death receptor. J. Biol. Chem. 2018, 293, 1610–1622. [CrossRef]

57. Liu, Z.; Swindall, A.F.; Kesterson, R.A.; Schoeb, T.R.; Bullard, D.C.; Bellis, S.L. ST6Gal-I Regulates Macrophage Apoptosis via α2-6
Sialylation of the TNFR1 Death Receptor. J. Biol. Chem. 2011, 286, 39654–39662. [CrossRef]

58. Ali, M.; Fritsch, J.; Zigdon, H.; Pewzner-Jung, Y.; Schütze, S.; Futerman, A.H. Altering the sphingolipid acyl chain composition
prevents LPS/GLN-mediated hepatic failure in mice by disrupting TNFR1 internalization. Cell Death Dis. 2013, 4, e929. [CrossRef]

59. Swindall, A.F.; Bellis, S.L. Sialylation of the Fas Death Receptor by ST6Gal-I Provides Protection against Fas-mediated Apoptosis
in Colon Carcinoma Cells. J. Biol. Chem. 2011, 286, 22982–22990. [CrossRef]

60. Martinez, T.N.; Chen, X.; Bandyopadhyay, S.; Merrill, A.H.; Tansey, M.G. Ceramide sphingolipid signaling mediates Tumor
Necrosis Factor (TNF)-dependent toxicity via caspase signaling in dopaminergic neurons. Mol. Neurodegener. 2012, 7, 45.
[CrossRef]

61. Airola, M.V.; Hannun, Y.A. Sphingolipid Metabolism and Neutral Sphingomyelinases. Organotypic Models Drug Dev. 2013, 57–76.
[CrossRef]

62. Philipp, S.; Puchert, M.; Adam-Klages, S.; Tchikov, V.; Winoto-Morbach, S.; Mathieu, S.; Deerberg, A.; Kolker, L.; Marchesini, N.;
Kabelitz, D.; et al. The Polycomb group protein EED couples TNF receptor 1 to neutral sphingomyelinase. Proc. Natl. Acad. Sci.
USA 2010, 107, 1112–1117. [CrossRef]

63. Adam-Klages, S.; Adam, D.; Wiegmann, K.; Struve, S.; Kolanus, W.; Schneider-Mergener, J.; Krönke, M. FAN, a Novel WD-Repeat
Protein, Couples the p55 TNF-Receptor to Neutral Sphingomyelinase. Cell 1996, 86, 937–947. [CrossRef]

64. Clarke, C.J.; Guthrie, J.M.; Hannun, Y.A. Regulation of Neutral Sphingomyelinase-2 (nSMase2) by Tumor Necrosis Factor-α
Involves Protein Kinase C-δ in Lung Epithelial Cells. Mol. Pharmacology 2008, 74, 1022–1032. [CrossRef]

65. Clarke, C.J.; Truong, T.-G.; Hannun, Y.A. Role for Neutral Sphingomyelinase-2 in Tumor Necrosis Factor α-Stimulated Expres-
sion of Vascular Cell Adhesion Molecule-1 (VCAM) and Intercellular Adhesion Molecule-1 (ICAM) in Lung Epithelial Cells.
J. Biol. Chem. 2007, 282, 1384–1396. [CrossRef]

66. Neumeyer, J.; Hallas, C.; Merkel, O.; Winoto-Morbach, S.; Jakob, M.; Thon, L.; Adam, D.; Schneider-Brachert, W.; Schütze, S.
TNF-receptor I defective in internalization allows for cell death through activation of neutral sphingomyelinase. Exp. Cell Res.
2006, 312, 2142–2153. [CrossRef]

67. Dargelos, E.; Renaud, V.; Decossas, M.; Bure, C.; Lambert, O.; Poussard, S. Caveolae-mediated effects of TNF-α on human skeletal
muscle cells. Exp. Cell Res. 2018, 370, 623–631. [CrossRef]

68. Yazdanpanah, B.; Wiegmann, K.; Tchikov, V.; Krut, O.; Pongratz, C.; Schramm, M.; Kleinridders, A.; Wunderlich, T.; Kashkar, H.;
Utermöhlen, O.; et al. Riboflavin kinase couples TNF receptor 1 to NADPH oxidase. Nat. Cell Biol. 2009, 460, 1159–1163.
[CrossRef]

69. Tani, M.; Hannun, Y.A. Neutral Sphingomyelinase 2 Is Palmitoylated on Multiple Cysteine Residues. J. Biol. Chem. 2007,
282, 10047–10056. [CrossRef]

http://doi.org/10.1172/JCI23771
http://www.ncbi.nlm.nih.gov/pubmed/17024246
http://doi.org/10.1038/s41564-018-0290-8
http://doi.org/10.1007/s11064-006-9147-2
http://doi.org/10.1097/01.jnen.0000199574.86170.80
http://doi.org/10.1074/jbc.M110.122853
http://www.ncbi.nlm.nih.gov/pubmed/20511226
http://doi.org/10.1074/jbc.M115.679076
http://doi.org/10.1016/j.immuni.2004.08.017
http://doi.org/10.1074/jbc.274.15.10203
http://doi.org/10.1128/MCB.00941-15
http://doi.org/10.1074/jbc.M117.801480
http://doi.org/10.1074/jbc.M111.276063
http://doi.org/10.1038/cddis.2013.451
http://doi.org/10.1074/jbc.M110.211375
http://doi.org/10.1186/1750-1326-7-45
http://doi.org/10.1007/978-3-7091-1368-4_3
http://doi.org/10.1073/pnas.0908486107
http://doi.org/10.1016/S0092-8674(00)80169-5
http://doi.org/10.1124/mol.108.046250
http://doi.org/10.1074/jbc.M609216200
http://doi.org/10.1016/j.yexcr.2006.03.014
http://doi.org/10.1016/j.yexcr.2018.07.027
http://doi.org/10.1038/nature08206
http://doi.org/10.1074/jbc.M611249200


