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ABSTRACT Ehrlichia chaffeensis is an obligatory intracellular bacterium that causes
human monocytic ehrlichiosis, an emerging disease transmitted by the Lone Star
tick, Amblyomma americanum. E. chaffeensis outer membrane protein entry trigger-
ing protein of Ehrlichia (EtpE) is necessary for bacterial entry into human cells. We
investigated the role of EtpE in transmission of the bacteria from tick to human cells
and whether or not vaccination with EtpE can prevent transmission of ehrlichiae
from ticks to mammals. An antiserum against the recombinant C terminus of EtpE
(rEtpE-C), which binds a mammalian cell-surface receptor and triggers bacterial en-
try, significantly inhibited E. chaffeensis transmission from infected tick cells to hu-
man monocytes in culture. Each of five specific-pathogen-free dogs were vaccinated
with rEtpE-C along with an immunostimulating complex or were sham vaccinated
with the complex alone. Dogs vaccinated with rEtpE-C developed high antibody ti-
ters against rEtpE-C and produced interferon-�-secreting cells, as assessed with the
ELISpot assay. All 10 dogs were challenged with A. americanum adult ticks infected
as nymphs by syringe inoculation with E. chaffeensis. Upon challenge, both the vac-
cinated and control dogs became infected by day 1 post-tick attachment, but the
majority of rEtpE-C-vaccinated dogs rapidly cleared the infection from the blood-
stream as soon as day 7, whereas most of sham-vaccinated dogs remained infected
at day 35. Peripheral blood leukocytes from vaccinated dogs had significantly ele-
vated interferon-� mRNA levels and secreted significantly elevated interferon-� soon
after tick attachment. Thus, the EtpE-C vaccine represents the first ehrlichial protein
vaccine demonstrated to reduce bacterial infection in mammals upon challenge with
infected ticks.

IMPORTANCE The incidence of tick-borne diseases has risen dramatically in the past
two decades and continues to rise. Discovered in 1986 and designated a nationally
notifiable disease in 1998 by the Centers for Disease Control and Prevention, human
monocytic ehrlichiosis, which is caused by the bacterium Ehrlichia chaffeensis, is one
of the most prevalent, life-threatening, emerging tick-borne zoonoses in the United
States. We investigated the role of the E. chaffeensis protein EtpE in transmission of
the bacterium from tick to human cells and in vaccinated dogs with EtpE to assess
the efficacy of vaccination against E. chaffeensis-infected tick challenge. Our results
help fill gaps in our understanding of E. chaffeensis-derived protective antigens that
could be used in a candidate vaccine for immunization of humans to counter tick-
transmitted ehrlichiosis.
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Ehrlichia chaffeensis is an obligatory intracellular bacterium that replicates within
human blood monocytes and causes the emerging tick-borne infectious disease

human monocytic ehrlichiosis (HME), which is characterized by severe systemic flu-like
illness with hematologic abnormalities and mild hepatitis. HME can have relatively
severe effects on older adults and persons with underlying health conditions and/or
immunocompromised individuals. HME is often undiagnosed or misdiagnosed owing
to nonspecific clinical signs and/or the lack of specific, sensitive, and readily available
diagnostic tests, particularly at early stages of infection. The current therapy of choice
is the broad-spectrum antibiotic doxycycline, which is effective only if initiated early
because any delay in initiating therapy can lead to severe sepsis-like complications or
death with a mortality rate of 2% to 5% (1). No vaccines exist for HME.

The Lone Star tick (Amblyomma americanum) serves as the primary biological vector
for E. chaffeensis (2), and E. chaffeensis DNA has been detected in Amblyomma sp. and
related tick species in regions of HME endemicity worldwide (3–5). The Lone Star tick
is an aggressive nonspecific feeder and bites humans at all three developmental stages,
i.e., larvae, nymph, and adult. In fact, when 222 A. americanum ticks removed from
humans were tested, 33 (15%) had E. chaffeensis DNA, indicating a high chance of
transmission from infected ticks to humans (6). White-tailed deer (Odocoileus virginia-
nus) are well-known natural blood reservoirs for E. chaffeensis (7, 8), in addition to
serving as important hosts to all three mobile stages of the Lone Star tick (9). These deer
have been overpopulated for decades in much of the continental United States,
contributing to the emergence and expansion of HME (10).

E. chaffeensis has a small genome (1.2 Mb) and lacks primary pathogen-associated
molecular patterns, such as lipopolysaccharide (an endotoxin), peptidoglycan, flagella,
pili, and a capsule, as well as exotoxins (11, 12). The essential step in E. chaffeensis
virulence is its entry into eukaryotic host cells, wherein it replicates by hijacking/
dysregulating cell functions. The survival of E. chaffeensis is secured only by its specific
mode of entry, which is mechanistically distinct from phagocytosis (13). Our recent
studies showed that the unique E. chaffeensis surface-exposed outer membrane protein
entry triggering protein of Ehrlichia (EtpE; ECH1038, GenBank accession number
YP_507823 for ArkansasT) functions as an invasin (13). EtpE is highly expressed during
the intracellular E. chaffeensis developmental stage called the dense-cored cell, which
precedes E. chaffeensis release from host cells to initiate a new cycle of infection (14).
The C-terminal region of EtpE (EtpE-C) is absolutely conserved among E. chaffeensis
strains, and this region extends outwardly from the bacterial surface. We previously
produced a recombinant EtpE-C (rEtpE-C; 308 residues) and used EtpE-C-coated latex
beads to demonstrate that this C-terminal portion alone could mediate the invasion of
host cells, whereas the N-terminal portion (anchored in the E. chaffeensis outer mem-
brane) could not (13, 15). We discovered that the mammalian cell-surface glycosyl-
phosphatidyl inositol-anchored protein DNase X (DNase-1-like 1) is the receptor for
EtpE-C-mediated entry. DNase X directly binds EtpE-C, antibody-mediated neutraliza-
tion of DNase X or small interfering RNA (siRNA)-mediated suppression of its expression
could impair the binding and entry of E. chaffeensis and rEtpE-C-coated beads, and
consequently host-cell infection was prohibited (13). Furthermore, DNase X knockout
(DNase X–/–) in mice significantly reduced the bacterial load in both whole animals and
macrophages derived from them (13), pointing to a key role for EtpE-C-mediated entry
via DNase X in E. chaffeensis infection.

EtpE is expressed by E. chaffeensis in HME patients (naturally infected by a tick bite)
and in dogs infected experimentally, as evidenced by the production of specific
antibodies against EtpE (13). EtpE is essential for the infection of monocytes because an
antibody against rEtpE-C could greatly inhibit E. chaffeensis binding, entry, and infec-
tion. Moreover, vaccination of mice with rEtpE-C significantly inhibits E. chaffeensis
infection upon intraperitoneal E. chaffeensis challenge (13), suggesting that humans at
risk for HME could also be similarly vaccinated. Therefore, we examined whether a
polyclonal anti-rEtpE-C serum could block the transmission of E. chaffeensis from tick
cells to human monocytes in culture. Moreover, the dog is naturally infected with E.
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chaffeensis (16–18) and can serve as a useful animal model for tick transmission of E.
chaffeensis (19, 20). Thus, we examined whether or not vaccination of dogs with rEtpE-C
could reduce the incidence of tick-mediated transmission of E. chaffeensis to dogs.

RESULTS
An antibody against rEtpE-C inhibits the transmission of E. chaffeensis from

tick cells to human monocytes. A global transcriptome analysis (21) revealed that the
pattern of gene expression in E. chaffeensis differs depending on whether or not the
bacterium infects tick cells or mammalian cells. E. chaffeensis grown in tick cells
expresses proteins that best fit the tick environment. For effective tick-to-human
transmission, however, E. chaffeensis must be liberated from tick cells and rapidly enter
human cells because the bacterium cannot survive outside a eukaryotic cell. Once it is
inside a mammalian cell, E. chaffeensis gene expression is reprogrammed. We previ-
ously showed that EtpE is expressed by E. chaffeensis cultured in several mammalian
cells, including human primary macrophages derived from peripheral blood monocytes
and that native EtpE can be identified in Western blots and observed via immunoflu-
orescence microscopy using an antiserum against rEtpE-C (13). In the tick cell lines
AAE2 and ISE6 infected with E. chaffeensis, EtpE mRNA is expressed at higher levels than
in the E. chaffeensis-infected human monocytic leukemia cell line THP-1, as assessed
with microarrays (21). This suggests that EtpE is critical for transmission from a tick to
mammalian cells at the site of a tick bite, and thus, it is possible that anti-rEtpE-C could
be used to inhibit tick-to-human transmission of E. chaffeensis by inhibiting entry of tick
cell-resident E. chaffeensis into mammalian cells. To test this possibility, we first con-
firmed that EtpE is indeed expressed by E. chaffeensis in cultured ISE6 cells, as assessed
with Western blotting and immunofluorescence microscopy (Fig. 1).

