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Introduction: Tubular biomarkers may shed insight into progression of kidney tubulointerstitial pathology

complementary to traditional measures of glomerular function and damage.

Methods: We examined trajectories of tubular biomarkers in the Diabetes Control and Complications Trial

and the Epidemiology of Diabetes Interventions and Complications Study (DCCT/EDIC Study) of type 1

diabetes (T1D). Biomarkers were measured in a subset of 220 participants across 7 time points over 26

years. Measurements included the following: kidney injury molecule 1 (KIM-1), soluble tumor necrosis

factor 1 (sTNFR1) in serum or plasma, epidermal growth factor (EGF), monocyte chemoattractant protein-1

(MCP1) in timed urine, and a composite tubular secretion score. We described biomarker trajectories and

examined how these were affected by intensive glucose-lowering therapy and glycemia.

Results: At baseline, participants had a mean age of 28 years, 45% were women, and 50% were assigned

to intensive glucose-lowering therapy. The mean estimated glomerular filtration rate (eGFR) was 125 ml/

min per 1.73 m2 and 90% of participants had a urinary albumin excretion rate (AER) <30 mg/24h. Mean

changes in biomarkers over time (percent/decade) were: KIM-1: 27.3% (95% confidence interval [CI]: 21.4–

33.5), sTNFR1: 16.9% (14.5–19.3), MCP1: 18.4% (8.9–28.8), EGF: �13.5% (�16.7 to �10.1), EGF-MCP1

ratio: �26.9% (�32.2 to �21.3), and tubular secretion score �0.9% (�1.8 to 0.0), versus �12.0%

(CI: �12.9 to �11.1) for eGFR and 10.9% (2.5–20.1) for AER. Intensive versus conventional glucose-lowering

therapy was associated with slower increase in sTNFR1 (relative difference in change: 0.94 [0.90–0.98]).

Higher HbA1c was associated with faster increases in sTNFR1 (relative difference in change: 1.06 per 1%

higher HbA1c [1.05–1.08]) and KIM-1 (1.09 [1.05–1.14]).

Conclusion: Among participants with T1D and normal eGFR at baseline, kidney tubular biomarkers

changed significantly over long-term follow-up. Hyperglycemia was associated with larger increases in

serum or plasma sTNFR1 and KIM-1, when followed-up longitudinally.
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iabetic kidney disease (DKD), defined as persistent
albuminuria and/or a reduction in eGFR, affects
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control and control blood pressure, DKD remains
highly prevalent in T1D, may result in kidney failure,
and is associated with increased morbidity and mor-
tality.2 Early DKD diagnosis and improved prognosti-
cation may allow for more timely and targeted delivery
of effective therapies.

Several biomarkers of kidney tubular function
encompassing tubular injury and inflammation have
emerged as both potential early indicators of kidney
disease and predictors of eGFR decrease in people with
diabetes. KIM-1 is produced by injured proximal
Kidney International Reports (2024) 9, 1406–1418
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tubular cells, and higher concentrations in both blood
and urine are associated with risk of eGFR decrease in
diabetes and nondiabetes cohorts.3-5 sTNFR1 has been
demonstrated to have immunomodulatory functions,
and circulating concentrations are strongly correlated
with progression of chronic kidney disease.5 Urinary
MCP-1 is an inflammatory cytokine expressed in
tubular cells in response to injury, which promotes
macrophage-specific chemotaxis.6 Higher urinary MCP-
1 is associated with increased kidney disease severity
and risk of kidney function decline.7,8 Urinary EGF is
produced in the ascending limb of the loop of Henle
and distal tubular cells and is believed to reflect
functional tubular mass.9 Lower urinary EGF is asso-
ciated with increased risk of kidney disease progres-
sion. The ratio of urinary EGF to MCP-1 has also been
observed to correlate inversely with kidney function
decline, notably more strongly than its individual
components.7,10 In addition, proximal tubules play a
critical role in the clearance of small organic solutes,
especially those that are highly protein-bound and
poorly filtered at the glomerulus, and lower urinary
clearance of secreted small molecules has been associ-
ated with eGFR decrease.11

