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Background: De novo donor-specific HLA antibodies (dnDSA) are key factors

in the diagnosis of antibody-mediated rejection (ABMR) and related to graft

loss.

Methods: This retrospective study was designed to evaluate the natural course

of dnDSA in graft function and kidney allograft survival and to assess the

impact of mean fluorescence intensity (MFI) evolution as detected by annual

Luminex R© screening. All 400 kidney transplant recipients with 731 dnDSA

against the last graft (01/03/2000-31/05/2021) were included.

Results: During 8.3 years of follow-up, ABMR occurred in 24.8% and graft

loss in 33.3% of the cases, especially in patients with class I and II dnDSA,

and those with multiple dnDSA. We observed frequent changes in MFI

with 5-year allograft survivals post-dnDSA of 74.0% in patients with MFI

reduction ≥ 50%, 62.4% with fluctuating MFI (MFI reduction ≥ 50% and

doubling), and 52.7% with doubling MFI (log-rank p < 0.001). Interestingly,

dnDSA in 168 (24.3%) cases became negative at some point during follow-

up, and 38/400 (9.5%) patients became stable negative, which was associated

with better graft survival. Multivariable analysis revealed the importance of

MFI evolution and rejection, while class and number of dnDSA were not

contributors in this model.

Conclusion: In summary, we provide an in-depth analysis of the natural

course of dnDSA after kidney transplantation, first evidence for the
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impact of MFI evolution on graft outcomes, and describe a relevant

number of patients with a stable disappearance of dnDSA, related to better

allograft survival.

KEYWORDS

donor-specific antibodies, mean fluorescence intensity, graft failure, antibody-
mediated rejection, kidney transplantation

Introduction

Short-term graft survival has improved over the past decades
in kidney transplantation, but no major changes in long-term
survival have been achieved (1–4). Antibody-mediated rejection
(ABMR) is an important cause of graft failure (5–11). Although
non-HLA antibodies may also cause graft dysfunction (12–15),
it is well-known that preformed or de novo HLA donor-specific
antibodies (dnDSA) are strongly associated with rejection and
graft failure (16–22). The development of dnDSA may occur at
any time after transplantation, and different characteristics of
DSA may determine the clinical phenotype of rejection (23–
29). The presence of dnDSA has been reported in 13–27%
of previously non-sensitized patients, but the indication and
frequency of systematic DSA screening in stable patients are not
currently established (30–32). High HLA mismatch is one of the
risk factors for dnDSA development (33–36). Non-adherence to
treatment, under-immunosuppression, and graft inflammation
are other factors that are related to dnDSA formation (29). It has
been reported that the presence of both class I and II dnDSAs
is more strongly related to graft failure, but few studies have
specifically analyzed the long-term effects of antibody class (27,
37–43), and the impact of the number of dnDSA per patient on
graft survival is unknown.

The Luminex R©-based single-antigen bead (SAB) assay is
currently the most appropriate method for the detection of HLA
antibodies, which allows for semiquantitative analysis of the
level of anti-HLA antibodies by the mean fluorescence intensity
(MFI) (44–46). It is assumed that antibodies with higher MFI
values are more harmful and related to graft dysfunction, but
the relationship between clinical outcomes and MFI level is not
fully established. The correlation between MFI and the amount
of bound HLA antibodies is not linear and can be affected
by several factors, such as the inhibitory effect produced by
complement (prozone effect) (45, 47, 48). Currently, there is
no accepted MFI value that is clinically significant, and each
laboratory has set its own MFI positivity threshold (32, 41, 46).
The STAR 2017 Working Group (32) gave recommendations for
HLA antibody testing, pointing out that differences of up to 25%
or even 50% in MFI values should not be considered meaningful.

The purpose of the current study was to evaluate the natural
history and clinical evolution of patients with dnDSA after
kidney transplantation. We wanted to specifically address the
relationship of dnDSA MFI values with graft failure. Changes

in renal function were evaluated to assess the evolution of these
analytical parameters after the occurrence of dnDSA.

Materials and methods

Patient population

For this retrospective analysis, we included all kidney
transplant recipients with dnDSA from 01/03/2000 until
31/05/2021 (end of follow-up) at Charité-Universitätsmedizin
Berlin (Germany). All patients with dnDSA against the last
graft with complete HLA typing were included, excluding
those patients with preformed DSA before transplantation.
The primary outcome variable in our study was time to
death-censored graft failure, defined as graft loss (i.e., the
need for permanent dialysis, allograft nephrectomy, or re-
transplantation). Patients who developed dnDSA after graft
loss were excluded.

All data including estimated glomerular filtration rate
(GFR, ml/min), proteinuria (mg/g creatinine), delayed graft
function (DGF), defined as the need for dialysis within
7 days of transplant, and biopsy data were collected from the
prospectively maintained database (TBase) (49). All rejections
were categorized according to Banff 2017 classification (5, 50,
51). Calculated panel-reactive antibody (cPRA) was obtained
through the Virtual PRA Calculator of the Eurotransplant
Reference Laboratory.1 No institutional review board approval
was required for this retrospective analysis.

De novo donor-specific HLA antibodies

Regular annual monitoring of HLA antibodies was
performed as described previously (26, 33) and in case of
clinical signs of impaired allograft function. DnDSA were
determined by Luminex R© -based LABScreen R© SAB assay
(One Lambda, Canoga Park, CA). The general MFI positivity
threshold in our laboratory was 1,000. Despite this, the first
occurrence date in our study was defined as the date of the
medical report by the immunology department in which dnDSA
was first assigned, considering other factors such as plausibility

1 https://www.etrl.org/vPRA.aspx
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(52) and evolution of HLA antibodies posttransplant, regardless
of MFI value. The most probable two-field HLA typing of the
donor (53) was considered to assign DSA and the respective MFI
as appropriate as possible. For missing information on specific
HLA loci (usually DQA and DPA), DRB1∼DQA1∼DQB1
and DPA1∼DPB1 haplotype frequencies were used to assign
the most probable allele, according to extended haplotype
frequencies previously described in the European population
(54–56). The first appearance of each dnDSA and the date of the
last negative sample were collected. Because each dnDSA had its

own time of the first occurrence and its own MFI evolution, we
also performed some analyses for different dnDSA as indicated.

De novo DSAs were categorized according to MFI on the
date of the first occurrence (<500, 500–999, 1,000–2,999, 3,000–
9,999, and ≥10,000), and they were also classified according to
MFI evolution in the subsequent samples [MFI increase ≥ 50%,
MFI reduction ≥ 50%, fluctuating MFI (increase and
reduction ≥ 50%)]. In dnDSA with ≥ 50% MFI reduction.
specific active treatment for ABMR was recorded (57),
excluding changes in chronic baseline immunosuppression. The

FIGURE 1

Flowchart of the patients in our study. DSA, donor-specific antibodies; dnDSA, de novo donor-specific antibodies; SAB, single antigen bead.
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TABLE 1 Baseline characteristics of patients with dnDSA.

Variables Patients with dnDSA (n = 400)

Recipient age at time of TX 46.1 (34.2–59.1)

Recipient sex (male, %) 62.5% (n = 250)

Follow-up (years) after TX 12.9 (9.6–16.3)

Follow-up (years) after dnDSA development* 8.3 (5.5–10.7)

Graft loss (%) 33.3% (n = 133)

• Time (years) from TX to graft loss • 8.4± 4.9

• Time (years) from dnDSA to graft loss* • 4.6 (1.7–8.1)

Death (%) 24.0% (n = 96)

• Time (years) from TX to death • 8.9± 4.3

Patients alive with functioning graft (%) 53.0% (n = 212)

Donor age 50.0 (39.0–59.5)

Donor sex (male,%) 51.0% (n = 204)

Donor blood type

• A • 39.4% (n = 158)

• B • 13.3% (n = 53)

• AB • 5.8% (n = 23)

• 0 • 41.5% (n = 166)

Donor type

• Deceased donor (100% DBD) • 68.5% (n = 274)

• Living donor • 31.5% (n = 126)

First kidney transplant (%) 88.7% (n = 355)

Combined transplant (%) 6.8% (n = 27)

• 5.5% (n = 22): Pancreas-kidney
transplant

• 1.3% (n = 5): Liver-kidney transplant

Cold ischemia time (CIT, minutes) 420.0 (165.0–768.0)

Delayed graft function (DGF, %) 29.7% (n = 119)

•cPRA ≥ 5% at the time of TX (%) (Eurotransplant) 16.5% (n = 66)

•cPRA ≥ 85% at the time of TX (%) (Eurotransplant) 5.8% (n = 23)

cPRA ≥ 5% at the time of TX (%)

•cPRA ≥ 5% class I (%) • 16.8% (n = 67)

•cPRA ≥ 5% class II (%) • 11.3% (n = 45)

cPRA ≥ 85% at the time of TX (%)