Cancers 2021, 13, 2513 20 of 26

70. Tani, M.; Kuge, O. Sphingomyelin synthase 2 is palmitoylated at the COOH-terminal tail, which is involved in its localization in
plasma membranes. Biochem. Biophys. Res. Commun. 2009, 381, 328–332. [CrossRef]

71. Goswami, R.; Ahmed, M.; Kilkus, J.; Han, T.; Dawson, S.; Dawson, G. Differential regulation of ceramide in lipid-rich mi-
crodomains (rafts): Antagonistic role of palmitoyl:protein thioesterase and neutral sphingomyelinase. J. Neurosci. Res. 2005,
81, 208–217. [CrossRef] [PubMed]

72. Tardy, C.; Sabourdy, F.; Garcia, V.; Jalanko, A.; Therville, N.; Levade, T.; Andrieu-Abadie, N. Palmitoyl protein thioesterase 1
modulates tumor necrosis factor α-induced apoptosis. Biochim. Biophys. Acta Bioenerg. 2009, 1793, 1250–1258. [CrossRef]

73. Heck, A.; Mishra, S.; Prenzel, T.; Feulner, L.; Achhammer, E.; Särchen, V.; Blagg, B.; Schneider-Brachert, W.; Schütze, S.; Fritsch, J.
Selective HSP90β inhibition results in TNF and TRAIL mediated HIF1α degradation. Immunobiology 2021, 226, 152070. [CrossRef]

74. Li, R.; Li, K.; Yang, Y.; Sun, P.-B.; Chen, A.-J.; Ni, Y. Palmitoylation of heat shock protein 90 in mouse sperm. Sheng Li Xue Bao 2017,
69, 298–304.

75. Chandra, G.; Bagh, M.B.; Peng, S.; Saha, A.; Sarkar, C.; Moralle, M.; Zhang, Z.; Mukherjee, A.B. Cln1 gene disruption in mice
reveals a common pathogenic link between two of the most lethal childhood neurodegenerative lysosomal storage disorders.
Hum. Mol. Genet. 2015, 24, 5416–5432. [CrossRef]

76. Sleat, D.E.; Wiseman, J.A.; El-Banna, M.; Zheng, H.; Zhao, C.; Soherwardy, A.; Moore, D.F.; Lobel, P. Analysis of Brain and
Cerebrospinal Fluid from Mouse Models of the Three Major Forms of Neuronal Ceroid Lipofuscinosis Reveals Changes in the
Lysosomal Proteome. Mol. Cell. Proteom. 2019, 18, 2244–2261. [CrossRef]

77. Gorenberg, E.L.; Zhao, H.R.; Bishai, J.; Chou, V.; Wirak, G.S.; Lam, T.T.; Chandra, S.S. Identification of palmitoyl protein
thioesterase 1 substrates defines roles for synaptic depalmitoylation. bioRxiv 2020. [CrossRef]

78. Segal-Salto, M.; Sapir, T.; Reiner, O. Reversible Cysteine Acylation Regulates the Activity of Human Palmitoyl-Protein Thioesterase
1 (PPT1). PLoS ONE 2016, 11, e0146466. [CrossRef]

79. Krut, O.; Wiegmann, K.; Kashkar, H.; Yazdanpanah, B.; Krönke, M. Novel Tumor Necrosis Factor-responsive Mammalian Neutral
Sphingomyelinase-3 Is a C-tail-anchored Protein. J. Biol. Chem. 2006, 281, 13784–13793. [CrossRef]

80. Moylan, J.S.; Smith, J.D.; Horrell, E.M.W.; McLean, J.B.; Deevska, G.M.; Bonnell, M.R.; Nikolova-Karakashian, M.N.; Reid, M.B.
Neutral sphingomyelinase-3 mediates TNF-stimulated oxidant activity in skeletal muscle. Redox Biol. 2014, 2, 910–920. [CrossRef]

81. Sommer, A.; Düppe, M.; Baumecker, L.; Kordowski, F.; Büch, J.; Chico, J.F.; Fritsch, J.; Schütze, S.; Adam, D.; Sperrhacke, M.; et al.
Extracellular sphingomyelinase activity impairs TNF-alpha-indiced endothelial cell death via ADAM17 activation and TNF
receptor 1 shedding. Oncotarget 2017, 8, 72584. [CrossRef]

82. Tellier, E.; Canault, M.; Rebsomen, L.; Bonardo, B.; Juhan-Vague, I.; Nalbone, G.; Peiretti, F. The shedding activity of ADAM17 is
sequestered in lipid rafts. Exp. Cell Res. 2006, 312, 3969–3980. [CrossRef] [PubMed]

83. D’Alessio, A.; Esposito, B.; Giampietri, C.; Ziparo, E.; Pober, J.S.; Filippini, A. Plasma membrane microdomains regulate
TACE-dependent TNFR1 shedding in human endothelial cells. J. Cell. Mol. Med. 2011, 16, 626–635. [CrossRef] [PubMed]