Although numerous studies have described associa-
tions of single tubular biomarker measurements with
subsequent kidney outcomes, little is known about
how these biomarkers change over time. Understand-
ing how biomarkers of kidney tubular function change
throughout the clinical course of T1D may provide
insight into the rate of progression of tubulointerstitial
pathology in DKD, which has been associated with
kidney failure risk.12,13 Specifically, tubular biomarker
trajectories may allow for differentiation between
tubulointerstitial pathology and glomerular pathology,
reflected by albuminuria and eGFR. Understanding
how clinical factors, such as hyperglycemia, contribute
to tubular biomarker trajectories may elucidate un-
derlying mechanisms of tubulointerstitial pathology. In
addition, knowledge of tubular biomarker trajectories
and influencing factors is essential for facilitating
clinical interpretation of repeated measurements for
disease monitoring, risk stratification, and application
to clinical trials.

Here, we examine trajectories of biomarkers of
inflammation and tubular function assessed over 26
years in adults with T1D from the DCCT/EDIC study.
METHODS

Study Design and Participants

In the DCCT, a total of 1441 adults with T1D were
randomized to either intensive (n ¼ 711) or conven-
tional (n ¼ 730) glucose-lowering therapy.14 Intensive
Kidney International Reports (2024) 9, 1406–1418
therapy aimed to safely reduce glycemia to nondiabetic
levels using 3 to 4 daily insulin injections or contin-
uous subcutaneous insulin with pumps, each adjusted
by frequent self-monitored blood glucose. In contrast,
conventional therapy was aimed at avoiding symptoms
of hyperglycemia and hypoglycemia and consisted of 1
to 2 daily insulin injections without specific glycemic
targets. The DCCT study population was comprised of
2 cohorts. The primary prevention cohort consisted of
participants with 1 to 5 years of diabetes duration at
baseline, no retinopathy as assessed with fundus
photography, and <40 mg/24h of albuminuria. The
secondary intervention cohort consisted of participants
with 1 to 15 years of diabetes duration, up to moderate
nonproliferative diabetic retinopathy, and <200 mg/
24h of albuminuria at baseline. Participants were
followed-up with for a mean of 6.5 years.

Following the end of the DCCT in 1993, all partici-
pants were encouraged to pursue intensive therapy and
were referred to their primary care providers for sub-
sequent clinical care. In 1994, 96% of the surviving
cohort enrolled in the observational EDIC follow-up
study, with 96% of the surviving cohort still actively
participating in the study as of 2006.15

Of the 1441 participants originally enrolled in the
DCCT, 1264 consented to the use of their biological sam-
ples for follow-up studies. For the current study, a random
sample of 220 participants with at least 1 available serum
or plasma sample and 4-hour timed urine sample was
selected. For each participant, biomarker measurements
were performed on serum or plasma samples and timed
urine for up to 7 time points spanning from 1983 to 2010:
DCCT baseline, DCCT year 1, DCCT closeout, EDIC years 3
and 4, EDIC years 7 and 8, EDIC years 11 and 12, and
EDIC years 15 and 16. Serum and plasma samples were
used interchangeably depending on their availability.

Tubular Biomarkers

Blood samples were collected yearly and stored as
serum or plasma during DCCT and EDIC. Serum was
preferentially used for biomarker measurements when
available, otherwise plasma was used. Urine was
collected annually during DCCT, then every other year
during EDIC using supervised, 4-hour timed collec-
tions. Samples were shipped frozen to the Central
Biochemistry Laboratory (University of Minnesota,
Minneapolis) where they were stored at �80 �C.

