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ABSTRACT Salmonella enterica serovar Infantis is a broadly distributed serovar
infecting humans and animal reservoirs globally. Here, we report 80 draft genome
sequences of S. Infantis strains isolated from diverse sources in Brazil. These data will
improve our understanding of the specific traits of S. Infantis isolated in this country.

Infections caused by nontyphoid Salmonella enterica serovars are considered one of
the four major causes of foodborne diseases worldwide, accounting for 93.8 million

cases of gastroenteritis and 155,000 deaths each year (1). Salmonella enterica subsp.
enterica serovar Infantis is a globally reported host-unspecific serovar, capable of
infecting mainly food-producing animals such as poultry, swine, and bovines and re-
sponsible for causing gastroenteritis in humans through the consumption of contami-
nated water and raw or undercooked meat products (2–5).

In this report, we announce a total of 80 draft genome sequences of Salmonella
Infantis strains isolated from food, human, environmental, and veterinary sources
between 2013 and 2018 in Brazil.

The strains were acquired from the Salmonella collection of the National Reference
Laboratory for Enteric Diseases at the Oswaldo Cruz Foundation (FIOCRUZ) of Rio de Janeiro,
where they were stored in phosphate-buffered agar at room temperature and/or in brain
heart infusion (BHI) broth/glycerol at –70°C until use. Genomic DNA was extracted from the
strains as previously described (6). Briefly, the strains were reactivated from storage in BHI
broth and incubated overnight at 37°C. A total of 4ml of bacterial growth was pelleted and
treated with solution 1 (20% sucrose; 50mM Tris-HCl, pH 8.0; and 50mM EDTA), followed by
treatment with solution 2 (50mM NaCl, 1% sarkosyl, and 0.005mg/ml of proteinase K). DNA
separation was performed with phenol, chloroform, and isoamyl alcohol. The concentration
was determined using a UV light spectrophotometer at 260 and 280nm.

Libraries were prepared using 1 ng of genomic DNA with the Nextera XT DNA
library preparation kit (Illumina, San Diego, CA). The genomes were sequenced in an
Illumina MiSeq sequencer using the 2� 150-bp paired-end MiSeq reagent kit version 3
(Illumina) according to the manufacturer’s recommendations. Quality control was per-
formed using the MicroRunQC workflow in the Galaxy platform (7). De novo assemblies
were generated from all Illumina sequence data using the SKESA version 2.2 assembler
(8). The contigs for each isolate (draft genome sequences) were annotated using
NCBI’s Prokaryotic Genome Annotation Pipeline (PGAP) (9). Default parameters were
used for all software, except where otherwise noted. The genome sizes ranged from
4.6 to 5.2Mb, the number of contigs per assembly for each isolate ranged from 30 to
96, and the C1G content ranged from 51.1 to 52.4%.

The data obtained will improve our understanding of the specific traits of Salmonella
Infantis strains isolated in Brazil from multiple sources between 2013 and 2018. They will
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also provide support for future research regarding the S. Infantis phylogenetics, epidemi-
ology, virulence, and antimicrobial resistance gene content, which will be detailed in
future publications.

Data availability. The draft genome sequences of the 80 Salmonella Infantis isolates
reported here are available in GenBank under the accession numbers listed in Table 1.
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