84. D’Alessio, A.; Al-Lamki, R.S.; Bradley, J.R.; Pober, J.S. Caveolae Participate in Tumor Necrosis Factor Receptor 1 Signaling and
Internalization in a Human Endothelial Cell Line. Am. J. Pathol. 2005, 166, 1273–1282. [CrossRef]

85. Doan, J.E.S.; Windmiller, D.A.; Riches, D.W.H. Differential Regulation of TNF-R1 Signaling: Lipid Raft Dependency of
p42mapk/erk2 Activation, but Not NF-κB Activation. J. Immunol. 2004, 172, 7654–7660. [CrossRef] [PubMed]

86. Hunter, I.; Nixon, G.F. Spatial Compartmentalization of Tumor Necrosis Factor (TNF) Receptor 1-dependent Signaling Pathways
in Human Airway Smooth Muscle Cells. J. Biol. Chem. 2006, 281, 34705–34715. [CrossRef]

87. De Carvalho, B.P.; Chern, Y.; He, J.; Chan, C. The ubiquitin ligase RNF8 regulates Rho GTPases and promotes cytoskeletal changes
and motility in triple-negative breast cancer cells. FEBS Lett. 2021, 595, 241–252. [CrossRef]

88. Von Mässenhausen, A.; Tonnus, W.; Himmerkus, N.; Parmentier, S.; Saleh, D.; Rodriguez, D.; Ousingsawat, J.; Ang, R.L.;
Weinberg, J.M.; Sanz, A.B.; et al. Phenytoin inhibits necroptosis. Cell Death Dis. 2018, 9, 1–15. [CrossRef]

89. Moerke, C.; Jaco, I.; Dewitz, C.; Müller, T.; Jacobsen, A.V.; Gautheron, J.; Fritsch, J.; Schmitz, J.; Bräsen, J.H.; Günther, C.; et al.
The anticonvulsive Phenhydan® suppresses extrinsic cell death. Cell Death Differ. 2018, 26, 1631–1645. [CrossRef]

90. Ali, M.; Roback, L.; Mocarski, E.S. Herpes simplex virus 1 ICP6 impedes TNF receptor 1–induced necrosome assembly during
compartmentalization to detergent-resistant membrane vesicles. J. Biol. Chem. 2019, 294, 991–1004. [CrossRef]

91. Fan, W.; Guo, J.; Gao, B.; Zhang, W.; Ling, L.; Xu, T.; Pan, C.; Li, L.; Chen, S.; Wang, H.; et al. Flotillin-mediated endocytosis
and ALIX–syntenin-1–mediated exocytosis protect the cell membrane from damage caused by necroptosis. Sci. Signal. 2019,
12, eaaw3423. [CrossRef]

92. Romancino, D.P.; Buffa, V.; Caruso, S.; Ferrara, I.; Raccosta, S.; Notaro, A.; Campos, Y.; Noto, R.; Martorana, V.; Cupane, A.; et al.
Palmitoylation is a post-translational modification of Alix regulating the membrane organization of exosome-like small extracel-
lular vesicles. Biochim. Biophys. Acta Gen. Subj. 2018, 1862, 2879–2887. [CrossRef]

93. Hu, L.; Chen, M.; Chen, X.; Zhao, C.; Fang, Z.; Wang, H.; Dai, H. Chemotherapy-induced pyroptosis is mediated by BAK/BAX-
caspase-3-GSDME pathway and inhibited by 2-bromopalmitate. Cell Death Dis. 2020, 11, 1–17. [CrossRef]

94. Wang, Y.; Gao, W.; Shi, X.; Ding, J.; Liu, W.; He, H.; Wang, K.; Shao, F. Chemotherapy drugs induce pyroptosis through caspase-3
cleavage of a gasdermin. Nat. Cell Biol. 2017, 547, 99–103. [CrossRef]

95. Le Gallo, M.; Poissonnier, A.; Blanco, P.; Legembre, P. CD95/Fas, Non-Apoptotic Signaling Pathways, and Kinases. Front. Immunol.
2017, 8, 1216. [CrossRef] [PubMed]

http://doi.org/10.1016/j.bbrc.2009.02.063
http://doi.org/10.1002/jnr.20549
http://www.ncbi.nlm.nih.gov/pubmed/15929065
http://doi.org/10.1016/j.bbamcr.2009.03.007
http://doi.org/10.1016/j.imbio.2021.152070
http://doi.org/10.1093/hmg/ddv266
http://doi.org/10.1074/mcp.RA119.001587
http://doi.org/10.1101/2020.05.02.074302
http://doi.org/10.1371/journal.pone.0146466
http://doi.org/10.1074/jbc.M511306200
http://doi.org/10.1016/j.redox.2014.07.006
http://doi.org/10.18632/oncotarget.19983
http://doi.org/10.1016/j.yexcr.2006.08.027
http://www.ncbi.nlm.nih.gov/pubmed/17010968
http://doi.org/10.1111/j.1582-4934.2011.01353.x
http://www.ncbi.nlm.nih.gov/pubmed/21645239
http://doi.org/10.1016/S0002-9440(10)62346-2
http://doi.org/10.4049/jimmunol.172.12.7654
http://www.ncbi.nlm.nih.gov/pubmed/15187147
http://doi.org/10.1074/jbc.M605738200
http://doi.org/10.1002/1873-3468.13999
http://doi.org/10.1038/s41419-018-0394-3
http://doi.org/10.1038/s41418-018-0232-2
http://doi.org/10.1074/jbc.RA118.004651
http://doi.org/10.1126/scisignal.aaw3423
http://doi.org/10.1016/j.bbagen.2018.09.004
http://doi.org/10.1038/s41419-020-2476-2
http://doi.org/10.1038/nature22393
http://doi.org/10.3389/fimmu.2017.01216
http://www.ncbi.nlm.nih.gov/pubmed/29021794