A transmission blocking assay was designed to assess the ability of anti-rEtpE-C
serum to prevent E. chaffeensis transmission from infected ISE6 cells to uninfected
human THP-1 monocytes. E. chaffeensis-infected tick cells were cocultured with unin-
fected THP-1 cells in the presence of anti-rEtpE-C serum or preimmune serum for
2 days, and the percentage of infected THP-1 cells was scored. Although ISE6 and THP-1
cells could be easily differentiated based on cell size and nuclear shape (Fig. 2A and B),
to unambiguously distinguish these two cell types, we used an antibody against human
CD147, which specifically labels THP-1 cells, and 4=,6-diamidino-2-phenylindole (DAPI),
which labels the nucleus of both host cells and E. chaffeensis. The immunofluorescence
microscopy results revealed that anti-rEtpE-C significantly inhibited the transmission of
E. chaffeensis from infected ISE6 cells to cocultured THP-1 cells (Fig. 2C).

FIG 1 EtpE is expressed by E. chaffeensis in tick cells. (A) Expression of native EtpE by E. chaffeensis in
ISE6 cells. E. chaffeensis-infected ISE6 cells at 3 days postinfection were subjected to Western blotting
with rabbit anti-rEtpE-C. Infection of cells with E. chaffeensis was assessed with anti-P28 and normalized
by I. scapularis tick actin. (B) E. chaffeensis-infected ISE6 cells at 3 days postinfection were labeled with
anti-rEtpE-C and Alexa Fluor 488-conjugated anti-rabbit IgG. E. chaffeensis, and host DNAs were labeled
with DAPI (pseudocolored red). Merge/DIC, fluorescence images merged with differential interference
contrast images with a DeltaVision microscope. Scale bar, 10 �m.
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EtpE is expressed by E. chaffeensis in adult A. americanum ticks infected as
nymphs. The tick A. americanum is the primary biological vector for E. chaffeensis
replication and transmission (10). A. americanum are three-host ticks, taking the first
and second blood meals from different hosts during the larval and nymphal stages to
molt into the next stage (22). To prepare E. chaffeensis-infected ticks for our experi-
mental transmission study, 1,150 freshly engorged A. americanum nymphs were needle
injected with E. chaffeensis (7� 108 to 10 � 108 bacteria in 2 to 4 �l per tick) freshly
isolated from infected DH82 cells. The engorged, injected nymphal ticks were allowed
to molt in an incubator, resulting in 400 males and 680 female adult ticks (molting
efficiency, 94%). E. chaffeensis infection in the molted adult ticks was verified by reverse
transcription-quantitative PCR (RT-qPCR) of E. chaffeensis 16S rRNA. All tested ticks
(n � 40; 25 females, 15 males) were infected with E. chaffeensis, indicating effective
transstadial transmission (Fig. 3A). The number of bacteria in whole ticks was much
lower than that in ISE6 cell cultures when normalized with A. americanum tick actin and
Ixodes scapularis tick actin (ISE6 cells), respectively, most likely due to variations in the
amounts of bacteria in various tick tissues (Fig. 3A). However, expression of EtpE mRNA
by E. chaffeensis, which was normalized to that of E. chaffeensis 16S rRNA, was
significantly greater in both female and male ticks than in ISE6 cells, as assessed with
RT-qPCR (Fig. 3B).

FIG 2 Anti-EtpE-C inhibits the transmission of E. chaffeensis from tick cells to human monocytes. Infected ISE6 cells
(a) were incubated with uninfected THP-1 cells (b) in the presence of rabbit preimmune (A) or anti-EtpE-C (B) serum
for 2 days. The cocultured cells were labeled with mouse anti-human CD147 (green). Bacteria and the host cell DNA
were labeled with DAPI (pseudocolored red). (C) Quantitation of 200 THP-1 cells each in four independent
experiments. *, P � 0.05, based on the unpaired two-tailed Student’s t test. Horizontal bars indicate mean values.

FIG 3 EtpE is expressed by E. chaffeensis in adult A. americanum ticks infected as nymphs. (A) Expression
of 16S rRNA by E. chaffeensis in ISE6 cells or in molted male and female A. americanum ticks normalized
by I. scapularis (Is) actin (ISE6) mRNA or A. americanum (Aa) tick actin mRNA, respectively. (B) Expression
of EtpE mRNA by E. chaffeensis in ISE6 cells and in A. americanum ticks normalized by E. chaffeensis 16S
rRNA (RT-qPCR). *, P � 0.0001, based on ANOVA. Horizontal bars indicate mean values.
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Dogs vaccinated with rEtpE-C develop high antibody titers against rEtpE-C and
clear E. chaffeensis rapidly upon challenge with E. chaffeensis-infected ticks.
Specific-pathogen-free Beagle dogs (age, 1 to 2 years; 10 dogs, 4 male, 6 female) were
vaccinated with rEtpE-C and the immunostimulating complex (ISCOM) (2 male and 3
female) or with ISCOM alone (sham vaccination control; 2 male and 3 female) three
times at 2-week intervals as described in the Materials and Methods. The ISCOM is a
spherical open cage-like structure (30 to 40 nm in diameter) that forms spontaneously
when antigens are mixed together with cholesterol, phospholipids, and Quillaia sapo-
nins (23). The complex stimulates the immune system and is often included in a vaccine
to induce a stronger immune response and hence longer-lasting protection (24).

At 14 to 24 days after the last vaccination, two tick-feeding chambers made of
stockinettes were attached to the skin of each dog, and 30 E. chaffeensis-infected ticks
(20 females, 10 males) were placed in each stockinette. Mating occurs on the host upon
the third blood meal, and both male and female ticks were included in each stockinette
because mating promotes feeding on blood (25). The male must feed to produce
spermatophores, and the female must feed to produce eggs (22). Ticks were allowed to
feed for 13 to 15 days until ticks started to drop, and the remaining ticks were pulled
off manually. These transmission-fed ticks were dissected and analyzed for E. chaffeensis
load and EtpE expression in their salivary glands. Clinical signs and rectal temperature
of dogs were monitored daily, and blood parameters (complete blood count with white
blood cell differential and serum chemistry) were analyzed before the first vaccination,
after the third vaccination, and at 1 and 3 weeks after tick challenge. Antibody devel-
opment in the dogs was determined in sequentially collected blood samples by
enzyme-linked immunosorbent assay (ELISA) and Western blotting. RNA was extracted
from the blood samples, and E. chaffeensis abundance was determined by RT-qPCR of
the E. chaffeensis 16S rRNA gene. The production of interferon-� (IFN-�) and other
cytokines in blood samples was also measured by RT-qPCR.

No significant clinical signs, fever, or abnormalities in blood cell counts or chemistry
were detected throughout the study. Substantial antibody titers specific to rEtpE-C
were attained for all vaccinated dogs but not for any of the sham-vaccinated dogs, as
assessed with Western blotting (Fig. 4A) and ELISA (Fig. 4B) throughout the study. The
E. chaffeensis burden in the blood was monitored until 35-days post-tick attachment
(Fig. 5). Differences in bacterial 16S rRNA (normalized by dog blood cell GAPDH mRNA)
between sham-vaccinated dogs (5 dogs) and rEtpE-C-vaccinated dogs (5 dogs) were
statistically analyzed for samples taken at various days post-tick challenge. Cycle
threshold (CT) values of �45 were capped at 45 and treated as censored values. Survival
analysis using a censored-data Cox model (the “coxme” function) was performed to
account for capped (censored) values with random effects for dogs to account for
repeated measures (26). The difference between vaccinated and sham-vaccinated dogs
across all days postinfection was statistically significant (P � 0.0017), indicating a
significant reduction in bacteria in the blood of vaccinated dogs compared with
sham-vaccinated dogs (Fig. 5).