Serum or plasma KIM-1 and sTNFR1 and urine
MCP1 and EGF were measured using enzyme-linked
immunosorbent assay as per manufacturer in-
structions (assay details in Supplementary Table S1). In
addition, the following 11 biomarkers of tubular
secretion were assayed using mass spectrometry in
both urine and serum or plasma: 1, 3, 7-trimethyluric
1407
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acid; 1, 7-dimethyluric acid; 2-furoylglycine; adipic
acid; cinnamoylglycine; hippuric acid; indoxyl sulfate;
m-hydroxy Hippurate; p-cresol sulfate; tiglylglycine;
and phenylacetylglutamine. In this analysis, trime-
thyluric acid, furoylglycine, and m-hydroxyhippurate
were excluded due to many serum samples falling
below the analytical limit of quantitation resulting in
high within-subject and between-subject variability.

The number of measurements below or above the
lowest measurable value for each biomarker are shown
in Supplementary Table S2. Three different approaches
were considered for addressing measurements below
the lowest measurable value, as follows: (i) discard
observations below the lowest measurable value, (ii) set
these values to lowest measurable value divided by 2,
or (iii) use a maximum likelihood estimation to obtain
estimates accounting for the truncation due to the limit
of detection or quantitation. Biomarker coefficients of
variation and intraclass correlation coefficients (ICCs)
calculated using the 3 methods are shown in
Supplementary Table S3. Coefficients of variation and
ICCs using the 3 approaches were very similar, and
method 2 was used for measurements below the lowest
measurable value in the subsequent analyses. Because
very few values were above the detectable limit
(<0.01% for any given biomarker exceeded the
analytical measurement range), those measurements
were dropped from this analysis.

Biomarkers were log-transformed for analyses to
account for their right-skewed distribution and change
over time was examined using a common metric
(percent change per decade). For urinary biomarkers
(MCP1 and EGF), 24-hour urinary biomarker excretion
was used in primary analyses, and urine biomarker to
creatinine ratios were examined in secondary analyses
to allow comparison to other studies. For each tubular
secretion biomarker assayed using mass spectrometry,
clearance was calculated by dividing the biomarker
excretion rate (biomarker urine concentration x urine
flow) by the biomarker serum concentration. Each
clearance was then standardized on a scale of 1 to 100 as
follows: (log Clearance � min[log Clearance])/(max[log
Clearance] � min [log Clearance]) � 100. Finally, a
tubular secretion score was calculated as the mean of
the standardized clearances.11

Traditional Measures of Kidney Function and

Damage

Serum creatinine was measured annually in both DCCT
and EDIC. An automated Jaffe kinetic method was used
up through May 2007, then starting from June 2007,
creatinine was measured with an enzymatic IDMS-
traceable creatinine method.14,15 Creatinine results ob-
tained with the Jaffe method were recalibrated to the
1408
IDMS-traceable enzymatic method.16 Glomerular
filtration rate was estimated from serum creatinine us-
ing the 2009 Chronic Kidney Disease-Epidemiology
Collaboration equation.17 Of note, 96% of the sub-
cohort studied identified as Non-Hispanic White. Urine
albumin was quantified from 4-hour timed urine sam-
ples collected annually during DCCT and at alternate
EDIC years using solid-phase fluoroimmunoassay. AER
was expressed in terms of 24-hour urinary albumin
excretion, and urine creatinine was assayed using
similar methods as in serum.

Covariates

Demographic information and medical history were
obtained using standardized methods. Blood pressure
was measured after at least 5 minutes of rest by trained
research staff. HbA1c was assessed quarterly in DCCT
and annually in EDIC using high-performance ion-ex-
change liquid chromatography.14,15 The mean updated
HbA1c is the time-weighted average of all prior mea-
surements using weights proportional to the time in-
terval between visits (i.e., 1/4 for DCCT, 1 for EDIC).
Two measures of glycemia were employed. First, ana-
lyses for the associations of tubular biomarker levels
with total previous glycemic exposure used the mean-
updated HbA1c up to and including the time of the
biomarker measurement. Second, analyses for the long-
term effects of glycemia on tubular biomarkers used
the mean updated HbA1c during DCCT only as a pre-
dictor of the biomarker measurements during EDIC.

