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AbstrACt
background Previous studies have reported that the 
amplification of some genes, such as Murine Double 
Minute 2 or 4 and Epidermal Growth Factor Receptor 
(EGFR), may be related to hyperprogressive disease (HPD). 
Exploring somatic gene alterations might be an effective 
method to predict HPD. Herein we characterize the somatic 
alterations in a patient with esophageal squamous cell 
carcinoma (ESCC) who developed HPD to investigate the 
potential origins of HPD.
Case presentation A man in his mid- 40s was diagnosed 
with ESCC. After the failure of first- line treatment with 
cisplatin and docetaxel, the patient participated in a 
phase III randomized, open, multicenter clinical trial 
(CTR20170307) and subsequently received camrelizumab. 
After 4 weeks of immunotherapy, the tumor size increased 
by 79% compared with baseline imaging; the progressive 
pace was 2.5- fold higher than preimmunotherapy, and a 
new liver metastasis appeared. A rare EGFR exon 2–28 
duplication was discovered in both preimmunotherapy and 
postimmunotherapy tumor tissues.
Conclusion This is the first report on a patient with ESCC 
harboring rare EGFR kinase domain duplication in exons 
2–28 and developing HPD in the process of camrelizumab 
treatment. This case suggested that EGFR kinase domain 
duplication might be associated with HPD. Administration 
of immune checkpoint inhibitor monotherapy in this 
subgroup of patients harboring EGFR kinase domain 
duplication should be performed with caution. These 
results need to be further confirmed in a larger cohort of 
patients.

IntroduCtIon
Immune checkpoint inhibitors (ICIs), 
including programmed cell death 1 (PD-1), 
programmed cell death ligand 1 (PD- L1) 
and cytotoxic T- lymphocyte- associated 
antigen (CTL)-4, have a positive effect on 
cancer treatment via reconstructing effi-
cient antitumor T- cell response. Compared 
with traditional chemotherapy, ICIs, as a 
single agent or in combination, can bring a 
clear overall survival (OS) benefit, produce 
durable responses and have good tolerability 

in patients. Until now, a few ICIs, such as 
pembrolizumab and nivolumab, have been 
approved by the Food and Drug Administra-
tion in melanoma, non- small- cell lung cancer 
(NSCLC), colorectal cancer, gastric cancer 
and esophageal carcinoma (EC), and more 
drugs are awaiting to be approved. From 
this perspective, the future of ICI therapy 
seems to be bright.1 2 However, some recent 
studies have shown that ICIs do more harm 
than good since tumor growth acceleration 
occurs in a subset of patients, known as hyper-
progressive disease (HPD).3–5 According to 
the work of Kato et al, HPD was defined as 
disease progression by RECIST V.1.1 criteria 
with a ≥2 fold increase in tumor growth rate 
compared with preimmunotherapy treat-
ment, >50% increase in tumor load and time- 
to- treatment failure of <2 months during 
immunotherapy.6 A few studies suggested 
that the appearance of HPD was strongly asso-
ciated with shorter OS and progression- free 
survival (PFS).7–9 Such HPD phenomenon 
was observed across many advanced cancers 
types, such as head and neck squamous cell 
carcinoma,10 NSCLC,7 urothelial carcinoma11 
and gastrointestinal tract cancer.12 13 Consid-
ering the deleterious effects of HPD, we find 
it is important to find out patients who may 
develop HPD before ICI treatments.