IFN-� is induced in rEtpE-C-vaccinated dogs. IFN-� is a good indicator of a
protective, cell-mediated immune response to E. chaffeensis infection (15, 27, 28). The
ELISpot assay allows the direct quantification of individual cytokine-secreting cells ex
vivo based on capture ELISA, and the sensitivity of an ELISpot assay for cytokine
detection in culture supernatants is 10- to 200-times greater than that of traditional
ELISA (29). The canine IFN-� ELISpot assay revealed that peripheral blood mononuclear
cells (PBMCs) freshly collected from EtpE-C-vaccinated dogs significantly responded to
rEtpE-C stimulation by secreting IFN-� at 1 week before and 1 week after attachment of
infected ticks, whereas PBMCs from sham-vaccinated dogs did not respond to rEtpE-C
stimulation 1 week before tick attachment and only weakly responded 1 week after
attachment (Fig. 6A). The difference between rEtpE-C-vaccinated and sham-vaccinated
dogs was statistically significant (P � 0.001), as assessed with a negative binomial
mixed model, with similar differences between the groups for data obtained at 1 week
before and 1 week after tick attachment. RT-qPCR revealed that IFN-� mRNA in buffy
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coat peripheral blood leukocytes was significantly upregulated in vaccinated dogs at
day 7 and during days 14 to 17 after attachment of infected ticks compared with the
sham-vaccinated dogs (Fig. 6B). Thus, vaccination with rEtpE-C induced a significant
memory T-cell response that could thwart a challenge with E. chaffeensis-infected ticks.
rEtpE-C vaccination itself did not induce a significant proinflammatory cytokine re-
sponse (mRNA for tumor necrosis factor alpha [TNF-�], interleukin 1� [IL-1�], or IL-12)
in any of the dogs. After a challenge with infected ticks, there was a tendency for
vaccination to reduce the weak proinflammatory cytokine, although the differences in

FIG 4 Dogs vaccinated with rEtpE-C develop high antibody titers against rEtpE-C. (A) Western blotting
for rEtpE-C of plasma from a vaccinated dog (top) and a sham-vaccinated dog (bottom). dpv, days
postvaccination. Shown are representative results from five vaccinated and five sham-vaccinated dogs.
(B) ELISA titers (optical density at 450 nm [OD450]) using rEtpE-C or BSA (negative control) as the antigen.
Vac, rEtpE-C-vaccinated. Sham, sham-vaccinated. Shown are results (mean � SD) from five vaccinated
and five sham-vaccinated dogs. Gray arrows indicate the days on which dogs were vaccinated, and the
red arrow denotes the day on which the infected ticks started to attach.

FIG 5 Dogs vaccinated with rEtpE-C rapidly clear E. chaffeensis infection. –ΔCT (cycle threshold) is –[E.
chaffeensis load (CT value of E. chaffeensis 16S rRNA – CT value of dog GAPDH mRNA)] in peripheral blood
from rEtpE-C-vaccinated and sham-vaccinated dogs after attachment of E. chaffeensis-infected ticks
(RT-qPCR). Ech, E. chaffeensis; UD, undetectable (RT-qPCR). The difference between the rEtpE-C-
vaccinated and sham-vaccinated dogs across all days postinfection was significantly different
(P � 0.0017), as assessed with the censored-data Cox model with random effects.
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mRNA levels were not significant except for IL-1� mRNA at 14 to 17 days post-tick
challenge (Fig. 7).

EtpE-C vaccination of dogs does not reduce E. chaffeensis infection or EtpE
expression in transmission-fed ticks. qPCR revealed that the ratio of the E. chaffeensis
16S rRNA gene (reflecting E. chaffeensis abundance) to A. americanum actin DNA in
each of the male and female whole ticks did not differ significantly between vaccinated
and sham-vaccinated dogs (Fig. 8A). Thus, the feeding of ticks on dog blood containing
anti-EtpE-C did not reduce E. chaffeensis replication in infected adult ticks. Similarly,
RT-qPCR revealed that the levels of E. chaffeensis 16S rRNA and A. americanum actin
mRNA in salivary glands isolated from the attached female ticks did not differ signifi-
cantly between vaccinated and sham-vaccinated dogs (Fig. 8B). Moreover, the ratio of
E. chaffeensis EtpE mRNA to 16S rRNA in salivary glands from female ticks did not differ
significantly between EtpE-C-vaccinated and sham-vaccinated dogs (Fig. 8C).

DISCUSSION

Our results demonstrate that EtpE is expressed by E. chaffeensis in tick cells and that
an antiserum against rEtpE-C significantly inhibits E. chaffeensis transmission from

FIG 6 Vaccination of dogs with rEtpE-C induces a rapid IFN-� response to E. chaffeensis challenge. (A)
Canine IFN-� ELISpot assay. PBMCs were isolated from two rEtpE-C-vaccinated and two sham-vaccinated
dogs 7 days before and 7 days after the E. chaffeensis-infected ticks became attached. PBMCs were
incubated with EtpE-C or medium (negative control) in triplicates. ELISpot spot-forming units (SFUs) were
quantified with an ImmunoSpot analyzer, and the data from two dogs in each group were analyzed for
differences between rEtpE-C-vaccinated and sham-vaccinated dogs using a negative binomial mixed
model (*, P � 0.001). (B) Expression of IFN-� mRNA normalized by dog GAPDH mRNA in blood samples
from four rEtpE-C-vaccinated and four sham-vaccinated dogs on day 7 and days 14 to 17 after the
attachment of E. chaffeensis-infected ticks (RT-qPCR). *, P � 0.05; based on the unpaired two-tailed
Student’s t test. Horizontal bars indicate mean values.

FIG 7 Vaccination of dogs with rEtpE-C does not induce proinflammatory cytokines upon attachment
of E. chaffeensis-infected ticks. Expression of mRNAs encoding TNF-�, IL-1�, and IL-12 was normalized by
dog GAPDH mRNA in blood samples from four rEtpE-C-vaccinated and four sham-vaccinated dogs before
vaccination, on day 7 before tick attachment and on day 7 and days 14 to 17 after attachment of E.
chaffeensis-infected ticks (RT-qPCR). *, P � 0.05; based on the unpaired two-tailed Student’s t test.
Horizontal bars indicate mean values.
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infected tick cells to human monocytes in vitro. This overall approach can be used to
screen potential vaccine candidates for blocking the transmission of E. chaffeensis from
ticks to mammals. Vaccination of dogs with rEtpE-C induced strong anti-EtpE-C anti-
bodies and led to a rapid clearance of E. chaffeensis caused by a challenge with infected
ticks, although vaccination did not block the initial transmission of E. chaffeensis from
infected ticks to dogs. These results are similar to those obtained for dogs vaccinated
with a live E. chaffeensis Himar1 transposon mutant ECH_0660 vaccine (30). None-
theless, our rEtpE-C vaccine offers several advantages over live attenuated vaccines,
including (i) obviating the chance for reversion to the wild-type bacteria or causing
illness in immunosuppressed individuals, (ii) absence of inflammatory Ehrlichia
components that may be present in live attenuated vaccines, (iii) cost-effectiveness
and ease of preparation and storage, and (iv) vaccine stability. Hence, the EtpE-C
could be used in a candidate vaccine for vaccination of humans to counter
tick-transmitted ehrlichiosis.

IFN-�-pretreated human monocytes are resistant to E. chaffeensis infection (27). The
E. chaffeensis Arkansas strain induces a potent IFN-� response in severe combined
immunedeficient (SCID) mice, and this response suppresses E. chaffeensis infection;
however, SCID mice infected with the E. chaffeensis Wakulla strain, which cannot induce
IFN-�, succumb to overwhelming infection (15, 28). Although subunit vaccines are
generally considered ineffective for inducing cell-mediated immunity, our rEtpE-C
vaccine administered with an ISCOM adjuvant induced an early IFN-� response in dogs,
similar to results obtained upon vaccination of dogs with live E. chaffeensis mutant
ECH_0660 (30). Interestingly, using rEtpE-C as antigen, neither Western blotting nor
ELISA detected any antibody response to rEtpE-C in sham-vaccinated animals chal-
lenged with E. chaffeensis-infected ticks. This is in agreement with our previous obser-
vation that sera from HME patients (naturally infected via tick bite) recognize rEtpE-N
(N terminus of EtpE) more strongly than rEtpE-C (13), which may allow effective
infection.