Statistical Analysis

The characteristics of participants at DCCT baseline and
at EDIC year 16 were described using mean and SD for
continuous variables (e.g., HbA1c), and percentages for
categorical variables (e.g., sex assigned at birth).
Biomarker distributions were described using medians
and quartiles. To ascertain biomarker variability over
the duration of the study period, coefficients of varia-
tion both within and between participants, and ICCs
were estimated using a linear mixed model with a
random intercept and time effect to account for within-
participant correlation among the repeated values over
time. Percent biomarker change per decade was esti-
mated using the coefficient for time in a linear mixed
model with repeated measures.

Participant-specific biomarker changes per decade
(i.e., biomarker slopes) were estimated using a linear
mixed model with within-participant random slopes
and intercepts. Spearman correlations were then used
to assess the correlations between biomarkers as well as
between participant-specific biomarker slopes.

The relative differences in change in biomarkers for
diabetes therapy group (intensive vs. conventional),
Kidney International Reports (2024) 9, 1406–1418



Table 1. Clinical characteristics of a sample of the DCCT/EDIC
cohort randomly selected for longitudinal measurements of kidney
tubular functions

Characteristics
DCCT at baseline

(n [ 220)
Years 15 and 16 of
EDIC (n [ 209)

Age (yr) 28.0 (23.3–33.9) 50.6 (45.9–55.9)

Female sex 98 (44.6%) 93 (44.5%)

Race (% Non-Hispanic White) 212 (96.4%) 201 (96.2%)

Diabetes duration (yr) 4.4 (2.5–9.4) 27.6 (24.5–32.8)

Intensive therapy group 110 (50%) 106 (50.7%)

Primary cohort 103 (46.8%) 99 (47.4%)

Any proliferative diabetic retinopathy 0 49 (23.4%)

Any clinically significant macular edema 0 61 (29.2%)

Current smoker 30 (13.6%) 25 (12.0%)

Current alcohol use 1 (0.5%) 7 (3.4%)

Body mass index (kg/m2) 23.0 (21.5–25.2) 27.7 (25.0–30.4)

Blood pressure (mm Hg)

Systolic 114 (106–122) 122 (112–130)

Diastolic 74 (68–80) 73 (67–79)

Hypertension history 0 128 (61.2%)

Albumin excretion rate (mg/24h) 10.8 (7.2–17.3) 11.5 (7.2–23.0)

Albumin excretion rate category (%)

$30 mg/24h <300 21 (9.6%) 31 (14.8%)

$300 mg/24h 0 12 (5.7%)

Serum creatinine (mg/dl) 0.68 (0.58–0.77) 0.83 (0.73–0.96)

eGFR (ml/min per 1.73 m2) 123.6 (117.6–134.0) 95.6 (83.8–103.8)

eGFR category (%)

eGFR $90 219 (99.6%) 139 (66.5%)

eGFR 75–89 0 45 (21.5%)

eGFR 60–74 1 (0.5%) 12 (5.7%)

eGFR <60 0 13 (6.2%)

HbA1c (%) 8.7 (7.7–9.7) 7.6 (7.0–8.2)

Mean updated HbA1c (%) 8.7 (7.7–9.7) 7.8 (7.2–8.5)

Medication Use

ACEi or ARB 0 115 (55.0%)

Beta-blocker 0 16 (7.8%)

Statin 0 126 (60.3%)

ACEi, angiotensin-converting-enzyme inhibitors; ARB, angiotensin receptor blockers;
DCCT, Diabetes Control and Complications Trial; EDIC, Epidemiology of Diabetes In-
terventions and Complications Study; eGFR, estimated glomerular filtration rate.
Continuous characteristics presented as median (Q1, Q3), whereas categorical char-
acteristics are presented in percentages. By year 15/16 of EDIC, 61 of 106 (58%) par-
ticipants in the intensive treatment group were using ACEi or ARB and 60 of 103 (58%)
participants in the conventional treatment group were using ACEi or ARB.
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cohort (secondary vs. primary), sex (females vs. males),
and HbA1c levels were estimated using a linear mixed
model that included the risk factor (e.g., therapy
group), follow-up time (in decades), and an interaction
between follow-up time and the risk factor.