Cancers 2021, 13, 2513 21 of 26

96. Guardiola-Serrano, F.; Rossin, A.; Cahuzac, N.; Lückerath, K.; Melzer, I.; Mailfert, S.; Marguet, D.; Zörnig, M.; Hueber, A.-O.
Palmitoylation of human FasL modulates its cell death-inducing function. Cell Death Dis. 2010, 1, e88. [CrossRef]

97. Ebsen, H.; Lettau, M.; Kabelitz, D.; Janssen, O. Subcellular localization and activation of ADAM proteases in the context of FasL
shedding in T lymphocytes. Mol. Immunol. 2015, 65, 416–428. [CrossRef] [PubMed]

98. Feig, C.; Tchikov, V.; Schütze, S.; Peter, M.E. Palmitoylation of CD95 facilitates formation of SDS-stable receptor aggregates that
initiate apoptosis signaling. EMBO J. 2006, 26, 221–231. [CrossRef]

99. Chakrabandhu, K.; Hérincs, Z.; Huault, S.; Dost, B.; Peng, L.; Conchonaud, F.; Marguet, D.; He, H.-T.; Hueber, A.-O. Palmitoylation
is required for efficient Fas cell death signaling. EMBO J. 2006, 26, 209–220. [CrossRef]

100. Eramo, A.; Sargiacomo, M.; Ricci-Vitiani, L.; Todaro, M.; Stassi, G.; Messina, C.G.M.; Parolini, I.; Lotti, F.; Sette, G.;
Peschle, C.; et al. CD95 death-inducing signaling complex formation and internalization occur in lipid rafts of type I and type II
cells. Eur. J. Immunol. 2004, 34, 1930–1940. [CrossRef]

101. Cruz, A.C.; Ramaswamy, M.; Ouyang, C.; Klebanoff, C.A.; Sengupta, P.; Yamamoto, T.N.; Meylan, F.; Thomas, S.K.; Richoz, N.;
Eil, R.; et al. Fas/CD95 prevents autoimmunity independently of lipid raft localization and efficient apoptosis induction.
Nat. Commun. 2016, 7, 13895. [CrossRef]

102. Rossin, A.; Durivault, J.; Chakhtoura-Feghali, T.; Lounnas, N.; Gagnoux-Palacios, L.; Hueber, A.-O. Fas palmitoylation by the
palmitoyl acyltransferase DHHC7 regulates Fas stability. Cell Death Differ. 2015, 22, 643–653. [CrossRef]

103. Eisinger, K.R.T.; Woolfrey, K.M.; Swanson, S.P.; Schnell, S.A.; Meitzen, J.; Dell’Acqua, M.; Mermelstein, P.G. Palmitoylation
of caveolin-1 is regulated by the same DHHC acyltransferases that modify steroid hormone receptors. J. Biol. Chem. 2018,
293, 15901–15911. [CrossRef]

104. Castro, B.M.; de Almeida, R.; Goormaghtigh, E.; Fedorov, A.; Prieto, M. Organization and Dynamics of Fas Transmembrane
Domain in Raft Membranes and Modulation by Ceramide. Biophys. J. 2011, 101, 1632–1641. [CrossRef]

105. Haynes, A.P.; Daniels, I.; Abhulayha, A.M.; Carter, G.I.; Metheringham, R.; Gregory, C.D.; Thomson, B.J. CD95 (Fas) expression is
regulated by sequestration in the Golgi complex in B-cell lymphoma. Br. J. Haematol. 2002, 118, 488–494. [CrossRef]

106. Lincoln, J.E.; Boling, M.; Yeh, Y.; Gilchrist, D.G.; Morse, L.S.; Parikh, A.N. Fas Signaling Induces Raft Coalescence That Is Blocked
by Cholesterol Depletion in Human RPE Cells Undergoing Apoptosis. Investig. Opthalmology Vis. Sci. 2006, 47, 2172–2178.
[CrossRef]

107. Zhang, A.Y.; Yi, F.; Zhang, G.; Gulbins, E.; Li, P.-L. Lipid Raft Clustering and Redox Signaling Platform Formation in Coronary
Arterial Endothelial Cells. Hypertension. 2005, 47, 74–80. [CrossRef]

108. Jin, S.; Yi, F.; Li, P.-L. Contribution of Lysosomal Vesicles to the Formation of Lipid Raft Redox Signaling Platforms in Endothelial
Cells. Antioxid. Redox Signal. 2007, 9, 1417–1426. [CrossRef]

109. Stephan, M.; Edelmann, B.; Winoto-Morbach, S.; Janssen, O.; Bertsch, U.; Perrotta, C.; Schütze, S.; Fritsch, J. Role of caspases in
CD95-induced biphasic activation of acid sphingomyelinase. Oncotarget 2017, 8, 20067–20085. [CrossRef]

110. Li, X.; Gulbins, E.; Zhang, Y. Oxidative stress triggers Ca-dependent lysosome trafficking and activation of acid sphingomyelinase.
Cell. Physiol. Biochem. 2012, 30, 815–826. [CrossRef]

111. Gajate, C.; Mollinedo, F. Cytoskeleton-mediated Death Receptor and Ligand Concentration in Lipid Rafts Forms Apoptosis-
promoting Clusters in Cancer Chemotherapy. J. Biol. Chem. 2005, 280, 11641–11647. [CrossRef] [PubMed]