Blood is the sole source of nutrients for ticks. The volume of blood ingested ranges
from 200- to 600-times an adult tick’s unfed body weight (31). Ticks concentrate blood
meals by excreting waste products and lymph back into the host animal through the
salivary glands (32), and thus, the salivary gland is the main route for the dissemination
of tick-borne pathogens to mammals (33). Our results revealed that the relative
amounts of E. chaffeensis in female and male transmission-fed ticks were similar to
those of pretransmission-fed ticks despite the huge expansion of tick body mass,
indicating rapid multiplication of E. chaffeensis in ticks after a blood meal. This expan-
sion of the E. chaffeensis population in ticks was not significantly affected by the

FIG 8 EtpE-C-vaccination of dogs does not reduce E. chaffeensis infection or EtpE expression in
transmission-fed ticks. (A) Expression of the 16S rRNA gene of E. chaffeensis in male and female ticks
(normalized by A. americanum tick actin DNA) before and after feeding on rEtpE-C-vaccinated or
sham-vaccinated dogs (qPCR). (B) Expression of 16S rRNA by E. chaffeensis (normalized by A. americanum
actin mRNA) in the salivary glands of female ticks removed from rEtpE-C-vaccinated and sham-vaccinated
dogs (RT-qPCR). (C) Expression of EtpE mRNA by E. chaffeensis (normalized by E. chaffeensis 16S rRNA) in
the salivary glands of female ticks removed from rEtpE-C-vaccinated and sham-vaccinated dogs
(RT-qPCR).
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vaccination of dogs with rEtpE-C; furthermore, vaccination did not significantly affect
the dispersal and/or growth of E. chaffeensis in tick salivary glands. This differs from
results with Borrelia burgdorferi, which is destroyed in I. scapularis nymph ticks that have
fed on mice vaccinated with recombinant outer surface protein A (OspA) of B. burg-
dorferi (34). Of the many differences between Borrelia sp. and Ehrlichia sp., the fact that
E. chaffeensis is an obligatory intracellular bacterium may have precluded its neutral-
ization by anti-rEtpE-C (acquired from dog blood) in the tick midgut lumen. Conse-
quently, the earliest opportunity to prevent tick-to-mammal transmission of E. chaffeen-
sis via vaccination with rEtpE-C is likely when E. chaffeensis is liberated from tick
cells—perhaps at the site of tick bite.

How and when E. chaffeensis disperses from the tick midgut lumen to the salivary
gland is unknown. Unlike B. burgdorferi, which moves from the midgut to the salivary
gland (35) via the hemocoel in I. scapularis (35–37), the bacterium Rickettsia monacensis
moves via the tracheal air tube in I. scapularis (38). For B. burgdorferi, dissemination to
and infection of the salivary glands of I. scapularis nymphal ticks occurs 36 to 48 h after
attachment (36). E. chaffeensis was found in the salivary gland of flat, molted adult ticks
that had been infected as nymphs (19). In the present study, E. chaffeensis could already
be detected in dog blood at 1-day post-tick attachment, which is much faster than what
occurs with Borrelia sp.; thus, it is likely that E. chaffeensis spreads to tick salivary glands
much more rapidly than B. burgdorferi.

We used engorged nymphal ticks to syringe inoculate E. chaffeensis, as originally
reported by Karim et al. (39), with some modifications, as follows: semipurified host
cell-free E. chaffeensis bacteria, instead of whole E. chaffeensis-infected DH82 cells (39),
were used for the inoculation. This approach did not prevent ticks from molting, and
E. chaffeensis was transstadially transmitted from the nymph stage to the adult stage.
The infected adult ticks were competent to transmit E. chaffeensis to dogs, in agree-
ment with a previous study (30). Thus, this method of preparing infected adult ticks is
useful and more cost-effective and convenient compared with attaching naive nymphs
to E. chaffeensis-infected dogs at the acute stage of infection (19).

Dogs and deer are the only experimental animal models currently available for
tick-mediated transmission of E. chaffeensis (19, 20). To date, only the Arkansas strain
was used in deer (40) and Arkansas and St. Vincent strains have been used for E.
chaffeensis infection studies in dogs (19, 30, 41). Similar to what we observed in the
present study, these strains cause long-lasting subclinical-to-mild disease in deer and
dogs (19, 20, 30, 41–44). Thus, there is a need for highly virulent E. chaffeensis strains
for dogs or other animal models for the purpose of evaluating vaccine efficacy for
preventing severe HME caused E. chaffeensis transmitted by ticks.

Although dogs are not currently considered major reservoirs of E. chaffeensis
infection, naive ticks can acquire E. chaffeensis from subclinically infected dogs and
subsequently transmit E. chaffeensis upon biting naive dogs (19); thus, subclinically
infected dogs can serve as competent reservoirs of E. chaffeensis. Vaccination of dogs
is more feasible than vaccination of wild deer and may reduce the risk of tick-mediated
transmission of E. chaffeensis from dogs to humans. Therefore, an EtpE-C-based vaccine
is applicable to both humans and dogs to prevent the spread of E. chaffeensis infection
to humans.

MATERIALS AND METHODS
Ethics statements. All animal experiments were performed in accordance with The Ohio State

University Institutional Animal Care and Use Committee guidelines and approved e-protocol. The
university program has full continued accreditation by the Association for Assessment and Accreditation
of Laboratory Animal Care International (AAALAC-I) under number 000028, dated 9 June 2000, and has
a Public Health Services assurance, renewal number A3261-01, dated 6 February 2019 through 28
February 2023. The program is licensed by the U.S. Department of Agriculture, number 1-R-014, and is
in full compliance with Animal Welfare Regulations.

Preparation of E. chaffeensis cultures and host cell-free E. chaffeensis. The canine macrophage
cell line DH82 was used for culturing E. chaffeensis Arkansas (45) in Dulbecco’s minimal essential medium
(DMEM; Mediatech, Manassas, VA) supplemented with 5% fetal bovine serum and 2 mM L-glutamine at
37°C in 5% CO2/95% air in a humidified atmosphere, as previously described (27). Cells were monitored

EtpE Vaccine to Block Tick-Transmission of Ehrlichia ®

July/August 2020 Volume 11 Issue 4 e00895-20 mbio.asm.org 9

https://mbio.asm.org


for 2 to 3 days for infection using Hema 3 stain (Thermo Fisher Scientific, Waltham, MA) with centrifuged
specimens and were passaged or harvested when the percentage of infected cells reached �95%, as
described previously (27). E. chaffeensis-infected DH82 cells (�1 � 108 cells, �90% infected) were
harvested by centrifugation at 400 � g for 5 min at 4°C. The pellet was resuspended in DMEM and
sonicated on ice for 8 s at an output setting of 2 with a W-380 Sonicator (Heat Systems, Newtown, CT).
Unbroken cells were removed by centrifugation at 1,000 � g for 5 min at 4°C, and the supernatant was
passed through 5.0- and 2.7-�m GD/X nylon filters (Whatman, Florham Park, NJ) to remove cell debris
and then centrifuged at 10,000 � g for 10 min at 4°C (46).

Purification of recombinant EtpE-C and of rabbit anti-EtpE-C serum. rEtpE-C was produced and
purified as described previously (13), with minor modifications. Briefly, competent Escherichia coli
BL21(DE3) cells (New England BioLabs, Ipswich, MA) transformed with a pET33b plasmid encoding EtpE-C
were induced with 0.5 mM isopropyl-�-D-thiogalactopyranoside (Gold Bio, St. Louis, MO) at 30°C for 5 h,
after which they were centrifuged, harvested, and lysed. After several washes, inclusions containing
rEtpE-C were dissolved in 6 M guanidine hydrochloride and loaded onto a Poly-Prep chromatography
column (Bio-Rad, Hercules, CA) containing HisPur cobalt resin (Thermo Fisher Scientific). The column was
washed with 10 mM imidazole in 8 M urea, and bound proteins were eluted with 250 mM imidazole in
8 M urea. The purified proteins were suspended in SDS-PAGE sample buffer (50 mM Tris-HCl [pH 6.8], 2%
SDS, 10% glycerol, 0.1% bromophenol blue, and 5% 2-mercaptoethanol), boiled for 5 min, and then
separated using 10% SDS-PAGE. The SDS-PAGE gel was stained with GelCode blue (Thermo Fisher
Scientific), destained with water, and imaged with a LAS3000 image documentation system (Fujifilm
Medical Systems USA, Inc., Stamford, CT). The concentration of rEtpE-C was estimated with serial dilutions
of bovine serum albumin (BSA; Thermo Fisher Scientific) as a standard. Antisera against rEtpE-C were
produced in rabbits by Covance (Denver, PA) using purified rEtpE-C, and the anti-rEtpE-C IgG was affinity
purified using the recombinant proteins by Covance.