All analyses were conducted using SAS 9.3 (SAS
Institute, Inc., Cary, NC). P-values ˂0.05 were
considered nominally significant.
RESULTS

Participant Characteristics

Forty-five percent of participants in this sub-study were
female and 96% self-identified as Non-Hispanic White
(Table 1). Approximately one-half were randomized to
intensive glucose-lowering therapy. At baseline,
Kidney International Reports (2024) 9, 1406–1418
participants had amean age of 28 years, diabetes duration
of 6 years, bodymass index of 23 kg/m2, no hypertension
history, and a mean HbA1c of 8.9%. At EDIC years 15
and 16, participants had a median age of 51 years, dia-
betes duration of 28 years, body mass index of 28 kg/m2,
61% of participants had developed hypertension, and
the mean HbA1c was 7.8%. The majority of participants
had normal traditional measures of kidney function and
damage at baseline, with a median eGFR of 124 ml/min
per 1.73m2 andAER 11mg/24h (10%withAER$30mg/
24h). By EDIC years 15 and 16, the median eGFR was 96
ml/min per 1.73 m2, 6% of participants had developed an
eGFR <60 ml/min per 1.73m2, and the median AER was
12 mg/24h (21% with AER$30 mg/24h). At EDIC years
15 and 16, 55% of participants were using angiotensin-
converting-enzyme inhibitors or angiotensin receptor
blockers, 8% were using beta blockers, and 60% were
using statins, with these medications not allowed at
DCCT entry (and angiotensin-converting-enzyme in-
hibitors and angiotensin receptor blockers were not
prescribed during the DCCT).

Biomarker Trajectories and Variability

Biomarker measurements were performed for each
participant at up to 7 time points spanning a median of
21.1 years. A total of 206 (94%) participants had blood
and urine biomarker measurements performed at 6 or
more time points.

Kidney tubular function biomarkers generally
changed monotonically, reflecting worse function or
increased damage over time (Figure 1 and
Supplementary Figure S1). The distributions of
biomarker slopes are shown in Figure 2. Serum or
plasma sTNFR1 and KIM-1 concentrations and urinary
MCP1 excretion increased significantly by 16.9%,
27.3%, and 18.4% per decade, respectively (Table 2).
Urinary EGF and EGF-MCP1 excretion ratio decreased
significantly by 13.5% and 26.9% per decade,
respectively; and the tubular secretion score decreased
by 0.9% per decade. When assessed individually, 4 of
the 8 biomarkers comprising the tubular secretion score
were significantly decreased (�3.0% to �1.6% change
per decade) and 1 was significantly increased (4.8%
change per decade) (Supplementary Table S4). In
comparison, eGFR decreased by 12% per decade and
AER increased by 11% per decade.

Within-participant coefficients of variation for
tubular function biomarkers ranged from 10.0% to
75.4%, compared with 9.1% and 278.8% for eGFR and
albuminuria, respectively (Table 2). ICC ranged from
0.11 to 0.52, compared with 0.33 and 0.37 for eGFR and
albuminuria, respectively. The highest ICC values were
observed for the composite tubular secretion score
(0.52), sTNFR1 (0.46), and KIM-1 (0.43).
1409



Figure 1. Biomarker trends over time in DCCT/EDIC. AER, urinary albumin excretion rate; DCCT, Diabetes Control and Complications Trial; EDIC,
Epidemiology of Diabetes Interventions and Complications Study; EGF, epidermal growth factor; eGFR, estimated glomerular filtration rate; KIM1,
kidney injury molecule 1; MCP1, monocyte chemoattractant protein-1; TNFR1, tumor necrosis factor 1. Median and interquartile range for each
biomarker are shown. Values on x-axis correspond to the following: 1: DCCT baseline, 2: DCCT year 1, 3: DCCT closeout, 4: EDIC years 3 and 4, 5:
EDIC years 7 and 8, 6: EDIC years 11 and 12, 7: EDIC years 15 and 16.