•cPRA ≥ 85% class I (%) • 3.8% (n = 15)

cPRA ≥ 85% class II (%) • 2.5% (n = 10)

Initial IS

•Triple standard therapy (calcineurin inhibitor, mycophenolate, and steroids) • 24.5% (n = 98)

•Triple standard therapy + anti-IL2R • 49.8% (n = 199)

•Triple standard therapy + ATG • 5.8% (n = 23)

Others • 19.9% (n = 80)

HLA mismatch A = 0 (%) 30.5% (n = 122)

HLA mismatch A = 1 (%) 51.9% (n = 208)

HLA mismatch A = 2 (%) 17.6% (n = 70)

HLA mismatch B = 0 (%) 12.2% (n = 49)

HLA mismatch B = 1 (%) 50.9% (n = 203)

HLA mismatch B = 2 (%) 36.9% (n = 148)

HLA mismatch DRB1 = 0 (%) 10.7% (n = 43)

HLA mismatch DRB1 = 1 (%) 60.3% (n = 241)

HLA mismatch DRB1 = 2 (%) 29.0% (n = 116)

HLA mismatch DQB1 = 0 (%) 11.0% (n = 44)

HLA mismatch DQB1 = 1 (%) 57.8% (n = 231)

HLA mismatch DQB1 = 2 (%) 31.2% (n = 125)

Graft nephrectomy (%) after dnDSA occurrence 10.3% (n = 41)

• Cause of graft nephrectomy

◦ Acute rejection ◦ 14.6% (n = 6)

◦ Chronic rejection ◦ 56.1% (n = 23)

◦ Surgical complications ◦ 4.9% (n = 2)

◦ Others ◦ 24.4% (n = 10)

• Time (months) from TX to graft nephrectomy ◦ 77.3 (30.7–138.1)

(Continued)
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TABLE 1 (Continued)

Variables Patients with dnDSA (n = 400)

Patients with allograft kidney biopsy (%) (all by clinical indication; independent of results) 72.0% (n = 288)

•Patients with allograft kidney biopsy after dnDSA occurrence* • 63.9% (n = 184)

Number of allograft kidney biopsy per patient 1.0 (0.0–3.0)

Number of dnDSA per patient 1.0 (1.0–2.0)

Patients with ≥ 2 dnDSA (independent of class) (%) 43.5% (n = 174)

Patients with ≥ 4 dnDSA (independent of class) (%) 10.3% (n = 41)

Class dnDSA per patient

• Patients with class I dnDSA only (%) • 18.5% (n = 74)

• Patients with class II dnDSA only (%) • 59.3% (n = 237)

• Patients with both class I and II dnDSA (%) • 22.3% (n = 89)

Proteinuria (mg/g creatinine) at the time of first occurrence of dnDSA* 182.0 (100.2–502.0)

Patients with proteinuria ≥500 mg/g creatinine at the time of first occurrence of dnDSA (%)* 21.3% (n = 85)

eGFR (ml/min) at the time of first occurrence of dnDSA* 41.0 (29.0–54.2)

Creatinine (mg/dl) at the time of first occurrence of dnDSA* 1.6 (1.3–2.3)

TCMR before first occurrence of dnDSA (%)* 35.0% (n = 140)

TCMR (all episodes, independent of first occurrence of dnDSA) (Banff 2017 Classification) 45.8% (n = 183)

•Acute TCMR borderline • 27.3% (n = 50)

• Acute TCMR IA • 13.1% (n = 24)

• Acute TCMR IB •8.2% (n = 15)

•Acute TCMR IIA • 12.0% (n = 22)

•Acute TCMR IIB • 2.2% (n = 4)

• Acute TCMR III • 0.5% (n = 1)

•Episodes of different categories per patient •36.7% (n = 67)

ABMR (all episodes, independent of first occurrence of dnDSA) (Banff 2017 Classification)** 24.8% (n = 99)

• Active ABMR • 16.2% (n = 16)

• Chronic active ABMR • 59.6% (n = 59)

• Chronic ABMR • 10.1% (n = 10)

• Episodes of different categories per patient • 14.1% (n = 14)

Variables with normal distribution: mean ± SD. Variables with non-normal distribution: median and IQR. *At the time of occurrence of the first dnDSA for patients with > 1 dnDSA.
**All episodes of ABMR appeared at the time and/or after dnDSA the first occurrence. TX, transplant; dnDSA, de novo donor-specific antibody; DBD, donation after brain death;
cPRA, calculated panel-reactive antibody; IS, immunosuppression; Anti-IL2R, anti-interleukin-2 receptor; ATG, antithymocyte globulin; HLA, human leukocyte antigen; eGFR, estimated
glomerular filtration rate; TCMR, T-cell-mediated rejection; ABMR, antibody-mediated rejection.

frequency of negativity (MFI < 500) after the first occurrence of
each dnDSA was analyzed, either temporary or stable negativity.

Statistical analysis

Continuous variables were expressed as mean ± standard
deviation (SD) or median and interquartile range (IQR)
according to their distribution. Categorical variables were
described as relative frequencies. A non-parametric test (Mann–
Whitney U test) was used to compare variables with non-
normal distribution. A chi-square test was used to compare
the average values of categorical variables. Univariable and
multivariable Cox regression analyses were performed to
determine which clinical variables were associated with death-
censored graft loss, and hazard ratios (HR) were reported with
95% confidence intervals. Missing laboratory values due to
graft loss or lack of follow-up after dnDSA appearance were
imputed using last observation carried forward (LOCF) analysis
and automatic multiple imputation (MI) using five default
imputations. Time-to-event outcome data were assessed by
Kaplan–Meier plots and log-rank tests. P< 5% defined statistical

significance. Statistical analysis was conducted using the SPSS
statistical software package (IBM SPSS Statistics, Version 25.0.
Armonk, NY: IBM Corp.).

Results

In total, we identified 400 patients with dnDSA (Figure 1),
which accounts for 11.9% of the total population of 3,344
transplanted patients in the period from March 2000 until
May 2021. The study cohort comprised mainly patients with a
first single-kidney transplant from a deceased donor (Table 1)
with a median follow-up of 8.3 years (IQR 5.5–10.7) after
dnDSA appearance. By design of the study, none of the patients
had DSA at the time of transplantation, and only a few were
sensitized. Patients with dnDSA in our study had significantly
lower long-term allograft survival compared to patients without
dnDSA (Control group, n = 2,752), as shown in Supplementary
Figure 1.

Regular annual DSA screening was performed for more than
18 years (26), with a median number of 1.6 (IQR 1.2–2.0) DSA
determinations per patient/year. The median time from the last
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FIGURE 2

Kaplan–Meier survival analysis of death-censored graft failure for HLA class of dnDSA after the first occurrence of the first dnDSA. Five-year
death-censored allograft survival post-dnDSA: 73.4% (±5.6%) for patients with class I dnDSA; 79.9% (±2.9%) for patients with class II dnDSA; and
54.4% (±5.9%) for patients with both class I and II dnDSA. Log-rank test p < 0.001. dnDSA, de novo donor-specific antibodies.

negative sample to the first positive dnDSA was 11.3 (IQR 4.7–
20.3) months.

The median number of dnDSA per patient was 1.0, but
10.3% of patients had ≥4 dnDSA. In patients with >1 dnDSA
(n = 174, 43.5%), 113 (64.9%) had all dnDSA with the same date
of appearance. In the other patients (n = 61, 35.1%), the median
time from the first occurrence to the next first appearance of
other dnDSA was 14.4 months (IQR 4.7–43.7) (Supplementary
Figures 2–4).

The biopsies of allograft kidneys were performed by clinical
indication (rise in creatinine and/or proteinuria), and 72.0%
of patients had at least one biopsy (Table 1). About 35.0% of
patients had at least one episode of T-cell mediated rejection
(TCMR) before the first appearance of dnDSA. All episodes of
ABMR appeared at the time and/or after the first occurrence of
dnDSA (Supplementary Figure 5). Only 26/400 (6.5%) patients
had rejection at the time of the first appearance of dnDSA,
which, however, accounted for 24.8% of all ABMR episodes.
Patients with at least one rejection episode, either TCMR or
ABMR, had significantly lower graft survival compared to
those patients without rejection, as shown in Supplementary
Figures 6, 7. Analyzing the class of dnDSA, 18.5% of the

patients presented only class I, 59.3% presented only class II,
and 22.3% had both class I and II dnDSA. In patients with
DQ-dnDSA (n = 260), 64.2% (n = 167) had only DQ-dnDSA,
and 35.8% (n = 93) had DQ along with other dnDSA. In the
latter group, most of the patients presented DQ at the time or
before the appearance of other dnDSA (n = 79, 84.9%). These
79 patients had additional class I (50.6%), class II (27.8%), and
both class I and II (21.5%) dnDSA. In patients with DQ-dnDSA
which appeared before other dnDSA (n = 19), the median time
from DQ to the occurrence of other dnDSA was 15.1 months
(IQR 6.9–20.0). The class of dnDSA was associated with 5-year
death-censored allograft survival (Figure 2). Similarly, death-
censored allograft survival was related to the number of dnDSA
(Figure 3).