Tick cell culture and infection with E. chaffeensis. The tick cell line ISE6 from embryos of I.
scapularis was maintained in L15C300 medium (L15 medium [Difco, Detroit MI] supplemented with 5%
each of fetal bovine serum and tryptose phosphate broth [Difco] and 0.2% bovine lipoprotein cholesterol
concentrate [MP Biomedicals, Irvine, CA; hereafter, tick basic medium]) at 34°C, as described previously
(47). Infection with E. chaffeensis requires constant neutral pH, which was achieved by further supple-
menting with tick basic medium supplemented with 25 mM HEPES [pH 7.5], additional 5% fetal bovine
serum, and 0.25% NaHCO3 (hereafter tick Ehrlichia medium) (47). The host cell-free E. chaffeensis pellet
derived from one T75 flask was resuspended in 1-ml tick basic medium, and 500 �l was added to a 30%
to 50% confluent tick cell culture in 2 wells in a 24-well plate. Infection of ISE6 cells with E. chaffeensis
was monitored every 2 days using cytocentrifuged slides stained with Hema 3.

Detection of native EtpE in ISE6 cells. Western blotting and immunofluorescence microscopy were
performed as described previously (13). E. chaffeensis-infected tick cell lysates and rEtpE-C were subjected
to SDS-PAGE (10% polyacrylamide gels), and the separated protein bands were transferred to a
nitrocellulose membrane and then subjected to Western blotting with rabbit polyclonal antibodies
against rEtpE-C, E. chaffeensis outer membrane protein P28 (48), and tick actin (as a tick cell loading
control; Sigma, St. Louis, MO). Immunopositive bands were detected using horseradish peroxidase-
conjugated anti-rabbit IgG (KPL, now SeraCare, Gaithersburg, MD) and visualized with enhanced chemi-
luminescence by incubating the membranes with Pierce ECL Western blotting substrate (Thermo Fisher
Scientific). Immunofluorescence microscopy was carried out with E. chaffeensis-infected DH82 or tick
(ISE6) cells (80% to 90% infected cells). Cells were cytocentrifuged, fixed with 4% paraformaldehyde, and
permeabilized with PGS (phosphate-buffered saline [PBS] with gelatin and saponin, composed of
137 mM NaCl, 2.7 mM KCl, 8.1 mM Na2HPO4, and 1 mM KH2PO4 [pH 7.4] supplemented with 0.1% gelatin
and 0.3% saponin [both from Sigma]). Samples were incubated with rabbit anti-rEtpE-C serum (1:100),
followed with Alexa Fluor 488-conjugated goat anti-rabbit IgG (Thermo Fisher Scientific), and imaged
with a DeltaVision deconvolution microscope (Applied Precision, Issaquah, WA).

Assessing the block of E. chaffeensis transmission in vitro. Once infection with E. chaffeensis
reached �60%; approximately 5 � 105 E. chaffeensis-infected ISE6 cells in 3 wells of a 48-well plate were
preincubated with rabbit preimmune or anti-EtpE-C serum (each diluted 1:32) in tick Ehrlichia medium
at 34°C for 2 h, and 1 � 105 to 2 � 105 uninfected THP-1 cells were added and cocultured for additional
48 h in tick Ehrlichia medium at 34°C. The cells were cytocentrifuged, fixed with paraformaldehyde,
permeabilized with PGS, labeled with mouse monoclonal anti-human CD147 (EMMPRIN; Santa Cruz
Biotechnology, Santa Cruz, CA), followed by labeling with Alexa Fluor 488-conjugated goat anti-mouse
IgG (Thermo Fisher Scientific) to distinguish human cells from ticks cells, and visualized with a DeltaVision
microscope.

Infection of cells with E. chaffeensis and analysis of ticks. Freshly engorged nymphal A. ameri-
canum ticks were shipped to the lab overnight from the Oklahoma State University Tick Rearing Facility
(Stillwater, OK). Upon arrival, ticks were cleaned with 70% ethanol and injected with host cell-free E.
chaffeensis freshly isolated from DH82 cells (7 � 108 to 10 � 108 Ehrlichia per 2 to 4 �l, as assessed by
qPCR) using a Hamilton syringe/needle (2.5 �l, Model 62 RN syringe and 33 gauge small-hub RN needle;
Reno, NV). All injected ticks were maintained in an incubator with a 12 h dark/12 h light cycle at 25°C and
�70% relative humidity (49) until they molted or were ready for dog challenge. Adult male and female
ticks were tested for E. chaffeensis infection by qPCR (with DNA) or RT-qPCR (with RNA) prior to dog
challenge. Ticks that had fed on dogs were pulled off the dogs after 10 to 13 days postinfestation.
Salivary glands were isolated from partially or fully fed female ticks using a fine scalpel blade under a
dissection microscope and saved in RNALater (Qiagen, Germantown, MD) at – 80°C for RNA extraction.
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Freshly molted individual adult ticks were used to extract DNA using a DNA blood and tissue extraction
kit (Qiagen).

ISCOM preparation. ISCOM with rEtpE-C was prepared as described previously (50) with slight
modifications. Briefly, purified EtpE-C (1 ml; 0.5 to 1 mg/ml) that had been eluted from the affinity-
purification column with 8 M urea was dissolved in 1 ml of 20% Mega 10 (N-decanoyl-N-methylglu-
camine; Sigma) and mixed with 100 �l of 1 mg/ml of cholesterol (Sigma), 1 mg/ml phospholipid
(L-�-phosphatidylcholine), and 50 �l of 100 mg/ml Quil A (InvivoGen, San Diego, CA). The mix was
rotated for 2 h at room temperature and sonicated in a water bath three times for 15 min each. The mix
was placed in dialysis tubing (10 kDa MW cutoff; Spectrum, New Brunswick, NJ) and dialyzed against PBS
for 24 h at room temperature and dialyzed again for 24 h at 4°C. ISCOM with PBS was prepared as a
negative control, and ISCOM preparations were stored at – 80°C or used directly for vaccinations.

Vaccination of dogs and challenge with infected ticks. Ten specific-pathogen-free Beagle dogs,
age 1 to 2 years, were purchased from Covance and housed in the University Lab Animal Resources,
College of Veterinary Medicine, The Ohio State University. Five dogs each were vaccinated with rEtpE-C
ISCOM or PBS-ISCOM by subcutaneous injection to the subscapularis region on both sides (0.5 ml each
side) three times with a 2-week interval. Two sites at the subscapularis area were shaved and bathed, and
a 2-inch tubular stockinette cotton roll (Medichoice, Mechanicsville, VA) was glued with Animal ID tag
cement (Nasco, Fort Atkinson, WI) to each site (two stockinettes per dog). E. chaffeensis-infected ticks (20
females, 10 males) were placed in each stockinette and allowed to feed until they started dropping off
(12 to 15 days). Blood samples (5 to 8 ml) were collected from the saphenous vein. An aliquot of the
whole blood (400 �l) was saved for DNA isolation, and buffy coat from 5 ml of blood was used for RNA
isolation; plasma was saved for ELISA or Western blotting to determine the anti-EtpE-C titer. A 1-ml blood
sample was used for a complete cell count or blood chemistry analysis at the Department of Clinical
Pathology, The Ohio State University teaching hospital. The complete cell count and blood chemistry
profiles were obtained for each dog before vaccination, after the third vaccination, and at 1 and 3 weeks
after attachment of infected ticks.

Isolation of dog PBMCs and ELISpot assay. PBMCs were isolated using Ficoll-Paque Plus (GE
Healthcare, Piscataway, NJ). Briefly, 5 ml of EDTA-treated whole blood was diluted 1:2 with RPMI 1640
medium (Gibco, Gaithersburg, MD) at room temperature, layered slowly over 5 ml Ficoll-Paque Plus in a
15-ml tube, and centrifuged at 400 � g for 30 min at 20°C. The PBMC layer was collected and washed
twice with RPMI 1640 (along with centrifugation at 350 � g for 5 min), and PBMCs were resuspended in
1 ml RPMI 1640 containing 10% fetal bovine serum and a mixture of 1% L-glutamine and 1% antibiotic
(Gibco). The ELISpot assay was performed using the canine IFN-� ELISpot kit (R&D Systems, Minneapolis,
MN). Briefly, 5 � 105 PBMCs/well were plated in a canine IFN-�-coated 96-well plate. The cells were
stimulated with rEtpE-C (1 �g) or culture medium as a negative control. The immunopositivity of spots
was assessed with an ImmunoSpot analyzer (Cellular Technology, Shaker Heights, OH).

Titration of the anti-EtpE-C using ELISA. The wells of a 96-well flat-bottom microtiter plate (Nunc
MaxiSorp) were coated with 2 �g each of rEtpE-C and BSA in coating buffer (14 mM Na2CO3 and 34 mM
NaHCO3 [pH 9.6]). The coated wells were blocked with 1% BSA in PBS for 1 h at 37°C. Serial 2-fold
dilutions of preimmune or anti-EtpE-C serum from rabbits or 1:3,200 dilutions of sera from sham- or
rEtpE-C-vaccinated dogs were incubated for 1 h at 37°C, followed by incubation with horseradish
peroxidase-conjugated anti-rabbit IgG (KPL) or anti-dog IgG (KPL) for 1 h at 37°C. A TMB core� (Bio-Rad)
substrate solution was used to develop reactions for 10 to 15 min, and reactions were stopped by
addition of 50 �l of 0.2 M sulfuric acid. Absorbance was measured at 450 nm in a SpectraMax Plus 384
microplate reader (Molecular Devices, San Jose, CA).