Previous studies suggested that HPD 
was associated with many factors, such as 
advanced age,14 15 the number of metastatic 
sites15 or lactate dehydrogenase levels.15 
However, the correlation between HPD and 
the aforementioned factors was still contro-
versial.7 9 Additionally, several genomic alter-
ations had been found to be correlated with 
HPD, such as murine double minute 2 or 4 
(MDM2/MDM4) amplification,6 epidermal 
growth factor receptor (EGFR) amplifica-
tion, the amplification of several genes on 
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Figure 1 Case study of a patient in his mid- 40s with HPD during immunotherapy. (A) CT scans were performed 13 weeks 
before starting anti- PD-1 treatment (column 1), at baseline (2 weeks before starting immunotherapy, column 2), and at first 
evaluation (4 weeks after starting immunotherapy, column 3). CT scans from lines 1 to 4 revealed the changes in lymph nodes 
in the abdominal cavity, left axilla and mediastina, respectively. New liver lesion appeared. The red arrows indicate tumer 
lesions.(B) Rate of change in growth pattern in the patient, who developed HPD to camrelizumab. Compared with the tumor 
image (−13 weeks), the tumor lesions at baseline (−2 weeks) and at first evaluation (4 weeks after starting immunotherapy) 
showed approximately 57% and 181% increases (79% increase compared with baseline imaging), respectively; 2.5- fold 
increase in progressive pace compared with preimmunotherapy. (C) Changes in tumor- associated antigens before and after 
immunotherapy. CYFRA21-1, cytokeratin-19 fragment; HPD, hyperprogressive disease; PD-1, programmed cell death 1; SCC, 
squamous cell carcinoma.

chromosomes 11q13-CCND1, FGF19, FGF3, and FGF4.16 
Moreover, a few cases indicated that EGFR- mutated 
tumors (EGFR E746- A750 del and T790M mutation6 or 
EGFR exon 20 insertion mutation and MYC amplifica-
tion17) also had a less satisfactory rate of response to ICIs 
and developed rapid progression. To sum up, the charac-
terization of somatic gene alterations might be an effec-
tive method to predict HPD. Therefore, we characterized 
the somatic alterations in a patient with esophageal squa-
mous cell carcinoma (ESCC) who developed HPD to 
investigate the potential origins of HPD.

CAse presentAtIon
A man in his mid- 40s was diagnosed as ESCC. The 
patient underwent esophagectomy via thoracoabdominal 
approach without chemoradiotherapy, and his tumor 
node metastasis was pT1bN2M0. One year later, meta-
static lesions were observed in the mediastina, the left 

axilla and the abdominal cavity. Then, he received first- 
line treatment with six cycles of cisplatin (60 mg, day 1; 
40 mg days 2 and 3) plus docetaxel (140 mg, day 1).

After progression, the patient participated in a phase III 
randomized, open, multicenter study comparing camrel-
izumab (PD-1 blockade) to chemotherapy of physician's 
choice for patients with advanced EC (CTR20170307). 
During the clinical trial, he was assigned to receive 
camrelizumab (400 mg d1). After 4 weeks, the CT scans 
demonstrated a new liver metastasis and enlarged lymph 
nodes in the left axilla and abdominal cavity compared 
with baseline imaging (figure 1A). The tumor size 
increased by 79% compared with baseline imaging; the 
progressive pace was 2.5- fold higher than preimmuno-
therapy. (figure 1B). The progressive disease was eval-
uated as HPD according to the criteria defined by Kato 
and colleagues.6 The pathological analysis of new liver 
metastasis indicated ESCC. Additionally, squamous cell 
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Figure 2 Visualization of atypical EGFR- KDD events occurring in exons 2–28 using the Integrative Genomics Viewer browser. 
EGFR, epidermal growth factor receptor.

Table 1 Somatic alterations before and after immunotherapy.

Preimmunotherapy Postimmunotherapy

Somatic alterations EGFR exon2-28 dup 3545 bp
EGFR amplifications
CCND1 amplifications
FGF19 amplifications
FGF3 amplifications
FGF4 amplifications
MCL1 amplifications
TP 53 Exon5 p.C135Afs*35

EGFR exon2-28 dup 3545 bp
TP53 Exon5 p.C135Afs*35
RB1 reduced copy number

EGFR, epidermal growth factor receptor.

carcinoma (SCC) antigens, one of the tumor- associated 
antigens before and after immunotherapy were 9.6 and 
24.4 ng/mL respectively (figure 1C). After the failure 
of anti- PD-1 therapy, three cycles of gemcitabine (1.8 g, 
days 1 and 5) and nedaplatin (70 mg, days 1 and 2) were 
administrated and then stopped because of pain. Subse-
quently, best supportive care was given afterward, yet the 
patient died of rapid systematic progression.