Stratification by dnDSA (n = 731) (Table 2) revealed 231
(31.6%) class I and 500 (68.4%) class II dnDSA, including 363
class II-DQ dnDSA (72.6% of class II dnDSA). The median time
from transplantation to the first occurrence of each dnDSA was
35.9 months, without significant differences between class I and
II (p = 0.575) (Supplementary Figure 8).

Analyzing MFI at the time and after the first occurrence in
Luminex-defined dnDSA (n = 691; Table 3), we had 6.0 (IQR
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FIGURE 3

Kaplan–Meier survival analysis of death-censored graft failure for the number of dnDSA/patient after the first occurrence of the first dnDSA.
Five-year death-censored allograft survival post-dnDSA: 76.6% (±2.7%) for patients with 1–2 dnDSA; 62.1% (±6.1%) for patients with 3–4 dnDSA;
and 53.6% (±14.2%) for patients with > 4 dnDSA. Log-rank p = 0.008. dnDSA, de novo donor-specific antibodies.

4.0–9.0) samples/dnDSA with a median time between samples
of 9.0 months (IQR 5.8–11.5). About 24.0% of dnDSA had
doubling MFI during follow-up, in 36.9% we observed ≥50%
MFI reduction, and 7.5% of dnDSA had fluctuating MFI.
Analyzing these results per patient, 27.5% of patients had
at least one dnDSA with doubling MFI, 42.5% with ≥50%
MFI reduction, and 10.3% with fluctuating MFI. In dnDSA
with ≥ 50% MFI reduction (n = 255), 25.5% (n = 65) had
received some form of treatment (26), but 74.5% (n = 190) had
a ‘spontaneous’ reduction. Interestingly, 168 (24.3%) dnDSA
became negative at some point during follow-up and 100
(14.5%) dnDSA became stable negative. Altogether, 38/400
(9.5%) patients became stable negative.

The relationship between MFI evolution and graft loss is
shown in Table 4. The number of dnDSA with doubling and
fluctuating MFI was higher in the graft loss group (p < 0.001),
and temporary and stable MFI negativity was significantly lower
in the graft loss group (p = 0.034 and 0.004).

Specifically analyzing DQ-dnDSA (n = 363, 49.7% of total
dnDSA), the proportion of DQ was significantly lower in the
graft loss group (53.7 vs. 43.3%, p = 0.006). The number of

DQ-dnDSA with MFI available at the first occurrence was 346
(Table 5). At first occurrence, most DQ dnDSA had MFI > 3,000
(74.9%). A ≥ 50% MFI reduction was observed in 31.2%
(n = 108), and 7.2% (n = 25) became stable negative. In 84/108
(77.8%) cases, the MFI reduction occurred without treatment.
The MFI evolution was associated with 5-year death-censored
allograft survival (Figure 4).

Proteinuria and eGFR (observed values, LOCF, and MI)
before and after dnDSA appearance are shown in Figures 5, 6
and Supplementary Tables 1, 2. The eGFR was already
decreased at the time of the first appearance of dnDSA, with
a negative slope after this date (-11.9 ml/min/10 years), clearly
demonstrating the importance of imputation compared to
observed values. Conversely, proteinuria increased at the time
of the first occurrence, and we observed increasing proteinuria
over time, especially when we used the multiple imputation
method.

Different patient characteristics were associated with death-
censored graft loss in univariable Cox regression analyses
(Table 6). Interestingly, patients with class II dnDSA had
significantly less graft loss (p = 0.007), and the presence
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TABLE 2 Characteristics of dnDSA.

Variables All dnDSA
(n = 731)

dnDSA class I
(n = 231)

dnDSA class II
(n = 500)

p

HLA mismatch A: 0.001

HLA mismatch A = 0 (%) 28.8% 19.7% 33.0%

HLA mismatch A = 1 (%) 52.4% 60.7% 48.6%

HLA mismatch A = 2 (%) 18.8% 19.7% 18.4%

HLA mismatch B: 0.002

HLA mismatch B = 0 (%) 10.1% 6.1% 11.9%

HLA mismatch B = 1 (%) 50.1% 45.9% 52.0%

HLA mismatch B = 2 (%) 39.8% 48.0% 36.0%

HLA mismatch DRB1: <0.001

HLA mismatch DR = 0 (%) 8.4% 15.7% 5.1%

HLA mismatch DR = 1 (%) 60.4% 56.8% 62.1%

HLA mismatch DR = 2 (%) 31.1% 27.5% 32.8%

HLA mismatch DQB1: 0.002

HLA mismatch DQ = 0 (%) 9.2% 14.1% 6.9%

HLA mismatch DQ = 1 (%) 56.9% 58.1% 56.3%

HLA mismatch DQ = 2 (%) 33.9% 27.8% 36.8%

Time (months) from TX to first
occurrence of dnDSA

35.9 (14.2–84.7) 35.0 (12.8–85.2) 38.1 (14.2–84.7) 0.575

Time (months) from last negative sample
to sample with positive dnDSA

11.3 (4.7–20.3) 9.2 (3.2–19.5) 11.5 (5.6–22.4) 0.120

ABMR (at the time or after each dnDSA)
(Banff 2017 Classification)

29.1% 29.4% 29.0% 0.904

Categories:
• Active ABMR • 14.6% • 16.2% • 13.8% <0.001

• Chronic active ABMR • 48.4% • 33.8% • 55.2%

• Chronic ABMR • 6.1% • 1.5% • 8.3%

• Episodes of different previous
categories

• 30.9% • 48.5% • 22.7%

Variables with non-normal distribution: median and IQR. HLA, human leukocyte antigen; TX, transplant; dnDSA, de novo donor-specific antibody; ABMR, antibody-mediated rejection.

of both class I and II dnDSAs was significantly associated
with graft failure (p < 0.001). Patients with ≥ 4 dnDSA
experienced significantly more frequent graft loss (p < 0.001).
DGF was associated with graft loss in univariable analysis,
and conversely, those patients with a combined transplant
experienced significantly less graft failure. Patients with
doubling and fluctuating MFI values of dnDSA had significantly
more graft loss (p< 0.001 and 0.008, respectively), while patients
with ≥50% MFI reduction (p < 0.001) and stable negative MFI
(p = 0.018) of dnDSA were significantly associated with less
graft failure. These results were confirmed by multivariable Cox
regression analysis (Table 7). MFI ≥ 50% reduction of dnDSA
was associated with a positive outcome in the multivariable
model; however, patients with doubling and fluctuating MFI
values of dnDSA were not associated with graft loss. DGF was
associated with graft failure in this model, and having at least one
episode of TCMR or ABMR was an independent risk factor for
graft loss. Other than expected, the class and number of dnDSA
were not significant in multivariable analysis.

Discussion

It is well-known that dnDSA may appear years after
transplantation and are strongly related to ABMR and graft
failure (23–29). Despite a huge body of literature, little is
known about the natural history of dnDSA and the clinical
consequences beyond graft loss. In our study, we performed
regular annual screening for HLA antibodies in a large and well-
described population with 8 years of follow-up after dnDSA
development. dnDSA developed only in 12% of the total cohort
transplanted in this 21-year time period. The median time
from transplant to the first appearance of dnDSA is around 3
years with a broad range. Graft failure occurred in 33.3% of
patients, which is less than expected and probably related to
regular dnDSA screening (30–32, 58), enabling early detection
of dnDSA. Renal function was already deteriorated at the first
occurrence, and in 6.5% of patients, rejection was present at
that time. In total, 24.8% developed rejection over the follow-
up period, which is clearly associated with poor results. Here,
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TABLE 3 MFI values at the first occurrence and MFI evolution of dnDSA analyzed by Luminex R©.