112. Gajate, C.; Mollinedo, F. The antitumor ether lipid ET-18-OCH3 induces apoptosis through translocation and capping of Fas/CD95
into membrane rafts in human leukemic cells. Blood 2001, 98, 3860–3863. [CrossRef] [PubMed]

113. Gajate, C.; Mollinedo, F. Edelfosine and perifosine induce selective apoptosis in multiple myeloma by recruitment of death
receptors and downstream signaling molecules into lipid rafts. Blood 2006, 109, 711–719. [CrossRef] [PubMed]

114. Gajate, C.; Gonzalez-Camacho, F.; Mollinedo, F. Involvement of Raft Aggregates Enriched in Fas/CD95 Death-Inducing Signaling
Complex in the Antileukemic Action of Edelfosine in Jurkat Cells. PLoS ONE 2009, 4, e5044. [CrossRef] [PubMed]

115. Mollinedo, F.; Gajate, C. Lipid rafts and clusters of apoptotic signaling molecule-enriched rafts in cancer therapy. Futur. Oncol.
2010, 6, 811–821. [CrossRef]

116. Lacour, S.; Hammann, A.; Grazide, S.; Lagadic-Gossmann, D.; Athias, A.; Sergent, O.; Laurent, G.; Gambert, P.; Solary, E.;
Dimanche-Boitrel, M.-T. Cisplatin-Induced CD95 Redistribution into Membrane Lipid Rafts of HT29 Human Colon Cancer Cells.
Cancer Res. 2004, 64, 3593–3598. [CrossRef] [PubMed]

117. Delmas, D.; Rébé, C.; Lacour, S.; Filomenko, R.; Athias, A.; Gambert, P.; Cherkaoui-Malki, M.; Jannin, B.; Dubrez-Daloz, L.;
Latruffe, N.; et al. Resveratrol-induced Apoptosis Is Associated with Fas Redistribution in the Rafts and the Formation of a
Death-inducing Signaling Complex in Colon Cancer Cells. J. Biol. Chem. 2003, 278, 41482–41490. [CrossRef] [PubMed]

118. Delmas, D.; Rébé, C.; Micheau, O.; Athias, A.; Gambert, P.; Grazide, S.; Laurent, G.; Latruffe, N.; Solary, E. Redistribution of CD95,
DR4 and DR5 in rafts accounts for the synergistic toxicity of resveratrol and death receptor ligands in colon carcinoma cells.
Oncogene 2004, 23, 8979–8986. [CrossRef]

119. Reis-Sobreiro, M.; Gajate, C.; Mollinedo, F. Involvement of mitochondria and recruitment of Fas/CD95 signaling in lipid rafts in
resveratrol-mediated antimyeloma and antileukemia actions. Oncogene 2009, 28, 3221–3234. [CrossRef]

120. Ewaschuk, J.B.; Newell, M.; Field, C.J. Docosahexanoic Acid Improves Chemotherapy Efficacy by Inducing CD95 Translocation
to Lipid Rafts in ER− Breast Cancer Cells. Lipids 2012, 47, 1019–1030. [CrossRef]

http://doi.org/10.1038/cddis.2010.62
http://doi.org/10.1016/j.molimm.2015.02.008
http://www.ncbi.nlm.nih.gov/pubmed/25745808
http://doi.org/10.1038/sj.emboj.7601460
http://doi.org/10.1038/sj.emboj.7601456
http://doi.org/10.1002/eji.200324786
http://doi.org/10.1038/ncomms13895
http://doi.org/10.1038/cdd.2014.153
http://doi.org/10.1074/jbc.RA118.004167
http://doi.org/10.1016/j.bpj.2011.08.022
http://doi.org/10.1046/j.1365-2141.2002.03643.x
http://doi.org/10.1167/iovs.05-1167
http://doi.org/10.1161/01.HYP.0000196727.53300.62
http://doi.org/10.1089/ars.2007.1660
http://doi.org/10.18632/oncotarget.15379
http://doi.org/10.1159/000341460
http://doi.org/10.1074/jbc.M411781200
http://www.ncbi.nlm.nih.gov/pubmed/15659383
http://doi.org/10.1182/blood.V98.13.3860
http://www.ncbi.nlm.nih.gov/pubmed/11739199
http://doi.org/10.1182/blood-2006-04-016824
http://www.ncbi.nlm.nih.gov/pubmed/17003375
http://doi.org/10.1371/journal.pone.0005044
http://www.ncbi.nlm.nih.gov/pubmed/19352436
http://doi.org/10.2217/fon.10.34
http://doi.org/10.1158/0008-5472.CAN-03-2787
http://www.ncbi.nlm.nih.gov/pubmed/15150117
http://doi.org/10.1074/jbc.M304896200
http://www.ncbi.nlm.nih.gov/pubmed/12902349
http://doi.org/10.1038/sj.onc.1208086
http://doi.org/10.1038/onc.2009.183
http://doi.org/10.1007/s11745-012-3717-7


Cancers 2021, 13, 2513 22 of 26

121. Lin, M.-L.; Chen, S.-S.; Wu, T.-S. Synthetic Bichalcone TSWU-BR23 Induces Apoptosis of Human Colon Cancer HT-29 Cells by
p53-Mediated Mitochondrial Oligomerization of BAX/BAK and Lipid Raft Localization of CD95/FADD. Anticancer. Res. 2015,
35, 5407–5416. [PubMed]