In order to investigate the mechanism of HPD, preim-
munotherapy and postimmunotherapy tissues were 
subjected to next- generation sequencing in a College of 
American Pathologists- certified and Clinical Laboratory 
Improvement Amendment- accredited laboratory, respec-
tively.18 Before immunotherapy, the tumor mutation 
burden (TMB) of the tumor tissue was 3.23, and PD- L1 
expression was observed in less than 1% of tumor cells 
(PD- L1 negative). The somatic alteration EGFR exon 
2–28 duplication existed in both preimmunotherapy and 
postimmunotherapy tumor tissues (figure 2 and table 1), 
which suggested that it might be associated with HPD.

dIsCussIon
In this case, a man in his mid- 40s was diagnosed as ESCC. 
After the failure of first- line chemotherapy, he partic-
ipated in a phase III clinical trial and was assigned to 
receive camrelizumab. After 4 weeks of immunotherapy, 
the tumor size increased by 79% compared with baseline 
imaging; the progressive pace was 2.5- fold higher than 
preimmunotherapy; and a new liver metastasis appeared. 
The somatic alteration EGFR exon 2–28 duplication 
(existed in both preimmunotherapy and postimmuno-
therapy tumor tissues) was thought to be associated with 
HPD, which was never reported before. Reported HPD 
prediction factors include advanced age and more than 
two metastatic sites.7 14 However, sufficient evidence is not 
available. The current case had more than two metastases, 
but he was under 65 years old.

Considering that patients who developed HPD usually 
had worse OS and PFS compared with patients without 
HPD, an increasing attention has been paid on the 
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relationship between somatic gene alterations and HPD 
during immunotherapy. MDM2/MDM4 is an important 
negative regulator of the tumor suppressor p53 by 
inhibiting its transcriptional activity and degrading it 
via ubiquitination. The MDM2/MDM4 amplification is 
significantly correlated with HPD. Kato et al provided 
a hypothesis that interferon (IFN)-γ elevated by ICIs in 
turn activates JAK- STAT signaling and interferon regula-
tory factor-8 expression, which can bind the promoter of 
gene MDM2 and result in the sequent hyperexpression of 
MDM2 in the patients harboring MDM2 amplification.6 
Singavi and coworkers reported that one patient with 
ESCC harboring MDM4 amplification developed HPD 
during immunotherapy treatment.16 Besides, the amplifi-
cation of EGFR and genes located on chromosome 11q13 
(CCND1, FGF19, FGF3, and FGF4) might be also associ-
ated with HPD.16 In the present case, some gene amplifi-
cations, including CCND1, FGF19, FGF3, FGF4 and EGFR, 
existed in preimmunotherapy tissue, but such genes 
amplications disappeared in postimmunotherapy tissue, 
which suggests such genes may not be associated with the 
HPD of this patient.

Previous works demonstrated that the inactivated 
mutations of RB1 and TP53 usually occurred in the 
EGFR- mutant lung adenocarcinomas that transformed to 
small- cell lung cancer and other neuroendocrine carci-
nomas.19 Recently, TP53 mutation is associated with the 
significant clinical benefit to ICIs in NSCLC by cell signal 
pathways, such as cell cycle, DNA replication and damage 
repair.20Additionally, the comutation RB1 and TP53 
existed in tumor immune microenvironment type I (high 
PD- L1/high CD8A) bladder tumors, which could signifi-
cantly activate T- effector and IFN-γ signature.21 In view of 
the results mentioned earlier, the alterations of TP53 and 
RB1, which are also found in postimmunotherapy tissues, 
may not be suggested to contribute to ICI- related HPD.