CLINICAL RESEARCH CP Limonte et al.: Tubular Biomarker Trajectories in Type 1 Diabetes
Biomarker Correlations

Correlations between kidney tubular function bio-
markers and traditional measures of kidney function and
Figure 2. Waterfall plots depicting the distribution of slopes for (a) sTNFR1
urinary EGF-MCP1 ratio, and (f) the tubular secretion score. EGF, epiderm
chemoattractant protein-1; TNFR1, tumor necrosis factor 1. Slopes presen

1410
damage were weak to moderate (Figure 3a and
Supplementary Table S5). eGFR correlatedmost strongly
with serum or plasma sTNFR1 (r ¼ �0.40, P < 0.001),
, (b) KIM-1, (c) urinary MCP-1 excretion, (d) urinary EGF excretion, (e)
al growth factor; KIM1, kidney injury molecule 1; MCP1, monocyte
ted as percent change per decade.

Kidney International Reports (2024) 9, 1406–1418



Table 2. Characteristics of kidney biomarkers measured repeatedly over time in the DCCT/EDIC cohort

Characteristics
Median (Q1, Q3)
from all time points CV within participant CV between participant Intraclass correlation

Mean change over time
(95% CI) (percent per decade)

sTNFR1 (pg/ml) 1174 (953–1468) 24.7 26.8 0.46 16.9 (14.5–19.3)

KIM-1 (pg/ml) 34 (23–52) 75.4 87.3 0.43 27.3 (21.4–33.5)

Urinary MCP1 excretion rate (ng/day) 128 (57–235) 56.5 105.5 0.22 18.4 (8.9–28.8)

Urinary EGF excretion rate (ng/day) 9325 (6501–12,776) 32.6 49.1 0.31 �13.5 (�16.7 to �10.1)

EGF-MCP1 ratio (ng/ng) 73 (42–156) 82.5 240.6 0.11 �26.9 (�32.2 to �21.3)

Tubular secretion score 52 (47–55) 10.0 9.5 0.52 �0.9 (�1.8 to 0.0)

eGFR (ml/min per 1.73 m2) 110 (99–119) 9.1 13.0 0.33 �12.0 (�12.9 to �11.1)

AER (mg/24h) 11.5 (7–19) 278.8 365.5 0.37 10.9 (2.5–20.1)

AER, urinary albumin excretion rate; CI, confidence interval; CV, coefficient of variation; DCCT, Diabetes Control and Complications Trial; EDIC, Epidemiology of Diabetes Interventions
and Complications Study; EGF, epidermal growth factor; eGFR, estimated glomerular filtration rate; KIM-1, kidney injury molecule 1; MCP1, monocyte chemoattractant protein-1; sTNFR1,
soluble tumor necrosis factor 1.
Except for medians (Q1, Q3), all estimates are calculated using log-transformed biomarkers to account for their right-skewed distribution. Mean change over time is reported as percent
change per decade (regardless of units of measurement for each untransformed biomarker).
CVs are estimated using a model-based covariance estimated from a linear mixed model. Change over time is calculated per 10 years from the linear mixed model beta estimate as
change ¼ exp(beta) � 1.
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serum or plasma KIM-1 (r ¼ �0.29, P < 0.001), and
urinary EGF excretion (r ¼ 0.21, P < 0.001). AER
correlated most strongly with urinary MCP1 excretion
(r ¼ 0.41, P < 0.001), serum or plasma KIM-1 (r ¼ 0.35,
P < 0.001), and urinary EGF-MCP1 excretion ratio
(r ¼ �0.34, P < 0.001). The strongest correlations be-
tween kidney tubular function biomarkers were
observed between serum or plasma sTNFR1 and KIM-1
(r ¼ 0.39, P < 0.001) and between urinary excretion of
MCP1 and EGF (r ¼ 0.35, P < 0.001). Notably, urinary
EGF-MCP1 excretion ratio correlatedmore stronglywith
MCP1 than EGF excretion (r ¼ �0.83 vs. r ¼ 0.16,
respectively).