122. DeMorrow, S.; Glaser, S.; Francis, H.; Venter, J.; Vaculin, B.; Vaculin, S.; Alpini, G. Opposing Actions of Endocannabinoids on
Cholangiocarcinoma Growth. J. Biol. Chem. 2007, 282, 13098–13113. [CrossRef] [PubMed]

123. Chen, Y.-C.; Kung, F.-L.; Tsai, I.-L.; Chou, T.-H.; Chen, I.-S.; Guh, J.-H. Cryptocaryone, a Natural Dihydrochalcone, Induces
Apoptosis in Human Androgen Independent Prostate Cancer Cells by Death Receptor Clustering in Lipid Raft and Nonraft
Compartments. J. Urol. 2010, 183, 2409–2418. [CrossRef]

124. Gmeiner, W.H.; Jennings-Gee, J.; Stuart, C.H.; Pardee, T.S. Thymineless death in F10-treated AML cells occurs via lipid raft
depletion and Fas/FasL co-localization in the plasma membrane with activation of the extrinsic apoptotic pathway. Leuk. Res.
2015, 39, 229–235. [CrossRef] [PubMed]

125. Yi, J.-S.; Choo, H.-J.; Cho, B.-R.; Kim, H.-M.; Kim, Y.-N.; Ham, Y.-M.; Ko, Y.-G. Ginsenoside Rh2 induces ligand-independent Fas
activation via lipid raft disruption. Biochem. Biophys. Res. Commun. 2009, 385, 154–159. [CrossRef] [PubMed]

126. Gniadecki, R. Depletion of membrane cholesterol causes ligand-independent activation of Fas and apoptosis. Biochem. Biophys.
Res. Commun. 2004, 320, 165–169. [CrossRef]

127. Moretti, S.; Procopio, A.; Lazzarini, R.; Rippo, M.R.; Testa, R.; Marra, M.; Tamagnone, L.; Catalano, A. Semaphorin3A signaling
controls Fas (CD95)-mediated apoptosis by promoting Fas translocation into lipid rafts. Blood 2008, 111, 2290–2299. [CrossRef]

128. Lepelletier, Y.; Smaniotto, S.; Hadj-Slimane, R.; Villa-Verde, D.M.S.; Nogueira, A.C.; Dardenne, M.; Hermine, O.; Savino, W.
Control of human thymocyte migration by Neuropilin-1/Semaphorin-3A-mediated interactions. Proc. Natl. Acad. Sci. USA 2007,
104, 5545–5550. [CrossRef] [PubMed]

129. Ramaswamy, M.; Cruz, A.C.; Cleland, S.Y.; Deng, M.; Price, S.; Rao, V.K.; Siegel, R.M. Specific elimination of effector memory
CD4+ T cells due to enhanced Fas signaling complex formation and association with lipid raft microdomains. Cell Death Differ.
2010, 18, 712–720. [CrossRef] [PubMed]

130. Muppidi, J.R.; Siegel, R.M. Ligand-independent redistribution of Fas (CD95) into lipid rafts mediates clonotypic T cell death.
Nat. Immunol. 2004, 5, 182–189. [CrossRef]

131. Elyassaki, W.; Wu, S. Lipid Rafts Mediate Ultraviolet Light–induced Fas Aggregation in M624 Melanoma Cells. Photochem. Photobiol.
2006, 82, 787–792. [CrossRef]

132. George, K.S.; Elyassaki, W.; Wu, Q.; Wu, S. The Role of Cholesterol in UV Light B-induced Apoptosis†. Photochem. Photobiol. 2011,
88, 1191–1197. [CrossRef]

133. Chatterjee, M.; Wu, S. Involvement of Fas receptor and not tumor necrosis factor-? receptor in ultraviolet-induced activation of
acid sphingomyelinase. Mol. Carcinog. 2001, 30, 47–55. [CrossRef]

134. Rotolo, J.A.; Zhang, J.; Donepudi, M.; Lee, H.; Fuks, Z.; Kolesnick, R. Caspase-dependent and -independent Activation of Acid
Sphingomyelinase Signaling. J. Biol. Chem. 2005, 280, 26425–26434. [CrossRef]

135. Solomon, J.C.; Sharma, K.; Wei, L.X.; Fujita, T.; Shi, Y.F. A novel role for sphingolipid intermediates in activation-induced cell
death in T cells. Cell Death Differ. 2003, 10, 193–202. [CrossRef] [PubMed]

136. Grassmé, H.; Cremesti, A.; Kolesnick, R.; Gulbins, E. Ceramide-mediated clustering is required for CD95-DISC formation.
Oncogene 2003, 22, 5457–5470. [CrossRef]

137. Grassme, H.; Jekle, A.; Riehle, A.; Schwarz, H.; Berger, J.; Sandhoff, K.; Kolesnick, R.; Gulbins, E. CD95 Signaling via Ceramide-rich
Membrane Rafts. J. Biol. Chem. 2001, 276, 20589–20596. [CrossRef] [PubMed]

138. Lang, I.; Fick, A.; Schäfer, V.; Giner, T.; Siegmund, D.; Wajant, H. Signaling Active CD95 Receptor Molecules Trigger Co-
translocation of Inactive CD95 Molecules into Lipid Rafts. J. Biol. Chem. 2012, 287, 24026–24042. [CrossRef] [PubMed]