In the case, the somatic alteration EGFR exon 2–28 
duplication,subtype of EGFR- Kinase Domain Duplica-
tion(KDD), was associated with HPD. EGFR- KDD was 
first reported by Gallant et al in 2015.22 Such EGFR- KDDs 
are often observed in lung, brain and soft tissue cancers. 
The canonical EGFR- KDD is an in- frame tandem duplica-
tion of EGFR exons 18–25 (11/13). Besides, the unusual 
events, such as EGFR exons 17–25 duplication (1/13) and 
EGFR exons 14–26 duplication (1/13), are also reported.23 
The EGFR exon 2–28 duplication is first reported in this 
case. Although EGFR- KDD has been known as one of 
the oncogenic drivers which can activate EGFR signaling 
via forming an intramolecular dimer, it has never been 
found in EC. Except EGFR- KDD, some tumors harboring 
other EGFR alterations, such as EGFR exon 20 insertion 
mutation, EGFR E746- A750 del and EGFR T790M muta-
tion, also developed HPD during immunotherapy. A few 
studies are trying to explain the relationship between 
EGFR mutation and HPD. For example, previous study 
demonstrated that the EGFR activation could upregulate 
the expression of PD-1, PD- L1 and CTLA-1, promoting 
immune escape. In another study, it was found that 

anti- PD-1 agents could boost EGFR- mutant tumor growth 
through interaction with M2- like macrophages.24 This 
case reminded that administration of ICI monotherapy 
in this subgroup of patients harboring EGFR- KDD should 
be performed with caution in future clinical practice. 
Predictive biomarkers of response to immunotherapy, 
including positive factors (PD- L1 and TMB) and negative 
factors (EGFR and MDM2/MDM425), are needed before 
receiving immunotherapy.25 Ferrara et al suggested that 
addition of chemotherapy to ICIs was a potential method 
to overcome the PD-1/PD- L1 inhibitor resistance and 
ICI- related HPD.7 Such results need to be confirmed in 
further investigations.

ConClusIon
In summary, the present case is the first report describing 
a patient with ESCC harboring EGFR- KDD who devel-
oped HPD during ICI treatment. In this case, EGFR exon 
2–28 duplication was thought to be associated with HPD. 
Administration of ICI monotherapy should be performed 
with caution in this subgroup of patients harboring 
EGFR- KDD. The results should be confirmed in a larger 
cohort of patients, and the potential mechanism by which 
EGFR- KDD caused HPD during immunotherapy should 
also be investigated. Further analysis of such cases that 
developed HPD during ICI therapy might be helpful to 
find out putative predictive biomarkers for HPD.

Methods
The preimmunotherapy and postimmunotherapy tissue 
DNA alterations and TMB in a patient with ESCC who 
developed HPD were characterized via NGS 387 or 417 
gene panel (3DMed, Shanghai, China).18 The PD- L1 
expression was measured via SP142 and 22C3 immuno-
histochemistry assays, respectively.

Acknowledgements We thank our patient and his family, colleagues at Shanghai 
Changhai Hospital and North Ruijin Hospital who supported us in the preparation 
of this paper, and 3D Medicines Inc. for support in next- generation sequencing. All 
authors read and approved the final manuscript.

Contributors M. Wang and W. Wang contributed to the planning, organization, 
data collection and writing of the manuscript, and analysis of the results. M. Liu 
performed the measurements. Z. Yan and G. Wang verified the analytical methods. 
D. Mao aided in interpreting the results and worked on the manuscript. M. 
Wang supervised the findings of this work. All authors discussed the results and 
contributed to the final manuscript.

Funding The authors have not declared a specific grant for this research from any 
funding agency in the public, commercial or not- for- profit sectors.

Competing interests None declared.

patient consent for publication Patient consent for publication is not applicable 
in this case since the patient died in June 2018.

ethics approval This study was approved by the medical ethics committee of 
Ethics Shanghai Changhai Hospital,and informed consent was signed by the patient 
after approval by the ethics committee.

provenance and peer review Not commissioned; externally peer reviewed.

open access This is an open access article distributed in accordance with the 
Creative Commons Attribution 4.0 Unported (CC BY 4.0) license, which permits 
others to copy, redistribute, remix, transform and build upon this work for any 
purpose, provided the original work is properly cited, a link to the licence is given, 



5Wang W, et al. J Immunother Cancer 2020;8:e000793. doi:10.1136/jitc-2020-000793

Open access

and indication of whether changes were made. See https:// creativecommons. org/ 
licenses/ by/ 4. 0/.

reFerenCes
 1 Borcoman E, Kanjanapan Y, Champiat S, et al. Novel patterns of 

response under immunotherapy. Ann Oncol 2019;30:385–96.
 2 Knorr DA, Ravetch JV, Immunotherapy RJV. Immunotherapy and 

Hyperprogression: unwanted outcomes, unclear mechanism. Clin 
Cancer Res 2019;25:904–6.