Correlations between participant-specific biomarker
changes over time (i.e., slopes) generally paralleled
cross-sectional correlations but were weaker than those
observed in cross-sectional analyses (Figure 3b and
Supplementary Table S6). Change in eGFR correlated
Figure 3. Spearman correlation of log-transformed (a) biomarkers and (b) b
growth factor; eGFR, estimated glomerular filtration rate; KIM1, kidney inj
tumor necrosis factor 1.

Kidney International Reports (2024) 9, 1406–1418
most strongly with changes in sTNFR1 (r ¼ �0.33, P <
0.001) and tubular secretion score (r ¼ �0.31, P <
0.001). Change in AER correlated most strongly with
changes in serum or plasma KIM-1 (r ¼ 0.33, P< 0.001)
and sTNFR1 (r ¼ 0.26, P < 0.001).

Urinary biomarker excretion rates correlated
strongly with urinary biomarker to creatinine ratios.
For urinary MCP1, cross-sectional and slope correla-
tions were r ¼ 0.94 and r ¼ 0.91, respectively. For
urinary EGF, cross-sectional and slope correlations
were r ¼ 0.80 and r ¼ 0.78, respectively.

Clinical Factors Associated With Change in

Kidney Tubular Function Biomarkers

Changes in urinary EGF and MCP1 excretion signifi-
cantly differed between female and male participants
(Table 3 and Supplementary Figure S2). Compared to
males, female participants had a significantly slower
iomarker slopes. AER, urinary albumin excretion rate; EGF, epidermal
ury molecule 1; MCP1, monocyte chemoattractant protein-1; TNFR1,

1411
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Table 3. Associations of clinical characteristics with changes in kidney
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Hemoglobin A1c
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AER, urinary albumin excretion rate; CV, coefficients of variation; DCCT, Diabetes Control an n rate; KIM-1, kidney injury molecule 1; MCP1, monocyte che-
moattractant protein-1; sTNFR1, soluble tumor necrosis factor 1.
aP-value between 0.05 and 0.01.
bP-value between 0.01 and 0.001.
cP-value <0.0001.
dAnalysis uses only biomarker data collected during EDIC Study.
Relative change in biomarker over time per increase in HbA1c is reported as increase in fold-c er decade for sTNFR1 with a participant with an HbA1c of 7% is
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Relative change between group, sex, and cohort is reported as the ratio between groups. Al actor, and time x risk factor interaction.
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measurements of sTNFR1.18-20 One longer-term study
of 47 adults with diabetes and an eGFR >60 ml/min per
1.73 m2 measured sTNFR1 4 times over 8 years.21

Overall, these studies describe increasing sTNFR1 in
association with concurrent or subsequent eGFR
decrease, as demonstrated in our study. Other studies
have investigated tubular markers in the context of
acute kidney injury, evaluating repeated measurements
taken over several days.22 Our work extends over a
longer period of time and across other tubular bio-
markers that have been recognized to represent various
important facets of kidney tubular function.

The tubular markers we assessed in this study reflect
different aspects of tubular integrity and function,
including proximal tubular injury (KIM-1), secretion
(tubular secretion score), functional tubular cell mass
(EGF), and inflammation (sTNFR1 and MCP1).3-11

Overall, tubular biomarkers exhibited monotonic
changes over time consistent with worsening of all
aspects of tubular function. We also observed a similar
linear decrease in eGFR, as has been previously
described. Compared to eGFR and albuminuria, most of
the tubular biomarkers that we assessed demonstrated
proportionally larger changes over time, most notably
with plasma KIM-1 increasing and urinary EGF-MCP1
ratio decreasing by 27% per decade, respectively.
These significant changes in tubular markers occurred
whereas eGFR and AER were largely within the normal
range, before DKD was clinically apparent. This sug-
gests that tubular function decline occurs early in DKD,
and that tubular markers (for which larger absolute
changes can be readily assessed) may potentially be
able to serve as more sensitive indicators of disease
progression than traditional glomerular markers, espe-
cially when eGFR and urinary albumin are within the
“normal” range.17,23