Variables All dnDSA
(n = 691)

dnDSA class I
(n = 221)

dnDSA class II
(n = 470)

p

MFI at first occurrence of dnDSA <0.001

• 1: MFI < 500 • 2.5% • 5.0% • 1.3%

• 2: MFI 500–999 • 11.1% • 21.7% • 6.2%

• 3: 1,000–2,999 • 30.5% • 41.6% • 25.3%

• 4: 3,000–9,999 • 36.5% • 28.1% • 40.4%

• 5: >10,000 • 19.4% • 3.6% • 26.8%

MFI evolution of dnDSA after first
occurrence∧

0.080

• 1: MFI doubling • 24.0% • 23.1% • 24.5%

• 2: MFI reduction ≥50% • 36.9% • 41.2% • 34.9%

◦ Specific active treatment for
ABMR*

◦ 25.5%
(n = 65)

◦ 26.4%
(n = 24)

◦ 25.0%
(n = 41)

• 3: MFI fluctuating (MFI doubling and
reduction ≥50% at some point)

• 7.5% • 9.5% • 6.6%

• 4: Other • 24.0% • 18.1% • 26.8%

• 5: No MFI evolution available • 7.5% • 8.1% • 7.2%

dnDSA becomes negative (MFI < 500) at
some point during evolution

24.3% 37.1% 18.3% <0.001

dnDSA becomes constant negative (MFI
< 500) (Stable negative)**

14.5% 23.1% 10.4% <0.001

∧MFI evolution independent of biopsy-proven rejection and treatments. *p-value = 0.809. **Stable negative dnDSA defined as MFI < 500 in every sample after the first negative sample.
MFI, mean fluorescence intensity; dnDSA, de novo donor-specific antibody; ABMR, antibody-mediated rejection.

we describe fluctuating or increasing MFI values in a substantial
number of patients, which is associated with inferior outcomes.
In our cohort, 27.5% of patients have doubling MFI of dnDSA
during follow-up. However, for the first time, we also describe
a relevant cohort of patients (9.5%) with a stable disappearance
of dnDSA, associated with better outcomes. In summary, our
study provides detailed and granular clinical data for the natural
history of dnDSA, which provides a solid basis for further
studies and risk stratification.

Due to the strong association between the development
of anti-HLA antibodies after transplantation and graft failure,
sequential monitoring of HLA antibodies posttransplant has
been recommended in different studies (16–18). Although there
are clear recommendations for the screening of dnDSA when
there is impaired kidney function, the universal screening and
its frequency in stable patients is not well established (30–32). In
our patients the median time to dnDSA positivity after the last
negative test result is 11.3 months, supporting regular annual
screening even in low risk, pretransplant DSA-negative patients.
Almost half of the patients (43.5%) developed > 1 dnDSA,
which was detected in most patients at first occurrence and in
the others after a median of 14.4 months. These results support
the value of annual screening for HLA antibodies after kidney
transplantation for early detection of dnDSA.

Different risk factors for the development of dnDSA are
described, with high HLA mismatch being one of the most

important factors (33–36). As expected, a greater HLA-A and -B
mismatch is significantly related to class I dnDSA formation in
our cohort, and conversely, higher HLA-DRB1 and HLA-DQB1
mismatches are associated with class II dnDSA development.
Thus, our study provides additional evidence for good HLA
matching, which might be the easiest way to prevent the
development of dnDSA. Graft inflammation, such as TCMR,
can increase immunogenicity and can also precipitate the
formation of dnDSA (23, 28). We can confirm this strong
association, as around one-third of our patients had experienced
TCMR before the appearance of dnDSA. Despite this, our study
was not designed to specifically evaluate potential risk factors
for the development of dnDSA in detail, since this was not the
objective of our analysis.

The important role of dnDSA in the development of
ABMR and graft dysfunction is well defined (23–26). ABMR
was already present in 6.5% of patients at first occurrence
and increased to 24.8% after around 8 years of follow-up. It
has been described that class I dnDSA are more related to
active ABMR, and conversely, class II dnDSA are commonly
associated with chronic changes (23, 27, 37, 38), which is
confirmed in our large cohort. As expected, the development
of ABMR is significantly associated with a 2.7-fold higher risk
of graft loss in multivariable analysis. Surprisingly, TCMR was
also strongly associated with graft loss (HR 2.5), which might be
explained by the local inflammation produced by TCMR, and
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TABLE 4 MFI values at the first occurrence and MFI evolution of dnDSA analyzed by Luminex R© and relationship with graft loss.

Variables All dnDSA
n = 691

No graft loss
(n = 430)

Graft loss
(n = 261)

p

MFI at first occurrence of
dnDSA

0.563

• 1: MFI < 500 • 2.5% • 2.3% • 2.7%

• 2: MFI 500–999 • 11.1% • 10.7% • 11.9%

• 3: 1,000–2,999 • 30.5% • 32.8% • 26.8%

• 4: 3,000–9,999 • 36.5% • 34.9% • 39.1%

• 5: >10,000 • 19.4% • 19.3% • 19.5%

MFI evolution of dnDSA
after first occurrence∧

<0.001

• 1: MFI doubling • 24.0% 15.1% 38.1%

• 2: MFI reduction ≥ 50% • 36.9% 44.4% 24.5%

• 3: MFI fluctuating (MFI
doubling and
reduction ≥ 50% at some
point)

• 7.5% 4.9% 11.9%

• 4: Other • 24.0% 25.6% 21.5%

• 5: No MFI evolution
available

7.5% 10.0% 3.4%

dnDSA becomes negative
MFI < 500 at some point
during evolution

24.3% 27.2% 19.8% 0.034

dnDSA becomes constant
negative (MFI < 500) (Stable
negative)*

14.5% 17.4% 9.6% 0.004

∧MFI evolution independent of biopsy-proven rejection and treatments. *Stable negative dnDSA defined as MFI < 500 in every sample after the first negative sample. MFI, mean
fluorescence intensity; dnDSA, de novo donor-specific antibody.

TABLE 5 MFI values at first occurrence and MFI evolution of DQ-dnDSA analyzed by Luminex R©.

Variables All DQ dnDSA
(n = 346)

MFI at first occurrence of dnDSA

• 1: MFI < 500 • 0.6%

• 2: MFI 500–999 • 2.9%

• 3: 1,000–2,999 • 21.7%

• 4: 3,000–9,999 • 42.8%

• 5: >10,000 • 32.1%

MFI evolution of dnDSA after first occurrence∧

• 1: MFI doubling • 26.6%

• 2: MFI reduction ≥ 50% • 31.2%

• 3: MFI fluctuating (MFI doubling and reduction ≥ 50% at some point) • 5.5%

• 4: Other • 28.3%

• 5: No MFI evolution available • 8.4%

dnDSA becomes negative MFI < 500 at some point during evolution 12.3%

dnDSA becomes constant negative (MFI < 500) (Stable negative)* 7.2%

∧MFI evolution independent of biopsy-proven rejection and treatments. *Stable negative dnDSA defined as MFI < 500 in every sample after the first negative sample. MFI, mean
fluorescence intensity; dnDSA, de novo donor-specific antibody.

tubulitis may result in subsequent irreversible nephron injury
(59), which supports previous observations that TCMR is an
independent and important risk factor for graft loss (5, 60, 61).

Previous literature suggested that class I dnDSA are less
common and may appear sooner, while class II dnDSA,
especially DQ, are frequently found and related to rejection

and graft dysfunction (23, 27, 37–41, 62). In our study, there
are no differences according to the class of dnDSA in the time
of appearance after transplantation. We confirm that class II-
DQ dnDSA are the most common dnDSA and potentially less
harmful. In our analysis, the combination of class I and II
dnDSA in particular has a negative impact on graft survival in
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FIGURE 4

Kaplan–Meier survival analysis of death-censored graft failure for dnDSA-MFI evolution after the first occurrence of dnDSA. Five-year
death-censored allograft survival post-dnDSA: 74.0% (±3.0%) when MFI reduction ≥ 50%; 65.6% (±4.2%) when no MFI reduction ≥50% nor MFI
doubling; 62.4% (±6.9%) when MFI fluctuating; and 52.7% (±4.0%) when MFI doubling. Log-rank p < 0.001. dnDSA, de novo donor-specific
antibodies; MFI, mean fluorescence intensity.

univariable analysis, which, however, was not supported in the
multivariable model, being in line with previous studies (27, 43).
The impact of the number of dnDSA per patient, independent
of class, on graft survival is not known yet, since it has not been
specifically analyzed in previous studies. In our cohort, 43.5% of
patients have >1 dnDSA, and a higher number of dnDSA per
patient is associated with inferior 5-year graft survival, although
this is not supported by multivariable analysis.

Today, Luminex R©-based SAB technology is standard, and
provides semi-quantitative information on the antibody level
through the MFI value (44–46). One of the main problems
is the lack of consensus on MFI positivity thresholds (32, 44,
46). There is no clear association between the MFI level and
clinical outcomes (44–48). In our center, the general MFI cut-
off to determine positivity is 1,000, and most of the dnDSA
have MFI ≥ 1,000 at first occurrence. However, 13.6% of
dnDSA present MFI below the cut-off level. In this latter
group, we defined dnDSA by plausibility, epitope sharing,
and other factors beyond the simple MFI value (52). We
observed higher MFI in patients with class II dnDSA at the
time of the first appearance. Interestingly, we did not observe

a clear relationship between MFI values at first occurrence
and outcome. Therefore, our data do not support a fixed
MFI threshold, as low plausible MFI values also may have
detrimental effects. Instead, our data provide further evidence
for the complexity and limitations of MFI values and their
interpretation.