139. Perrotta, C.; Bizzozero, L.; Cazzato, D.; Morlacchi, S.; Assi, E.; Simbari, F.; Zhang, Y.; Gulbins, E.; Bassi, M.T.; Rosa, P.; et al.
Syntaxin 4 Is Required for Acid Sphingomyelinase Activity and Apoptotic Function*. J. Biol. Chem. 2010, 285, 40240–40251.
[CrossRef] [PubMed]

140. Gajate, C.; Mollinedo, F. Lipid raft-mediated Fas/CD95 apoptotic signaling in leukemic cells and normal leukocytes and
therapeutic implications. J. Leukoc. Biol. 2015, 98, 739–759. [CrossRef]

141. Gilbert, S.; Loranger, A.; Omary, M.B.; Marceau, N. Keratin impact on PKCδ- and ASMase-mediated regulation of hepatocyte
lipid raft size—implication for FasR-associated apoptosis. J. Cell Sci. 2016, 129, 3262–3273. [CrossRef] [PubMed]

142. Seyrek, K.; Lavrik, I.N. Modulation of CD95-mediated signaling by post-translational modifications: Towards understanding
CD95 signaling networks. Apoptosis 2019, 24, 385–394. [CrossRef] [PubMed]

143. Wajant, H.; Moosmayer, D.; Wüest, T.; Bartke, T.; Gerlach, E.; Schönherr, U.; Peters, N.; Scheurich, P.; Pfizenmaier, K. Differential
activation of TRAIL-R1 and -2 by soluble and membrane TRAIL allows selective surface antigen-directed activation of TRAIL-R2
by a soluble TRAIL derivative. Oncogene 2001, 20, 4101–4106. [CrossRef] [PubMed]

144. Rossin, A.; Derouet, M.; Abdel-Sater, F.; Hueber, A.-O. Palmitoylation of the TRAIL receptor DR4 confers an efficient TRAIL-
induced cell death signalling. Biochem. J. 2009, 419, 185–194. [CrossRef] [PubMed]

145. Linderoth, E.; Pilia, G.; Mahajan, N.P.; Ferby, I. Activated Cdc42-associated Kinase 1 (Ack1) Is Required for Tumor Necrosis
Factor-related Apoptosis-inducing Ligand (TRAIL) Receptor Recruitment to Lipid Rafts and Induction of Cell Death. J. Biol. Chem.
2013, 288, 32922–32931. [CrossRef]

http://www.ncbi.nlm.nih.gov/pubmed/26408703
http://doi.org/10.1074/jbc.M608238200
http://www.ncbi.nlm.nih.gov/pubmed/17329257
http://doi.org/10.1016/j.juro.2010.01.065
http://doi.org/10.1016/j.leukres.2014.11.006
http://www.ncbi.nlm.nih.gov/pubmed/25510486
http://doi.org/10.1016/j.bbrc.2009.05.028
http://www.ncbi.nlm.nih.gov/pubmed/19445898
http://doi.org/10.1016/j.bbrc.2004.05.145
http://doi.org/10.1182/blood-2007-06-096529
http://doi.org/10.1073/pnas.0700705104
http://www.ncbi.nlm.nih.gov/pubmed/17369353
http://doi.org/10.1038/cdd.2010.155
http://www.ncbi.nlm.nih.gov/pubmed/21164519
http://doi.org/10.1038/ni1024
http://doi.org/10.1562/2005-12-09-RA-748
http://doi.org/10.1111/j.1751-1097.2011.01038.x
http://doi.org/10.1002/1098-2744(200101)30:1&lt;47::AID-MC1012&gt;3.0.CO;2-3
http://doi.org/10.1074/jbc.M414569200
http://doi.org/10.1038/sj.cdd.4401136
http://www.ncbi.nlm.nih.gov/pubmed/12700647
http://doi.org/10.1038/sj.onc.1206540
http://doi.org/10.1074/jbc.M101207200
http://www.ncbi.nlm.nih.gov/pubmed/11279185
http://doi.org/10.1074/jbc.M111.328211
http://www.ncbi.nlm.nih.gov/pubmed/22645131
http://doi.org/10.1074/jbc.M110.139287
http://www.ncbi.nlm.nih.gov/pubmed/20956541
http://doi.org/10.1189/jlb.2MR0215-055R
http://doi.org/10.1242/jcs.171124
http://www.ncbi.nlm.nih.gov/pubmed/27422101
http://doi.org/10.1007/s10495-019-01540-0
http://www.ncbi.nlm.nih.gov/pubmed/31069559
http://doi.org/10.1038/sj.onc.1204558
http://www.ncbi.nlm.nih.gov/pubmed/11494138
http://doi.org/10.1042/BJ20081212
http://www.ncbi.nlm.nih.gov/pubmed/19090789
http://doi.org/10.1074/jbc.M113.481507


Cancers 2021, 13, 2513 23 of 26

146. Kagawa, K.; Nakano, A.; Miki, H.; Oda, A.; Amou, H.; Takeuchi, K.; Nakamura, S.; Harada, T.; Fujii, S.; Yata, K.; et al. Inhibition
of TACE Activity Enhances the Susceptibility of Myeloma Cells to TRAIL. PLoS ONE 2012, 7, e31594. [CrossRef]

147. Min, Y.; Shi, J.; Zhang, Y.; Liu, S.; Liu, Y.; Zheng, D. Death receptor 5-recruited raft components contributes to the sensitivity of
Jurkat leukemia cell lines to TRAIL-induced cell death. IUBMB Life 2009, 61, 261–267. [CrossRef]