Extraction of total RNA from E. chaffeensis-infected ISE6 cells, ticks, and dog blood. ISE6 cells
(1 � 106 to 2 � 106) at 3 days postinfection with host cell-free E. chaffeensis (isolated from DH82 cell
cultures) were harvested and stored in 300 �l of RNAprotect reagent (Qiagen) at –20°C until RNA
isolation. Individual ticks (male or female) after molting or being removed from dogs, tick salivary glands,
or buffy coats collected from dog blood were used to isolate total RNA using the RNeasy minikit (Qiagen).
cDNA was synthesized from 1 �g of extracted RNA using the Maxima H minus first-strand cDNA synthesis
kit (Thermo Fisher Scientific) with random hexamer primers.

RT-qPCR and qPCR. RT-qPCR and qPCR were performed with cDNA or DNA, respectively, using
gene-specific primers (see Table S1 in the supplemental material). Each PCR mix (25 �l) contained 250 nM
of each primer, 12.5 �l of Maxima SYBR green/ROX qPCR Master Mix (2�) (Thermo Fisher Scientific), and
2.5 �l of cDNA template. Each PCR mix was subjected to the following thermal cycling conditions in an
Mx3000P instrument (Stratagene, La Jolla, CA): 95°C for 10 min, followed by 40 cycles of 95°C for 30 s,
55°C for 1 min, and 72°C for 1 min. To quantify Ehrlichia sp., an absolute quantification method was used
by creating a standard curve of the Ehrlichia 16S rRNA cloned into plasmid pUC19 as a standard template
for qPCR (51). Relative expression ratios of a target gene compared with a reference gene (16S rRNA/tick
actin, EtpE/16S rRNA, and dog cytokines/GAPDH) were estimated by the standard method (52).

Statistical analysis. Statistical analyses were performed with the unpaired two-tailed Student’s t test
or analysis of variance (ANOVA) for continuous outcomes, as applicable. For the E. chaffeensis 16S rRNA
CT data, CT values of �45 were capped and treated as censored values. A censored-data Cox model with
random effects to account for repeated measures on dogs was used to assess differences between
rEtpE-C-vaccinated and sham-vaccinated dogs. Differences in spot-forming units between rEtpE-C-
vaccinated and sham-vaccinated dogs were assessed using a negative binomial generalized linear mixed
model. A P value of �0.05 was considered significant. All graphs and statistical calculations were
prepared with Prism 8 software (GraphPad, San Diego, CA) or R version 3.6.1, with the coxme package
(26) for the censored-data Cox model and the lme4 package (53) for the negative binomial mixed model.

EtpE Vaccine to Block Tick-Transmission of Ehrlichia ®

July/August 2020 Volume 11 Issue 4 e00895-20 mbio.asm.org 11

https://mbio.asm.org


SUPPLEMENTAL MATERIAL
Supplemental material is available online only.
TABLE S1, DOCX file, 0.02 MB.

ACKNOWLEDGMENTS
This work was funded by the Department of Defense, Congressionally Directed

Medical Research Programs (CDMRP) award number W81XWH-17-1-0519.
Conceived and designed the experiments, Y.R.; performed the experiments, K.B.,

O.T., M.L., Q.Y., and M.M.-V.; analyzed the data, Y.R., K.B., G.N.B., and M.L.; wrote the
paper, Y.R. and K.B.

REFERENCES
1. Paddock CD, Childs JE. 2003. Ehrlichia chaffeensis: a prototypical emerg-

ing pathogen. Clin Microbiol Rev 16:37– 64. https://doi.org/10.1128/cmr
.16.1.37-64.2003.

2. Childs JE, Paddock CD. 2003. The ascendancy of Amblyomma america-
num as a vector of pathogens affecting humans in the United States.
Annu Rev Entomol 48:307–337. https://doi.org/10.1146/annurev.ento.48
.091801.112728.

3. Yabsley MJ. 2010. Natural history of Ehrlichia chaffeensis: vertebrate
hosts and tick vectors from the United States and evidence for endemic
transmission in other countries. Vet Parasitol 167:136 –148. https://doi
.org/10.1016/j.vetpar.2009.09.015.

4. Tomassone L, Nunez P, Gurtler RE, Ceballos LA, Orozco MM, Kitron UD,
Farber M. 2008. Molecular detection of Ehrlichia chaffeensis in Ambly-
omma parvum ticks, Argentina. Emerg Infect Dis 14:1953–1955. https://
doi.org/10.3201/eid1412.080781.

5. Lee SO, Na DK, Kim CM, Li YH, Cho YH, Park JH, Lee JH, Eo SK, Klein TA,
Chae JS. 2005. Identification and prevalence of Ehrlichia chaffeensis
infection in Haemaphysalis longicornis ticks from Korea by PCR, se-
quencing and phylogenetic analysis based on 16S rRNA gene. J Vet Sci
6:151–155. https://doi.org/10.4142/jvs.2005.6.2.151.

6. Stromdahl EY, Evans SR, O’Brien JJ, Gutierrez AG. 2001. Prevalence of
infection in ticks submitted to the human tick test kit program of the U.S.
Army Center for Health Promotion and Preventive Medicine. J Med
Entomol 38:67–74. https://doi.org/10.1603/0022-2585-38.1.67.

7. Ewing SA, Dawson JE, Kocan AA, Barker RW, Warner CK, Panciera RJ, Fox
JC, Kocan KM, Blouin EF. 1995. Experimental transmission of Ehrlichia
chaffeensis (Rickettsiales: Ehrlichieae) among white-tailed deer by Am-
blyomma americanum (Acari: Ixodidae). J Med Entomol 32:368 –374.
https://doi.org/10.1093/jmedent/32.3.368.

8. Lockhart JM, Davidson WR, Stallknecht DE, Dawson JE, Howerth EW.
1997. Isolation of Ehrlichia chaffeensis from wild white-tailed deer (Odo-
coileus virginianus) confirms their role as natural reservoir hosts. J Clin
Microbiol 35:1681–1686. https://doi.org/10.1128/JCM.35.7.1681-1686
.1997.

9. Allan BF, Goessling LS, Storch GA, Thach RE. 2010. Blood meal analysis to
identify reservoir hosts for Amblyomma americanum ticks. Emerg Infect
Dis 16:433– 440. https://doi.org/10.3201/eid1603.090911.

10. Paddock CD, Yabsley MJ. 2007. Ecological havoc, the rise of white-tailed
deer, and the emergence of Amblyomma americanum-associated zoo-
noses in the United States. Curr Top Microbiol Immunol 315:289 –324.
https://doi.org/10.1007/978-3-540-70962-6_12.

11. Rikihisa Y. 2010. Anaplasma phagocytophilum and Ehrlichia chaffeensis:
subversive manipulators of host cells. Nat Rev Microbiol 8:328 –339.
https://doi.org/10.1038/nrmicro2318.

12. Rikihisa Y. 2015. Molecular pathogenesis of Ehrlichia chaffeensis infec-
tion. Annu Rev Microbiol 69:283–304. https://doi.org/10.1146/annurev
-micro-091014-104411.

13. Mohan Kumar D, Yamaguchi M, Miura K, Lin M, Los M, Coy JF, Rikihisa Y.
2013. Ehrlichia chaffeensis uses its surface protein EtpE to bind GPI-
anchored protein DNase X and trigger entry into mammalian cells. PLoS
Pathog 9:e1003666. https://doi.org/10.1371/journal.ppat.1003666.

14. Cheng Z, Miura K, Popov VL, Kumagai Y, Rikihisa Y. 2011. Insights into
the CtrA regulon in development of stress resistance in obligatory
intracellular pathogen Ehrlichia chaffeensis. Mol Microbiol 82:1217–1234.
https://doi.org/10.1111/j.1365-2958.2011.07885.x.

15. Miura K, Rikihisa Y. 2007. Virulence potential of Ehrlichia chaffeensis

strains of distinct genome sequences. Infect Immun 75:3604 –3613.
https://doi.org/10.1128/IAI.02028-06.