It has been described that changes in MFI values <25%, or in
some cases <50%, are not considered clinically important (32),
but until now no studies have analyzed the MFI evolution of
dnDSA and its relationship with graft failure in greater detail.
The evolution of MFI in our study is analyzed by classifying
dnDSA into three categories, with MFI reduction ≥50% being
the most frequently observed category (36.9%). In these cases,
only one-quarter had received specific active treatment for
ABMR. As around 75% of patients with dnDSA did not
develop clinical ABMR, our data suggest that the indication
for allograft biopsy or potentially harmful treatment should
be specifically evaluated in each case, since the appearance
of dnDSA is not always associated with ABMR and a
spontaneous reduction of MFI, and even stable negativity,
without active treatment is frequent. Analyzing the relationship
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FIGURE 5

Evolution of eGFR (ml/min) before and after the first occurrence of the first dnDSA. Missing values after dnDSA were imputed using last
observation carried forward (LOCF) analysis and multiple imputation (MI). eGFR, estimated glomerular filtration rate; dnDSA, de novo
donor-specific antibodies.

of MFI evolution with death-censored graft failure, MFI
reduction ≥50% of dnDSA is a protective factor for graft
loss, and this is supported by multivariable Cox regression
analysis (p = 0.012). However, doubling and fluctuating MFI
are related to graft failure in univariable analysis but are
not contributors in the multivariable model (p = 0.054 and
0.419, respectively).

Specifically analyzing the MFI negativity, the proportion
of dnDSA with stable negative MFI is 14.5%, with a greater
MFI negativity in class I dnDSA (p < 0.001). Temporary
and stable MFI negativity are significantly associated with
better graft survival. This stable disappearance of dnDSA
may have several causes, such as the development of
anti-idiotypic antibodies that suppress DSA production
(63, 64), which is not the objective of our analysis.
Nevertheless, in our study, we show the relevance
of stable negativity of dnDSA, this being related to
better outcomes.

Evaluating DQ-dnDSA (39, 40, 62) MFI values and
negativity, the MFI at the time of the first appearance is higher
with MFI > 3,000 in 74.9%, and DQ-dnDSA are more persistent,
being lower than the proportion of stable negative MFI (7.2%),
although their presence is not significantly related to graft failure
in our study. With our results, we can conclude that DQ-dnDSA
are potentially less harmful to the graft or produce insidious and
progressive chronic damage with late graft failure as described in
some studies (23, 62); therefore, a longer follow-up is needed to
evaluate long-term graft outcome. It has also been described that
class II dnDSA, and therefore DQ, are usually non-complement
binding IgG2 and IgG4 subclasses (23), suggesting a different,
less studied, and complement-independent pathway of damage
that could explain our findings. For the first time in our study,
we provide important evidence about DQ evolution in our
large cohort of patients, being the most frequent dnDSA after
transplantation, presenting with higher MFI, and being more
persistent. Accordingly, with our data, we support and highlight
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FIGURE 6

Evolution of proteinuria (mg/g creatinine) before and after first occurrence of first dnDSA. Missing values after dnDSA were imputed using last
observation carried forward (LOCF) analysis and multiple imputation (MI). dnDSA, de novo donor-specific antibodies.

the need to expand knowledge about DQ-dnDSA and improve
HLA-DQ matching strategies.

Changes in renal function were already registered in
our study together with the first appearance of dnDSA.
Although it has been described in some studies with sequential
HLA antibody monitoring posttransplant that antibodies may
appear before a rise in serum creatinine (17), in our cohort,
renal function deteriorates at dnDSA first occurrence, and
some patients already experience ABMR. Ten years after
dnDSA, proteinuria and eGFR had worsened significantly,
demonstrating the negative impact of dnDSA. Our data also
highlight the importance of imputation methods, as results
related to observed values are biased due to missing data in
patients with graft loss.

The strength of our study is essentially to have a large
and well-described cohort of patients with regular screening
for DSA. In addition, our large and in-depth analysis of MFI
by Luminex R© with long follow-up enables us to specifically
evaluate the characteristics of the patients and the MFI evolution
of each dnDSA. Furthermore, having allograft biopsies and

analytical data available already at first dnDSA appearance
makes it possible to correlate early clinical features with long-
term clinical outcomes.

Nevertheless, our study has several limitations. This is
a retrospective analysis, and we did not evaluate in depth
a control group and did not analyze the factors that may
be associated with dnDSA formation in greater detail. For
such a study a different methodology (e.g., matched pairs
and propensity score matching) is needed in order to avoid
survival bias. In our cohort, adherence to treatment and levels
of immunosuppressive drugs are not evaluated at the time of
appearance of dnDSA. The analysis of dnDSA by Luminex R©

with MFI data is currently the best tool available, although we
must know the limitations of this assay. For patients with≥50%
reduction in MFI, we only registered specific active treatment
for ABMR, but we were not able to analyze changes in chronic
baseline immunosuppression. The evaluation of the class and
level of dnDSA is key, but other characteristics, such as the
complement binding capacity or IgG subclasses, also have an
impact, which are not evaluated in our study as these tests are
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TABLE 6 Univariable Cox regression for death-censored graft loss.

Univariable Cox regression for death-censored
graft loss

HR CI 95%
INF

CI 95%
SUP

p

Patients with only class I dnDSA 0.7 0.4 1.2 0.310

Patients with only class II dnDSA 0.6 0.4 0.8 0.007

Patients with both class I and II dnDSA 2.1 1.5 3.1 <0.001

Patients with ≥ 2 dnDSA (independent of class) 1.4 0.9 1.9 0.053

Patients with ≥ 4 dnDSA (independent of class) 2.4 1.5 3.7 <0.001

Number of dnDSA per patient 1.2 1.0 1.3 0.001

MFI evolution of dnDSA*

• Patients with MFI doubling of dnDSA (%)
• Patients with MFI reduction ≥ 50% of dnDSA (%)
• Patients with MFI fluctuating of dnDSA (MFI doubling

and reduction ≥ 50% at some point) (%)
• Patients with other MFI evolution of dnDSA (stable) (%)

1.9
0.4
1.8

1.3

1.3
0.3
1.1

0.9

2.7
0.7
2.8

1.9

< 0.001
< 0.001

0.008

0.114

Patients with stable negative MFI of all dnDSA** 0.3 0.1 0.8 0.018

Cold ischemia time (CIT, minutes) 1.0 1.0 1.0 0.106

Delayed graft function (DGF) 1.7 1.1 2.4 0.004

cPRA ≥ 5% at the time of TX (Eurotransplant) 1.1 0.7 1.8 0.433

cPRA ≥ 85% at the time of TX (Eurotransplant) 1.0 0.5 2.1 0.877

Donor type
• Deceased donor
• Living donor

1.1
0.9

0.7
0.6

1.5
1.3

0.593
0.593

First kidney transplant 0.8 0.5 1.3 0.486

Combined transplant 0.3 0.1 0.9 0.040

TCMR (all episodes, independent of first occurrence of dnDSA)
(Banff 2017 Classification)

3.4 2.3 5.0 <0.001

ABMR (all episodes, independent of first occurrence of dnDSA)
(Banff 2017 Classification)***

4.1 2.9 5.7 <0.001

*MFI evolution of at least one dnDSA of the patient. **Patients with all dnDSA stable negative (stable negative MFI defined as MFI < 500 in every sample after the first negative
sample of dnDSA). ***All episodes of ABMR appeared at the time and/or after dnDSA first occurrence. dnDSA, de novo donor-specific antibody; MFI, mean fluorescence intensity; cPRA,
calculated panel-reactive antibody; TX, transplant; TCMR, T-cell-mediated rejection; ABMR, antibody-mediated rejection. HR, hazard ratio; CI, confidence interval; SUP, superior; INF,
inferior.

TABLE 7 Multivariable Cox regression analysis for death-censored graft loss.

Multivariable Cox regression for
death-censored graft loss

HR CI 95%
INF

CI 95%
SUP

p

Patients with only class II dnDSA 0.7 0.4 1.2 0.271

Patients with both class I and II dnDSA 1.2 0.6 2.3 0.467

Number of dnDSA per patient 1.0 0.9 1.2 0.512

MFI evolution of dnDSA*

• Patients with MFI doubling of dnDSA (%)
• Patients with MFI reduction ≥ 50% of dnDSA (%)
• Patients with MFI fluctuating of dnDSA (MFI doubling

and reduction ≥ 50% at some point) (%)

1.4
0.5
1.2

0.9
0.3
0.7

2.1
0.8
1.9

0.054
0.012
0.419

Delayed graft function (DGF) 2.0 1.3 2.9 <0.001

Combined transplant 0.9 0.3 2.5 0.874

TCMR (Banff 2017 Classification)** 2.5 1.7 3.8 <0.001

ABMR (Banff 2017 Classification)** 2.7 1.8 4.1 <0.001

*MFI evolution of at least one dnDSA of the patient. **All episodes, independent of the first occurrence of dnDSA. dnDSA, de novo donor-specific antibody; MFI, mean fluorescence
intensity; DGF, delayed graft function; TCMR, T-cell-mediated rejection; ABMR, antibody-mediated rejection. HR, hazard ratio; CI, confidence interval; SUP, superior; INF, inferior.

not performed routinely. Last classical antigen HLA mismatch
is considered to describe dnDSA specificities in our cohort,
without analyzing HLA epitope mismatch.