148. Marconi, M.; Ascione, B.; Ciarlo, L.; Vona, R.; Garofalo, T.; Sorice, M.; Gianni, A.M.; Locatelli, S.L.; Carlo-Stella, C.;
Malorni, W.; et al. Constitutive localization of DR4 in lipid rafts is mandatory for TRAIL-induced apoptosis in B-cell hematologic
malignancies. Cell Death Dis. 2013, 4, e863. [CrossRef]

149. Xiao, W.; Ishdorj, G.; Sun, J.; Johnston, J.B.; Gibson, S.B. Death receptor 4 is preferentially recruited to lipid rafts in chronic
lymphocytic leukemia cells contributing to tumor necrosis related apoptosis inducing ligand-induced synergistic apoptotic
responses. Leuk. Lymphoma 2011, 52, 1290–1301. [CrossRef]

150. Song, J.H.; Tse, M.C.; Bellail, A.; Phuphanich, S.; Khuri, F.; Kneteman, N.M.; Hao, C. Lipid Rafts and Nonrafts Mediate Tumor
Necrosis Factor–Related Apoptosis-Inducing Ligand–Induced Apoptotic and Nonapoptotic Signals in Non–Small Cell Lung
Carcinoma Cells. Cancer Res. 2007, 67, 6946–6955. [CrossRef]

151. Xie, C.; Ouyang, W.; Yang, C.; Liu, Y.; Xiong, J.; Zhang, J.; Zhong, Y.; Zhou, F. Redistribution of DR4 and DR5 in lipid rafts
accounts for the sensitivity to TRAIL in NSCLC cells. Int. J. Oncol. 2011, 39, 1577–1586. [CrossRef]

152. Bellail, A.C.; Tse, M.C.L.; Song, J.H.; Phuphanich, S.; Olson, J.J.; Sun, S.Y.; Hao, C. DR5-mediated DISC controls caspase-8 cleavage
and initiation of apoptosis in human glioblastomas. J. Cell. Mol. Med. 2009, 14, 1303–1317. [CrossRef]

153. Yamamoto, Y.; Tomiyama, A.; Sasaki, N.; Yamaguchi, H.; Shirakihara, T.; Nakashima, K.; Kumagai, K.; Takeuchi, S.; Toyooka, T.;
Otani, N.; et al. Intracellular cholesterol level regulates sensitivity of glioblastoma cells against temozolomide-induced cell death
by modulation of caspase-8 activation via death receptor 5-accumulation and activation in the plasma membrane lipid raft.
Biochem. Biophys. Res. Commun. 2018, 495, 1292–1299. [CrossRef] [PubMed]

154. Lim, S.-C.; Duong, H.-Q.; Choi, J.E.; Lee, T.-B.; Kang, J.-H.; Oh, S.H.; Han, S.I. Lipid raft-dependent death receptor 5 (DR5)
expression and activation are critical for ursodeoxycholic acid-induced apoptosis in gastric cancer cells. Carcinogensis 2011,
32, 723–731. [CrossRef]

155. Liu, Y.; Xu, L.; Qu, X.; Luo, Y.; Zhang, Y. Epirubicin enhances TRAIL-induced apoptosis in gastric cancer cells by promoting death
receptor clustering in lipid rafts. Mol. Med. Rep. 2011, 4, 407–411. [CrossRef] [PubMed]

156. Xu, L.; Zhang, Y.; Liu, J.; Qu, J.; Hu, X.; Zhang, F.; Zheng, H.; Qu, X.; Liu, Y. TRAIL-activated EGFR by Cbl-b-regulated EGFR
redistribution in lipid rafts antagonises TRAIL-induced apoptosis in gastric cancer cells. Eur. J. Cancer 2012, 48, 3288–3299.
[CrossRef]

157. Xu, L.; Qu, X.; Li, H.; Li, C.; Liu, J.; Zheng, H.; Liu, Y. Src/caveolin-1-regulated EGFR activation antagonizes TRAIL-induced
apoptosis in gastric cancer cells. Oncol. Rep. 2014, 32, 318–324. [CrossRef]

158. Xu, L.; Qu, X.; Hu, X.; Zhu, Z.; Li, C.; Li, E.; Ma, Y.; Song, N.; Liu, Y. Lipid raft-regulated IGF-1R activation antagonizes
TRAIL-induced apoptosis in gastric cancer cells. FEBS Lett. 2013, 587, 3815–3823. [CrossRef]

159. Li, X.; Han, W.-Q.; Boini, K.M.; Xia, M.; Zhang, Y.; Li, P.-L. TRAIL death receptor 4 signaling via lysosome fusion and membrane
raft clustering in coronary arterial endothelial cells: Evidence from ASM knockout mice. J. Mol. Med. 2012, 91, 25–36. [CrossRef]

160. Lafont, E. Stress Management: Death Receptor Signalling and Cross-Talks with the Unfolded Protein Response in Cancer. Cancers
2020, 12, 1113. [CrossRef] [PubMed]

161. Stöhr, D.; Jeltsch, A.; Rehm, M. TRAIL receptor signaling: From the basics of canonical signal transduction toward its entanglement
with ER stress and the unfolded protein response. Int. Rev. Cell Mol. Biol. 2020, 351, 57–99. [CrossRef]

162. Nikolaev, A.; McLaughlin, T.; O’Leary, D.D.M.; Tessier-Lavigne, M. APP binds DR6 to trigger axon pruning and neuron death via
distinct caspases. Nat. Cell Biol. 2009, 457, 981–989. [CrossRef] [PubMed]
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