16. Dawson JE, Ewing SA. 1992. Susceptibility of dogs to infection with
Ehrlichia chaffeensis, causative agent of human ehrlichiosis. Am J Vet Res
53:1322–1327.

17. Breitschwerdt EB, Hegarty BC, Hancock SI. 1998. Sequential evaluation of
dogs naturally infected with Ehrlichia canis, Ehrlichia chaffeensis, Ehrli-
chia equi, Ehrlichia ewingii, or Bartonella vinsonii. J Clin Microbiol 36:
2645–2651. https://doi.org/10.1128/JCM.36.9.2645-2651.1998.

18. McQuiston JH, McCall CL, Nicholson WL. 2003. Ehrlichiosis and related
infections. J Am Vet Med Assoc 223:1750 –1756. https://doi.org/10.2460/
javma.2003.223.1750.

19. Unver A, Rikihisa Y, Stich RW, Ohashi N, Felek S. 2002. The omp-1 major
outer membrane multigene family of Ehrlichia chaffeensis is differentially
expressed in canine and tick hosts. Infect Immun 70:4701– 4704. https://
doi.org/10.1128/iai.70.8.4701-4704.2002.

20. Jaworski DC, Cheng C, Nair AD, Ganta RR. 2017. Amblyomma america-
num ticks infected with in vitro cultured wild-type and mutants of
Ehrlichia chaffeensis are competent to produce infection in naive deer
and dogs. Ticks Tick Borne Dis 8:60 – 64. https://doi.org/10.1016/j.ttbdis
.2016.09.017.

21. Kuriakose JA, Miyashiro S, Luo T, Zhu B, McBride JW. 2011. Ehrlichia
chaffeensis transcriptome in mammalian and arthropod hosts reveals
differential gene expression and post transcriptional regulation. PLoS
One 6:e24136. https://doi.org/10.1371/journal.pone.0024136.

22. Troughton DR, Levin ML. 2007. Life cycles of seven ixodid tick species
(Acari: Ixodidae) under standardized laboratory conditions. J Med Ento-
mol 44:732–740. https://doi.org/10.1603/0022-2585(2007)44[732:lcosit]2
.0.co;2.

23. Morein B, Sundquist B, Höglund S, Dalsgaard K, Osterhaus A. 1984.
Iscom, a novel structure for antigenic presentation of membrane pro-
teins from enveloped viruses. Nature 308:457– 460. https://doi.org/10
.1038/308457a0.

24. Sanders MT, Brown LE, Deliyannis G, Pearse MJ. 2005. ISCOM-based
vaccines: the second decade. Immunol Cell Biol 83:119 –128. https://doi
.org/10.1111/j.1440-1711.2005.01319.x.

25. Kiszewski AE, Matuschka FR, Spielman A. 2001. Mating strategies and
spermiogenesis in ixodid ticks. Annu Rev Entomol 46:167–182. https://
doi.org/10.1146/annurev.ento.46.1.167.

26. Therneau TM. 2019. Coxme:Mixed Effects Cox Models. R package version
2.2-14.

27. Barnewall RE, Rikihisa Y. 1994. Abrogation of gamma interferon-induced
inhibition of Ehrlichia chaffeensis infection in human monocytes with
iron-transferrin. Infect Immun 62:4804 – 4810. https://doi.org/10.1128/IAI
.62.11.4804-4810.1994.

28. Miura K, Rikihisa Y. 2009. Liver transcriptome profiles associated with
strain-specific Ehrlichia chaffeensis-induced hepatitis in SCID mice. Infect
Immun 77:245–254. https://doi.org/10.1128/IAI.00979-08.

29. Tanguay S, Killion JJ. 1994. Direct comparison of ELISPOT and ELISA-
based assays for detection of individual cytokine-secreting cells. Lym-
phokine Cytokine Res 13:259 –263.

30. McGill JL, Nair AD, Cheng C, Rusk RA, Jaworski DC, Ganta RR. 2016.
Vaccination with an attenuated mutant of Ehrlichia chaffeensis induces
pathogen-specific CD4� T cell immunity and protection from tick-
transmitted wild-type challenge in the canine host. PLoS One 11:
e0148229. https://doi.org/10.1371/journal.pone.0148229.

Budachetri et al. ®

July/August 2020 Volume 11 Issue 4 e00895-20 mbio.asm.org 12

https://doi.org/10.1128/cmr.16.1.37-64.2003
https://doi.org/10.1128/cmr.16.1.37-64.2003
https://doi.org/10.1146/annurev.ento.48.091801.112728
https://doi.org/10.1146/annurev.ento.48.091801.112728
https://doi.org/10.1016/j.vetpar.2009.09.015
https://doi.org/10.1016/j.vetpar.2009.09.015
https://doi.org/10.3201/eid1412.080781
https://doi.org/10.3201/eid1412.080781
https://doi.org/10.4142/jvs.2005.6.2.151
https://doi.org/10.1603/0022-2585-38.1.67
https://doi.org/10.1093/jmedent/32.3.368
https://doi.org/10.1128/JCM.35.7.1681-1686.1997
https://doi.org/10.1128/JCM.35.7.1681-1686.1997
https://doi.org/10.3201/eid1603.090911
https://doi.org/10.1007/978-3-540-70962-6_12
https://doi.org/10.1038/nrmicro2318
https://doi.org/10.1146/annurev-micro-091014-104411
https://doi.org/10.1146/annurev-micro-091014-104411
https://doi.org/10.1371/journal.ppat.1003666
https://doi.org/10.1111/j.1365-2958.2011.07885.x
https://doi.org/10.1128/IAI.02028-06
https://doi.org/10.1128/JCM.36.9.2645-2651.1998
https://doi.org/10.2460/javma.2003.223.1750
https://doi.org/10.2460/javma.2003.223.1750
https://doi.org/10.1128/iai.70.8.4701-4704.2002
https://doi.org/10.1128/iai.70.8.4701-4704.2002
https://doi.org/10.1016/j.ttbdis.2016.09.017
https://doi.org/10.1016/j.ttbdis.2016.09.017
https://doi.org/10.1371/journal.pone.0024136
https://doi.org/10.1603/0022-2585(2007)44[732:lcosit]2.0.co;2
https://doi.org/10.1603/0022-2585(2007)44[732:lcosit]2.0.co;2
https://doi.org/10.1038/308457a0
https://doi.org/10.1038/308457a0
https://doi.org/10.1111/j.1440-1711.2005.01319.x
https://doi.org/10.1111/j.1440-1711.2005.01319.x
https://doi.org/10.1146/annurev.ento.46.1.167
https://doi.org/10.1146/annurev.ento.46.1.167
https://doi.org/10.1128/IAI.62.11.4804-4810.1994
https://doi.org/10.1128/IAI.62.11.4804-4810.1994
https://doi.org/10.1128/IAI.00979-08
https://doi.org/10.1371/journal.pone.0148229
https://mbio.asm.org


31. Sonenshine DE. 1991. Biology of ticks, vol 1. Oxford University Press,
New York, NY.

32. Sauer JR, McSwain JL, Bowman AS, Essenberg RC. 1995. Tick salivary
gland physiology. Annu Rev Entomol 40:245–267. https://doi.org/10
.1146/annurev.en.40.010195.001333.

33. Sauer JR, Essenberg RC, Bowman AS. 2000. Salivary glands in ixodid ticks:
control and mechanism of secretion. J Insect Physiol 46:1069 –1078.
https://doi.org/10.1016/s0022-1910(99)00210-3.

34. Fikrig E, Telford SR, III, Barthold SW, Kantor FS, Spielman A, Flavell RA.
1992. Elimination of Borrelia burgdorferi from vector ticks feeding on
OspA-immunized mice. Proc Natl Acad Sci U S A 89:5418 –5421. https://
doi.org/10.1073/pnas.89.12.5418.

35. Dunham-Ems SM, Caimano MJ, Pal U, Wolgemuth CW, Eggers CH, Balic
A, Radolf JD. 2009. Live imaging reveals a biphasic mode of dissemina-
tion of Borrelia burgdorferi within ticks. J Clin Invest 119:3652–3665.
https://doi.org/10.1172/JCI39401.

36. De Silva AM, Fikrig E. 1995. Growth and migration of Borrelia burgdorferi
in Ixodes ticks during blood feeding. Am J Trop Med Hyg 53:397– 404.
https://doi.org/10.4269/ajtmh.1995.53.397.

37. Ribeiro JM, Mather TN, Piesman J, Spielman A. 1987. Dissemination and
salivary delivery of Lyme disease spirochetes in vector ticks (Acari:
Ixodidae). J Med Entomol 24:201–205. https://doi.org/10.1093/jmedent/
24.2.201.