In summary, we are providing a large body of evidence for
the natural course of dnDSA. We highlight the problem of the
MFI positivity threshold, as even low, but plausible, MFI may
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have a negative impact. We confirm the high frequency of DQ
dnDSA, presenting with higher MFI at the time of appearance
and being more persistent, but seem less harmful to the graft.
For the first time, we describe that MFI evolution is associated
with graft survival, demonstrating the positive effect of a ≥50%
reduction in MFI values, and we observed that almost 10%
of patients became stable negative, which is related to better
outcomes. Our large observational study provides important
evidence for a better understanding of the evolution of dnDSA
in renal allograft recipients. Further studies are needed to
distinguish those dnDSA which are harmful from those dnDSA
with an uneventful clinical course. A better knowledge of
relevant HLA epitopes or the use of novel biomarkers of graft
dysfunction, such as cell-free DNA, may provide additional
information to identify patients at risk.

Data availability statement

The original contributions presented in this study are
included in the article/Supplementary material, further
inquiries can be directed to the corresponding author/s.

Ethics statement

Ethical review and approval was not required for the study
on human participants in accordance with the local legislation
and institutional requirements. Written informed consent for
participation was not required for this study in accordance with
the national legislation and the institutional requirements.

Author contributions

CL, NL, and KB conceived and designed the study and
wrote the article. MN and DSc provided technical support and
acquired the data. CL analyzed and interpreted the data. NL,
DSt, and SH performed HLA antibody testing. KW performed
and interpreted histopathological examinations. MN, BO, AA,

MC, FB, FH, and ES advised on the preparation of the article
and provided conceptual advice. KB designed the study and
supervised the research. All authors contributed to the article
and approved the submitted version.

Funding

CL was supported by a research grant from the Valdecilla
Biomedical Research Institute (IDIVAL).

Acknowledgments

We thank all the authors for their contributions.

Conflict of interest

The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could
be construed as a potential conflict of interest.

Publisher’s note

All claims expressed in this article are solely those of the
authors and do not necessarily represent those of their affiliated
organizations, or those of the publisher, the editors and the
reviewers. Any product that may be evaluated in this article, or
claim that may be made by its manufacturer, is not guaranteed
or endorsed by the publisher.

Supplementary material

The Supplementary Material for this article can be
found online at: https://www.frontiersin.org/articles/10.3389/
fmed.2022.943502/full#supplementary-material

References

1. Coemans M, Caner S, Döhler B, Anglicheau D, Giral M, Bestard O, et al.
Analyses of the short- and long-term graft survival after kidney transplantation in
Europe between 1986 and 2015. Kidney Int. (2018) 94:964–73. doi: 10.1016/j.kint.
2018.05.018

2. Jardine AG, Hartmann A, Holdaas H. Long-term renal allograft survival: a
quiet revolution. Kidney Int. (2018) 94:853–5. doi: 10.1016/j.kint.2018.08.005

3. Poggio ED, Augustine JJ, Arrigain S, Brennan DC, Schold JD. Long-term
kidney transplant graft survival-Making progress when most needed. Am J
Transplant. (2021) 21:2824–32. doi: 10.1111/ajt.16463

4. Hariharan S, Israni AK, Danovitch G. Long-Term survival after kidney
transplantation. N Engl J Med. (2021) 385:729–43. doi: 10.1056/NEJMra2014530

5. Mayrdorfer M, Liefeldt L, Wu K, Rudolph B, Zhang Q, Friedersdorff
F, et al. Exploring the complexity of death-censored kidney allograft
failure. J Am Soc Nephrol. (2021) 32:1513–26. doi: 10.1681/ASN.20200
81215

6. El-Zoghby ZM, Stegall MD, Lager DJ, Kremers WK, Amer H, Gloor JM,
et al. Identifying specific causes of kidney allograft loss. Am J Transplant. (2009)
9:527–35. doi: 10.1111/j.1600-6143.2008.02519.x

7. Sellarés J, de Freitas DG, Mengel M, Reeve J, Einecke G, Sis B, et al.
Understanding the causes of kidney transplant failure: the dominant role of
antibody-mediated rejection and nonadherence. Am J Transplant. (2012) 12:388–
99. doi: 10.1111/j.1600-6143.2011.03840.x

Frontiers in Medicine 15 frontiersin.org

https://doi.org/10.3389/fmed.2022.943502
https://www.frontiersin.org/articles/10.3389/fmed.2022.943502/full#supplementary-material
https://www.frontiersin.org/articles/10.3389/fmed.2022.943502/full#supplementary-material
https://doi.org/10.1016/j.kint.2018.05.018
https://doi.org/10.1016/j.kint.2018.05.018
https://doi.org/10.1016/j.kint.2018.08.005
https://doi.org/10.1111/ajt.16463
https://doi.org/10.1056/NEJMra2014530
https://doi.org/10.1681/ASN.2020081215
https://doi.org/10.1681/ASN.2020081215
https://doi.org/10.1111/j.1600-6143.2008.02519.x
https://doi.org/10.1111/j.1600-6143.2011.03840.x
https://www.frontiersin.org/journals/medicine
https://www.frontiersin.org/


fmed-09-943502 September 13, 2022 Time: 15:47 # 16

López del Moral et al. 10.3389/fmed.2022.943502

8. Naesens M, Kuypers DR, De Vusser K, Evenepoel P, Claes K, Bammens B,
et al. The histology of kidney transplant failure: a long-term follow-up study.
Transplantation. (2014) 98:427–35. doi: 10.1097/TP.0000000000000183

9. Chand S, Atkinson D, Collins C, Briggs D, Ball S, Sharif A, et al. The spectrum
of renal allograft failure. PLoS One. (2016) 11:e0162278. doi: 10.1371/journal.pone.
0162278

10. Van Loon E, Senev A, Lerut E, Coemans M, Callemeyn J, Van Keer JM,
et al. Assessing the complex causes of kidney allograft loss. Transplantation. (2020)
104:2557–66. doi: 10.1097/TP.0000000000003192

11. Loupy A, Haas M, Roufosse C, Naesens M, Adam B, Afrouzian M, et al.
The Banff 2019 kidney meeting report (I): updates on and clarification of criteria
for T cell- and antibody-mediated rejection. Am J Transplant. (2020) 20:2318–31.
doi: 10.1111/ajt.15898

12. Lefaucheur C, Louis K, Philippe A, Loupy A, Coates PT. The emerging field
of non–human leukocyte antigen antibodies in transplant medicine and beyond.
Kidney Int. (2021) 100:787–98. doi: 10.1016/j.kint.2021.04.044

13. Lefaucheur C, Viglietti D, Bouatou Y, Philippe A, Pievani D, Aubert O,
et al. Non-HLA agonistic anti-angiotensin II type 1 receptor antibodies induce
a distinctive phenotype of antibody-mediated rejection in kidney transplant
recipients. Kidney Int. (2019) 96:189–201. doi: 10.1016/j.kint.2019.01.030

14. Cardinal H, Dieudé M, Hébert MJ. The emerging importance of Non-HLA
autoantibodies in kidney transplant complications. J Am Soc Nephrol. (2017)
28:400–6. doi: 10.1681/ASN.2016070756

15. Clotet-Freixas S, Kotlyar M, McEvoy CM, Pastrello C, Rodríguez-Ramírez S,
Farkona S, et al. Increased autoantibodies against Ro/SS-A, CENP-B, and La/SS-
B in patients with kidney allograft antibody-mediated rejection. Transplant Direct.
(2021) 7:e768. doi: 10.1097/TXD.0000000000001215

16. Lachmann, N, Terasaki PI, Schönemann C. Donor-specific HLA antibodies
in chronic renal allograft rejection: a prospective trial with a four-year follow-up.
Clin Transpl. (2006) 171–99.

17. Mao Q, Terasaki PI, Cai J, Briley K, Catrou P, Haisch C, et al. Extremely
high association between appearance of HLA antibodies and failure of kidney
grafts in a five-year longitudinal study. Am J Transplant. (2007) 4:864–71. doi:
10.1111/j.1600-6143.2006.01711.x

18. Zhu L, Lee P, Everly MJ, Terasaki PI. Detailed examination of HLA antibody
development on renal allograft failure and function. Clin Transpl. (2008) 2008:171–
87.