 3 Champiat S, Ferrara R, Massard C, et al. Hyperprogressive disease: 
recognizing a novel pattern to improve patient management. Nat Rev 
Clin Oncol 2018;15:748–62.

 4 Petrioli R, Mazzei MA, Giorgi S, et al. Hyperprogressive disease in 
advanced cancer patients treated with nivolumab: a case series 
study. Anticancer Drugs 2020;31:190–5.

 5 Fuentes- Antrás J, Provencio M, Díaz- Rubio E. Hyperprogression 
as a distinct outcome after immunotherapy. Cancer Treat Rev 
2018;70:16–21.

 6 Kato S, Goodman A, Walavalkar V, et al. Hyperprogressors after 
immunotherapy: analysis of genomic alterations associated with 
accelerated growth rate. Clin Cancer Res 2017;23:4242–50.

 7 Ferrara R, Mezquita L, Texier M, et al. Hyperprogressive disease in 
patients with advanced non- small cell lung cancer treated with PD-1/
PD- L1 inhibitors or with single- agent chemotherapy. JAMA Oncol 
2018;4:1543–52.

 8 Sasaki A, Nakamura Y, Mishima S, et al. Predictive factors 
for hyperprogressive disease during nivolumab as anti- PD1 
treatment in patients with advanced gastric cancer. Gastric Cancer 
2019;22:793–802.

 9 Kanjanapan Y, Day D, Wang L, et al. Hyperprogressive disease in 
early- phase immunotherapy trials: clinical predictors and association 
with immune- related toxicities. Cancer 2019;125:1341–9.

 10 Saâda- Bouzid E, Defaucheux C, Karabajakian A, et al. 
Hyperprogression during anti- PD-1/PD- L1 therapy in patients 
with recurrent and/or metastatic head and neck squamous cell 
carcinoma. Ann Oncol 2017;28:1605–11.

 11 Hatano T, Matsu- Ura T, Mori K- I, et al. Hyperprogression after 
pembrolizumab treatment in two patients with metastatic urothelial 
carcinoma. Jpn J Clin Oncol 2019;49:473–6.

 12 Lu Z, Zou J, Hu Y, et al. Serological markers associated with 
response to immune checkpoint blockade in metastatic 
gastrointestinal tract cancer. JAMA Netw Open 2019;2:e197621.

 13 Ji Z, Peng Z, Gong J, et al. Hyperprogression after immunotherapy 
in patients with malignant tumors of digestive system. BMC Cancer 
2019;19:705.

 14 Champiat S, Dercle L, Ammari S, et al. Hyperprogressive disease is 
a new pattern of progression in cancer patients treated by anti- PD-1/
PD- L1. Clin Cancer Res 2017;23:1920–8.

 15 Kim JY, Lee KH, Kang J, et al. Hyperprogressive disease during anti- 
PD-1 (PDCD1) / PD- L1 (CD274) therapy: a systematic review and 
meta- analysis. Cancers 2019;11:1699.

 16 Singavi AK, Menon S, Kilari D, et al. Predictive biomarkers for 
hyper- progression (HP) in response to immune checkpoint inhibitors 
(ICI) – analysis of somatic alterations (SAS). Annals of Oncology 
2017;28:v405–27.

 17 Huang X, Xia L, Lan F, et al. Treatment of nivolumab results in 
Hyperprogressive disease in a patient harboring EGFR exon 20 
insertion and Myc amplification. J Thorac Oncol 2019;14:e189–91.