38. Baldridge GD, Kurtti TJ, Burkhardt N, Baldridge AS, Nelson CM, Oliva AS,
Munderloh UG. 2007. Infection of Ixodes scapularis ticks with Rickettsia
monacensis expressing green fluorescent protein: a model system. J
Invertebr Pathol 94:163–174. https://doi.org/10.1016/j.jip.2006.10.003.

39. Karim S, Browning R, Ali L, Truhett R. 2012. Laboratory-infected Ehrlichia
chaffeensis female adult Amblyomma americanum salivary glands re-
veal differential gene expression. J Med Entomol 49:547–554. https://
doi.org/10.1603/me11214.

40. Nair AD, Cheng C, Jaworski DC, Willard LH, Sanderson MW, Ganta RR.
2014. Ehrlichia chaffeensis infection in the reservoir host (white-tailed
deer) and in an incidental host (dog) is impacted by its prior growth in
macrophage and tick cell environments. PLoS One 9:e109056. https://
doi.org/10.1371/journal.pone.0109056.

41. Huang H, Lin M, Wang X, Kikuchi T, Mottaz H, Norbeck A, Rikihisa Y. 2008.
Proteomic analysis of and immune responses to Ehrlichia chaffeensis
lipoproteins. Infect Immun 76:3405–3414. https://doi.org/10.1128/IAI
.00056-08.

42. Nair AD, Cheng C, Ganta CK, Sanderson MW, Alleman AR, Munderloh
UG, Ganta RR. 2016. Comparative experimental infection study in
dogs with Ehrlichia canis, E. chaffeensis, Anaplasma platys and A.

phagocytophilum. PLoS One 11:e0148239. https://doi.org/10.1371/
journal.pone.0148239.

43. Nair AD, Cheng C, Jaworski DC, Ganta S, Sanderson MW, Ganta RR. 2015.
Attenuated mutants of Ehrlichia chaffeensis induce protection against
wild-type infection challenge in the reservoir host and in an incidental
host. Infect Immun 83:2827–2835. https://doi.org/10.1128/IAI.00487-15.

44. Zhang X-F, Zhang J-Z, Long SW, Ruble RP, Yu X-J. 2003. Experimental
Ehrlichia chaffeensis infection in beagles. J Med Microbiol 52:1021–1026.
https://doi.org/10.1099/jmm.0.05234-0.

45. Dawson JE, Anderson BE, Fishbein DB, Sanchez JL, Goldsmith CS, Wilson
KH, Duntley CW. 1991. Isolation and characterization of an Ehrlichia sp.
from a patient diagnosed with human ehrlichiosis. J Clin Microbiol
29:2741–2745. https://doi.org/10.1128/JCM.29.12.2741-2745.1991.

46. Liu H, Bao W, Lin M, Niu H, Rikihisa Y. 2012. Ehrlichia type IV secretion
effector ECH0825 is translocated to mitochondria and curbs ROS and
apoptosis by upregulating host MnSOD. Cell Microbiol 14:1037–1050.
https://doi.org/10.1111/j.1462-5822.2012.01775.x.

47. Munderloh UG, Jauron SD, Fingerle V, Leitritz L, Hayes SF, Hautman JM,
Nelson CM, Huberty BW, Kurtti TJ, Ahlstrand GG, Greig B, Mellencamp
MA, Goodman JL. 1999. Invasion and intracellular development of the
human granulocytic ehrlichiosis agent in tick cell culture. J Clin Microbiol
37:2518 –2524. https://doi.org/10.1128/JCM.37.8.2518-2524.1999.

48. Ohashi N, Zhi N, Zhang Y, Rikihisa Y. 1998. Immunodominant major
outer membrane proteins of Ehrlichia chaffeensis are encoded by a
polymorphic multigene family. Infect Immun 66:132–139. https://doi
.org/10.1128/IAI.66.1.132-139.1998.

49. Patrick CD, Hair JA. 1975. Laboratory rearing procedures and equipment
for multi-host ticks (Acarina: Ixodidae). J Med Entomol 12:389 –390.
https://doi.org/10.1093/jmedent/12.3.389.

50. Lövgren-Bengtsson K, Morein B. 2000. The ISCOM™ Technology, p
239 –258. In O’Hagan DT (ed), Vaccine adjuvants: preparation methods
and research protocols. Springer New York, Totowa, NJ.

51. Teymournejad O, Lin M, Rikihisa Y. 2017. Ehrlichia chaffeensis and its
invasin EtpE block reactive oxygen species generation by macrophages
in a DNase X-dependent manner. mBio 8:e01551-17. https://doi.org/10
.1128/mBio.01551-17.

52. Pfaffl MW. 2001. A new mathematical model for relative quantification in
real-time RT-PCR. Nucleic Acids Res 29:e45. https://doi.org/10.1093/nar/
29.9.e45.

53. Bates D, Machler M, Bolker B, Walker S. 2015. Fitting linear mixed-effects
models using lme4. J Stat Soft 67:1– 48. https://doi.org/10.18637/jss
.v067.i01.

EtpE Vaccine to Block Tick-Transmission of Ehrlichia ®

July/August 2020 Volume 11 Issue 4 e00895-20 mbio.asm.org 13

https://doi.org/10.1146/annurev.en.40.010195.001333
https://doi.org/10.1146/annurev.en.40.010195.001333
https://doi.org/10.1016/s0022-1910(99)00210-3
https://doi.org/10.1073/pnas.89.12.5418
https://doi.org/10.1073/pnas.89.12.5418
https://doi.org/10.1172/JCI39401
https://doi.org/10.4269/ajtmh.1995.53.397
https://doi.org/10.1093/jmedent/24.2.201
https://doi.org/10.1093/jmedent/24.2.201
https://doi.org/10.1016/j.jip.2006.10.003
https://doi.org/10.1603/me11214
https://doi.org/10.1603/me11214
https://doi.org/10.1371/journal.pone.0109056
https://doi.org/10.1371/journal.pone.0109056
https://doi.org/10.1128/IAI.00056-08
https://doi.org/10.1128/IAI.00056-08
https://doi.org/10.1371/journal.pone.0148239
https://doi.org/10.1371/journal.pone.0148239
https://doi.org/10.1128/IAI.00487-15
https://doi.org/10.1099/jmm.0.05234-0
https://doi.org/10.1128/JCM.29.12.2741-2745.1991
https://doi.org/10.1111/j.1462-5822.2012.01775.x
https://doi.org/10.1128/JCM.37.8.2518-2524.1999
https://doi.org/10.1128/IAI.66.1.132-139.1998
https://doi.org/10.1128/IAI.66.1.132-139.1998
https://doi.org/10.1093/jmedent/12.3.389
https://doi.org/10.1128/mBio.01551-17
https://doi.org/10.1128/mBio.01551-17
https://doi.org/10.1093/nar/29.9.e45
https://doi.org/10.1093/nar/29.9.e45
https://doi.org/10.18637/jss.v067.i01
https://doi.org/10.18637/jss.v067.i01
https://mbio.asm.org

	RESULTS
	An antibody against rEtpE-C inhibits the transmission of E. chaffeensis from tick cells to human monocytes. 
	EtpE is expressed by E. chaffeensis in adult A. americanum ticks infected as nymphs. 
	Dogs vaccinated with rEtpE-C develop high antibody titers against rEtpE-C and clear E. chaffeensis rapidly upon challenge with E. chaffeensis-infected ticks. 
	IFN- is induced in rEtpE-C-vaccinated dogs. 
	EtpE-C vaccination of dogs does not reduce E. chaffeensis infection or EtpE expression in transmission-fed ticks. 

	DISCUSSION
	MATERIALS AND METHODS
	Ethics statements. 
	Preparation of E. chaffeensis cultures and host cell-free E. chaffeensis. 
	Purification of recombinant EtpE-C and of rabbit anti-EtpE-C serum. 
	Tick cell culture and infection with E. chaffeensis. 
	Detection of native EtpE in ISE6 cells. 
	Assessing the block of E. chaffeensis transmission in vitro. 
	Infection of cells with E. chaffeensis and analysis of ticks. 
	ISCOM preparation. 
	Vaccination of dogs and challenge with infected ticks. 
	Isolation of dog PBMCs and ELISpot assay. 
	Titration of the anti-EtpE-C using ELISA. 
	Extraction of total RNA from E. chaffeensis-infected ISE6 cells, ticks, and dog blood. 
	RT-qPCR and qPCR. 
	Statistical analysis. 

	SUPPLEMENTAL MATERIAL
	ACKNOWLEDGMENTS
	REFERENCES