19. Haas M, Loupy A, Lefaucheur C, Roufosse C, Glotz D, Seron D, et al. The
Banff 2017 kidney meeting report: revised diagnostic criteria for chronic active T
cell-mediated rejection, antibody-mediated rejection, and prospects for integrative
endpoints for next-generation clinical trials. Am J Transplant. (2018) 18:293–307.
doi: 10.1111/ajt.14625

20. Callemeyn J, Ameye H, Lerut E, Senev A, Coemans M, Van Loon E, et al.
Revisiting the changes in the Banff classification for antibody- mediated rejection
after kidney transplantation. Am J Transplant. (2021) 21:2413–23. doi: 10.1111/ajt.
16474

21. Aubert O, Loupy A, Hidalgo L, Duong van Huyen JP, Higgins S, et al.
Antibody-Mediated rejection due to preexisting versus de novo donor-specific
antibodies in kidney allograft recipients. J Am Soc Nephrol. (2017) 28:1912–23.
doi: 10.1681/ASN.2016070797

22. Ziemann M, Altermann W, Angert K, Arns W, Bachmann A, Bakchoul
T, et al. Preformed donor-specific HLA antibodies in living and deceased donor
transplantation: a multicenter study. Clin J Am Soc Nephrol. (2019) 14:1056–66.
doi: 10.2215/CJN.13401118

23. Zhang R. Donor-Specific antibodies in kidney transplant recipients.Clin J Am
Soc Nephrol. (2018) 13:182–92. doi: 10.2215/CJN.00700117

24. Filippone EJ, Farber JL. Humoral immune response and allograft function
in kidney transplantation. Am J Kidney Dis. (2015) 66:337–47. doi: 10.1053/j.ajkd.
2015.03.033

25. Ginevri F, Nocera A, Comoli P, Innocente A, Cioni M, Parodi A, et al.
Posttransplant de novo donor-specific hla antibodies identify pediatric kidney
recipients at risk for late antibody-mediated rejection. Am J Transplant. (2012)
12:3355–62. doi: 10.1111/j.1600-6143.2012.04251.x

26. Lachmann N, Terasaki PI, Budde K, Liefeldt L, Kahl A, Reinke P, et al.
Anti-human leukocyte antigen and donor-specific antibodies detected by luminex
posttransplant serve as biomarkers for chronic rejection of renal allografts.
Transplantation. (2009) 87:1505–13. doi: 10.1097/TP.0b013e3181a44206

27. Ntokou I-SA, Iniotaki AG, Kontou EN, Darema MN, Apostolaki MD,
Kostakis AG, et al. Long-term follow up for anti-HLA donor specific antibodies
postrenal transplantation: high immunogenicity of HLA class II graft molecules.
Transpl Int. (2011) 24:1084–93. doi: 10.1111/j.1432-2277.2011.01312.x

28. Wiebe C, Gibson IW, Blydt-Hansen TD, Karpinski M, Ho J, Storsley LJ,
et al. Evolution and clinical pathologic correlations of de novo donor specific
HLA antibody post kidney transplant. Am J Transplant. (2012) 12:1157–67. doi:
10.1111/j.1600-6143.2012.04013.x

29. Everly MJ, Rebellato LM, Haisch CE, Ozawa M, Parker K, Briley KP, et al.
Incidence and impact of de novo donor-specific alloantibody in primary renal
allografts. Transplantation. (2013) 95:410–7. doi: 10.1097/TP.0b013e31827d62e3

30. Cun H, Hönger G, Kleiser M, Amico P, Wehmeier C, Steiger J, et al. Screening
strategy for de novo donor-specific HLA antibodies beyond the first year after
kidney transplantation: personalized or "one size fits all"? Clin Transplant. (2021)
35:e14170. doi: 10.1111/ctr.14170

31. Cooper JE, Gralla J, Cagle L, Goldberg R, Chan L, Wiseman AC. Inferior
kidney allograft outcomes in patients with de novo donor-specific antibodies are
due to acute rejection episodes. Transplantation. (2011) 91:1103–9. doi: 10.1097/
TP.0b013e3182139da1

32. Tambur AR, Campbell P, Claas FH, Feng S, Gebel HM, Jackson AM, et al.
Sensitization in transplantation: assessment of risk (STAR) 2017 working group
meeting report. Am J Transplant. (2018) 18:1604–14. doi: 10.1111/ajt.14752

33. Lachmann N, Niemann M, Reinke P, Budde K, Schmidt D, Halleck F,
et al. Donor-recipient matching based on predicted indirectly recognizable HLA
epitopes independently predicts the incidence of de novo donor-specific HLA
antibodies following renal transplantation. Am J Transplant. (2017) 17:3076–86.
doi: 10.1111/ajt.14393

34. Unterrainer C, Döhler B, Niemann M, Lachmann N, Süsal C. Can PIRCHE-II
matching outmatch traditional HLA matching? Front Immunol. (2021) 12:631246.
doi: 10.3389/fimmu.2021.631246

35. Sakamoto S, Iwasaki K, Tomosugi T, Niemann M, Spierings E, Miwa Y, et al.
Analysis of T and B cell epitopes to predict the risk of de novo donor-specific
antibody (DSA) production after kidney transplantation: a two-center retrospective
cohort study. Front Immunol. (2020) 11:2000. doi: 10.3389/fimmu.2020.02000

36. Bestard B, Meneghini M, Crespo E, Bemelman F, Koch M, Volk HD,
et al. Preformed T cell alloimmunity and HLA eplet mismatch to guide
immunosuppression minimization with tacrolimus monotherapy in kidney
transplantation: results of the CELLIMIN trial. Am J Transplant. (2021) 21:2833–
45. doi: 10.1111/ajt.16563

37. Lee PC, Zhu L, Terasaki PI, Everly MJ. HLA-specific antibodies developed in
the first year posttransplant are predictive of chronic rejection and renal graft loss.
Transplantation. (2009) 88:568–74. doi: 10.1097/TP.0b013e3181b11b72

38. Kumbala D, Zhang R. Essential concept of transplant immunology for clinical
practice. World J Transplant. (2013) 3:113–8. doi: 10.5500/wjt.v3.i4.113

39. Cunha APL, Fabreti-Oliveira RA, Lasmar MF, Garcia JC, Vilela TP,
Nascimento E. Clinical outcome of kidney transplant patients on the allograft
function, loss, effects of HLA-DQB1-DSA +, and Graft Survival. Transplant Proc.
(2021) 53:2188–96. doi: 10.1016/j.transproceed.2021.07.011

40. Senev A, Coemans M, Lerut E, Van Sandt V, Kerkhofs J, Daniëls L, et al. Eplet
mismatch load and de novo occurrence of donor-specific Anti-HLA antibodies,
rejection, and graft failure after kidney transplantation: an observational cohort
study. J Am Soc Nephrol. (2020) 31:2193–204. doi: 10.1681/ASN.2020010019

41. Tambur AR, Campbell P, Chong AS, Feng S, Ford ML, Gebel H, et al.
Sensitization in transplantation: assessment of risk (STAR) 2019 working group
meeting report. Am J Transplant. (2020) 20:2652–68. doi: 10.1111/ajt.15937

42. Cooper JE, Gralla J, Chan L, Wiseman AC. Clinical significance of post
kidney transplant de novo DSA in otherwise stable grafts. Clin Transpl. (2011)
2011:359–64.

43. Liu W, Zhao J, Kang ZY, Xiao YL, Yang L, Liu C, et al. De novo donor-
specific HLA antibodies reduce graft survival rates and increase the risk of kidney
transplant rejection: a single-center retrospective study. Transpl Immunol. (2021)
68:101430. doi: 10.1016/j.trim.2021.101430

44. Tambur AR, Herrera ND, Haarberg KM, Cusick MF, Gordon RA, Leventhal
JR, et al. Assessing antibody strength: comparison of MFI, C1q, and titer
information. Am J Transplant. (2015) 15:2421–30. doi: 10.1111/ajt.13295

45. Tambur AR, Wiebe C. HLA diagnostics: evaluating DSA strength by titration.
Transplantation. (2018) 102:S23–30. doi: 10.1097/TP.0000000000001817

46. Süsal C, Wettstein D, Döhler B, Morath C, Ruhenstroth A, Scherer S, et al.
Association of kidney graft loss with de novo produced donor-specific and non-
donor-specific HLA antibodies detected by single antigen testing. Transplantation.
(2015) 99:1976–80. doi: 10.1097/TP.0000000000000672

47. Reed EF, Rao P, Zhang Z, Gebel H, Bray RA, Guleria I, et al. Comprehensive
assessment and standardization of solid phase multiplex-bead arrays for the
detection of antibodies to HLA. Am J Transplant. (2013) 13:1859–70. doi: 10.1111/
ajt.12287