 18 Su D, Zhang D, Chen K, et al. High performance of targeted next 
generation sequencing on variance detection in clinical tumor 
specimens in comparison with current conventional methods. J Exp 
Clin Cancer Res 2017;36:121.

 19 Marcoux N, Gettinger SN, O'Kane G, et al. Egfr- Mutant 
adenocarcinomas that transform to small- cell lung cancer and 
other neuroendocrine carcinomas: clinical outcomes. J Clin Oncol 
2019;37:278–85.

 20 Dong Z- Y, Zhong W- Z, Zhang X- C, et al. Potential Predictive 
Value of TP53 and KRAS Mutation Status for Response to PD-1 
Blockade Immunotherapy in Lung Adenocarcinoma. Clin Cancer Res 
2017;23:3012–24.

 21 Chen S, Zhang N, Shao J, et al. Multi- Omics perspective on the 
tumor microenvironment based on PD- L1 and CD8 T- cell infiltration 
in urothelial cancer. J Cancer 2019;10:697–707.

 22 Gallant J- N, Sheehan JH, Shaver TM, et al. Egfr kinase domain 
duplication (EGFR- KDD) is a novel oncogenic driver in lung 
cancer that is clinically responsive to afatinib. Cancer Discov 
2015;5:1155–63.

 23 Wang J, Li X, Xue X, et al. Clinical outcomes of EGFR kinase 
domain duplication to targeted therapies in NSCLC. Int J Cancer 
2019;144:2677–82.

 24 Lo Russo G, Moro M, Sommariva M, et al. Antibody- Fc/FcR 
interaction on macrophages as a mechanism for Hyperprogressive 
disease in non- small cell lung cancer subsequent to PD-1/PD- L1 
blockade. Clin Cancer Res 2019;25:989–99.

 25 Puzzoni M, Silvestris N, Leone F, et al. The immune revolution in 
gastrointestinal tumours: leading the way or just following? Target 
Oncol 2016;11:593–603.

https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
http://dx.doi.org/10.1093/annonc/mdz003
http://dx.doi.org/10.1158/1078-0432.CCR-18-3144
http://dx.doi.org/10.1158/1078-0432.CCR-18-3144
http://dx.doi.org/10.1038/s41571-018-0111-2
http://dx.doi.org/10.1038/s41571-018-0111-2
http://dx.doi.org/10.1097/CAD.0000000000000864
http://dx.doi.org/10.1016/j.ctrv.2018.07.006
http://dx.doi.org/10.1158/1078-0432.CCR-16-3133
http://dx.doi.org/10.1001/jamaoncol.2018.3676
http://dx.doi.org/10.1007/s10120-018-00922-8
http://dx.doi.org/10.1002/cncr.31999
http://dx.doi.org/10.1093/annonc/mdx178
http://dx.doi.org/10.1093/jjco/hyz038
http://dx.doi.org/10.1001/jamanetworkopen.2019.7621
http://dx.doi.org/10.1186/s12885-019-5921-9
http://dx.doi.org/10.1158/1078-0432.CCR-16-1741
http://dx.doi.org/10.3390/cancers11111699
http://dx.doi.org/10.1093/annonc/mdx376.006
http://dx.doi.org/10.1016/j.jtho.2019.04.009
http://dx.doi.org/10.1186/s13046-017-0591-4
http://dx.doi.org/10.1186/s13046-017-0591-4
http://dx.doi.org/10.1200/JCO.18.01585
http://dx.doi.org/10.1158/1078-0432.CCR-16-2554
http://dx.doi.org/10.7150/jca.28494
http://dx.doi.org/10.1002/ijc.31895
http://dx.doi.org/10.1158/1078-0432.CCR-18-1390
http://dx.doi.org/10.1007/s11523-016-0437-6
http://dx.doi.org/10.1007/s11523-016-0437-6

	Hyperprogression to camrelizumab in a patient with esophageal squamous cell carcinoma harboring EGFR kinase domain duplication
	Abstract
	Introduction
	Case presentation
	Discussion
	Conclusion
	Methods

	References