Frontiers in Medicine 16 frontiersin.org

https://doi.org/10.3389/fmed.2022.943502
https://doi.org/10.1097/TP.0000000000000183
https://doi.org/10.1371/journal.pone.0162278
https://doi.org/10.1371/journal.pone.0162278
https://doi.org/10.1097/TP.0000000000003192
https://doi.org/10.1111/ajt.15898
https://doi.org/10.1016/j.kint.2021.04.044
https://doi.org/10.1016/j.kint.2019.01.030
https://doi.org/10.1681/ASN.2016070756
https://doi.org/10.1097/TXD.0000000000001215
https://doi.org/10.1111/j.1600-6143.2006.01711.x
https://doi.org/10.1111/j.1600-6143.2006.01711.x
https://doi.org/10.1111/ajt.14625
https://doi.org/10.1111/ajt.16474
https://doi.org/10.1111/ajt.16474
https://doi.org/10.1681/ASN.2016070797
https://doi.org/10.2215/CJN.13401118
https://doi.org/10.2215/CJN.00700117
https://doi.org/10.1053/j.ajkd.2015.03.033
https://doi.org/10.1053/j.ajkd.2015.03.033
https://doi.org/10.1111/j.1600-6143.2012.04251.x
https://doi.org/10.1097/TP.0b013e3181a44206
https://doi.org/10.1111/j.1432-2277.2011.01312.x
https://doi.org/10.1111/j.1600-6143.2012.04013.x
https://doi.org/10.1111/j.1600-6143.2012.04013.x
https://doi.org/10.1097/TP.0b013e31827d62e3
https://doi.org/10.1111/ctr.14170
https://doi.org/10.1097/TP.0b013e3182139da1
https://doi.org/10.1097/TP.0b013e3182139da1
https://doi.org/10.1111/ajt.14752
https://doi.org/10.1111/ajt.14393
https://doi.org/10.3389/fimmu.2021.631246
https://doi.org/10.3389/fimmu.2020.02000
https://doi.org/10.1111/ajt.16563
https://doi.org/10.1097/TP.0b013e3181b11b72
https://doi.org/10.5500/wjt.v3.i4.113
https://doi.org/10.1016/j.transproceed.2021.07.011
https://doi.org/10.1681/ASN.2020010019
https://doi.org/10.1111/ajt.15937
https://doi.org/10.1016/j.trim.2021.101430
https://doi.org/10.1111/ajt.13295
https://doi.org/10.1097/TP.0000000000001817
https://doi.org/10.1097/TP.0000000000000672
https://doi.org/10.1111/ajt.12287
https://doi.org/10.1111/ajt.12287
https://www.frontiersin.org/journals/medicine
https://www.frontiersin.org/


fmed-09-943502 September 13, 2022 Time: 15:47 # 17

López del Moral et al. 10.3389/fmed.2022.943502

48. Zachary AA, Lucas DP, Detrick B, Leffell MS. Naturally occurring interference
in Luminex assays for HLA-specific antibodies: characteristics and resolution. Hum
Immunol. (2009) 70:496–501. doi: 10.1016/j.humimm.2009.04.001

49. Schmidt D, Osmanodja B, Pfefferkorn M, Graf V, Raschke D, Duettmann
W, et al. TBase - an integrated electronic health record and research database for
kidney transplant recipients. J Vis Exp. (2021) 170:e61971. doi: 10.3791/61971

50. Zhang Q, Budde K, Schmidt D, Halleck F, Duerr M, Naik MG,
et al. Clinicopathologic features and risk factors of proteinuria in transplant
glomerulopathy. Front Med. (2021) 8:666319. doi: 10.3389/fmed.2021.666319

51. Wu K, Schmidt D, López Del Moral C, Osmanodja B, Lachmann N, Zhang
Q, et al. Poor long-term renal allograft survival in patients with chronic antibody-
mediated rejection, irrespective of treatment-a single center retrospective study. J
Clin Med. (2021) 11:199. doi: 10.3390/jcm11010199

52. Ziemann M, Suwelack B, Banas B, Budde K, Einecke G, Hauser I, et al.
Determination of unacceptable HLA antigen mismatches in kidney transplant
recipients. HLA. (2021) 100:3–17. doi: 10.1111/tan.14521

53. Gragert L, Madbouly A, Freeman J, Maiers M. Six-locus high resolution HLA
haplotype frequencies derived from mixed-resolution DNA typing for the entire US
donor registry. Hum Immunol. (2013) 74:1313–20. doi: 10.1016/j.humimm.2013.
06.025

54. Creary LE, Gangavarapu S, Mallempati KC, Montero-Martín G, Caillier SJ,
Santaniello A, et al. Next-generation sequencing reveals new information about
HLA allele and haplotype diversity in a large European American population -
Table S13, S14. Hum Immunol. (2019) 80:807–22. doi: 10.1016/j.humimm.2019.07.
275

55. Eberhard HP, Schmidt AH, Mytilineos J, Fleischhauer K, Müller CR.
Common and well-documented HLA alleles of German stem cell donors by
haplotype frequency estimation. HLA. (2018) 92:206–14. doi: 10.1111/tan.13378

56. HLA-Matchmaker (2020). Available online at: http://www.epitopes.net/
downloads.html (DRDQDP Antibody Analysis Program V3.1). (accessed May 15,
2021).

57. Waiser J, Klotsche J, Lachmann N, Wu K, Rudolph B, Halleck F, et al.
Predictors of graft survival at diagnosis of antibody-mediated renal allograft
rejection: a retrospective single-center cohort study. Transpl Int. (2020) 33:149–60.
doi: 10.1111/tri.13525

58. Kiberd BA, Miller A, Martin S, Tennankore KK. De novo donor-specific
human leukocyte antigen antibody screening in kidney transplant recipients after
the first year posttransplantation: a medical decision analysis. Am J Transplant.
(2016) 16:3212–9. doi: 10.1111/ajt.13838

59. Halloran PF. T cell-mediated rejection of kidney transplants: a personal
viewpoint. Am J Transplant. (2010) 10:1126–34. doi: 10.1111/j.1600-6143.2010.
03053.x

60. Rampersad C, Balshaw R, Gibson IW, Ho J, Shaw J, Karpinski M, et al.
The negative impact of T cell–mediated rejection on renal allograft survival
in the modern era. Am J Transplant. (2021) 22:761–71. doi: 10.1111/ajt.1
6883

61. Wiebe C, Rush DN, Gibson IW, Pochinco D, Birk PE, Goldberg A, et al.
Evidence for the alloimmune basis and prognostic significance of Borderline T
cell–mediated rejection. Am J Transplant. (2020) 20:2499–508. doi: 10.1111/ajt.
15860

62. Tambur AR, Kosmoliaptsis V, Claas FHJ, Mannon RB, Nickerson P, Naesens
M. Significance of HLA-DQ in kidney transplantation: time to reevaluate human
leukocyte antigen-matching priorities to improve transplant outcomes? An expert
review and recommendations. Kidney Int. (2021) 100:1012–22. doi: 10.1016/j.kint.
2021.06.026

63. Hardy MA, Suciu-Foca N, Reed E, Benvenisty AI, Smith C, Rose E, et al.
Immunomodulation of kidney and heart transplants by anti-idiotypic antibodies.
Ann Surg. (1991) 4:522–8. doi: 10.1097/00000658-199110000-00016

64. Rocha PN, Butterly DW, Greenberg A, Reddan DN, Tuttle-Newhall J, Collins
BH, et al. Beneficial effect of plasmapheresis and intravenous immunoglobulin on
renal allograft survival of patients with acute humoral rejection. Transplantation.
(2003) 9:1490–5. doi: 10.1097/01.TP.0000060252.57111.AC

Frontiers in Medicine 17 frontiersin.org

https://doi.org/10.3389/fmed.2022.943502
https://doi.org/10.1016/j.humimm.2009.04.001
https://doi.org/10.3791/61971
https://doi.org/10.3389/fmed.2021.666319
https://doi.org/10.3390/jcm11010199
https://doi.org/10.1111/tan.14521
https://doi.org/10.1016/j.humimm.2013.06.025
https://doi.org/10.1016/j.humimm.2013.06.025
https://doi.org/10.1016/j.humimm.2019.07.275
https://doi.org/10.1016/j.humimm.2019.07.275
https://doi.org/10.1111/tan.13378
http://www.epitopes.net/downloads.html
http://www.epitopes.net/downloads.html
https://doi.org/10.1111/tri.13525
https://doi.org/10.1111/ajt.13838
https://doi.org/10.1111/j.1600-6143.2010.03053.x
https://doi.org/10.1111/j.1600-6143.2010.03053.x
https://doi.org/10.1111/ajt.16883
https://doi.org/10.1111/ajt.16883
https://doi.org/10.1111/ajt.15860
https://doi.org/10.1111/ajt.15860
https://doi.org/10.1016/j.kint.2021.06.026
https://doi.org/10.1016/j.kint.2021.06.026
https://doi.org/10.1097/00000658-199110000-00016
https://doi.org/10.1097/01.TP.0000060252.57111.AC
https://www.frontiersin.org/journals/medicine
https://www.frontiersin.org/

	The natural history of de novo donor-specific HLA antibodies after kidney transplantation
	Introduction
	Materials and methods
	Patient population
	De novo donor-specific HLA antibodies
	Statistical analysis

	Results
	Discussion
	Data availability statement
	Ethics statement
	Author contributions
	Funding
	Acknowledgments
	Conflict of interest
	Publisher's note
	Supplementary material
	References