We observed weak but significant correlations be-
tween tubular biomarkers, eGFR, and AER in cross-
sectional and slope analyses. Overall, eGFR correlated
most strongly with sTNFR1 (cross-sectional r ¼ �0.40,
slope r ¼ �0.33) and AER correlated most strongly
with KIM-1 (cross-sectional r ¼ 0.35, slope r ¼ 0.33).
AER also correlated with MCP1 in cross-sectional ana-
lyses (r ¼ 0.41); though, in slope analyses the correla-
tion was much weaker (r ¼ 0.15). These findings,
represented by biomarkers in which disease pathology
progresses at different rates, may reflect underlying
pathologic processes common to distinct facets of kid-
ney function decline.

We identified sex and glycemic control as factors
influencing longitudinal change in tubular biomarkers.
Women had a slower increase in urinary MCP1
excretion and a faster decrease in urinary EGF excre-
tion over time than men, whereas there was no sex
Kidney International Reports (2024) 9, 1406–1418
difference in the rate of EGF-MCP1 ratio change.
Notably, trends in creatinine-normalized urinary MCP1
and EGF concentrations demonstrated sex-related dif-
ferences opposite to what we observed with timed
urinary excretion of these biomarkers.24 The reason for
this finding is unclear and may be related to sex-
specific differences in creatinine excretion. Among
healthy adults and children, higher urinary EGF
normalized to urinary creatinine and body surface area
has been reported in women compared to men,
consistent with our findings here. In addition, among
adults with T1D, sex has been found to modify the
association between creatinine-normalized urinary
MCP1 and kidney tubulointerstitial lesions early in
DKD.25 Overall, our findings reiterate the importance of
accounting for sex as a potential confounder in tubular
biomarker analyses.

We observed significantly greater increases in
sTNFR1 with higher HbA1c over the entire DCCT/EDIC
study duration, as well as solely within EDIC in
response to poor glycemic control during DCCT. This is
consistent with findings from studies in type 2 diabetes
describing a correlation between HbA1c and sTNFR1.26

Long-term benefits of intensive glycemic therapy on
sTNFR1 were apparent despite higher sTNFR1 with
intensive therapy during DCCT, which has been pre-
viously described (along with higher high-sensitivity
C-reactive protein).27 Shorter-term increases in
sTNFR1 with improved glycemic control in DCCT may
be related to insulin-induced weight gain during this
period, with long-term improvements during EDIC
mirroring beneficial effects on microvascular diabetes
complications which have been attributed to a meta-
bolic memory effect.28,29 Slowed increase in sTNFR1
may also reflect long-term improvement in insulin
sensitivity with prolonged glycemic control, which has
been inversely correlated with sTNFR1 in studies of
obese adults.30-33 Similarly, improved long-term gly-
cemic control and mean-updated HbA1c were both
associated with slower decrease in eGFR and increase in
AER, in line with results in the full cohort.34,35 We also
noted a faster increase in KIM-1 with higher HbA1c,
though only when considering shorter-term HbA1c as
opposed to more distant glycemic control, consistent
with associations between increasing HbA1c and rising
KIM-1 described in a nondiabetes cohort.36 Unexpect-
edly, higher mean-updated HbA1c was associated with
a slower increase in urinary MCP1 excretion, contrary
to studies describing direct correlations between these
variables.8

The mechanisms underlying the benefits of glycemic
control on sTNFR1 and KIM-1 trends are likely multi-
factorial. Hyperglycemia is associated with kidney
tubular oxidative stress and inflammation, with
1413
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beneficial effects of glycemic control on sTNFR1 and
KIM-1 potentially reflecting favorable impacts on these
processes.37 In addition, improvements in these bio-
markers may be mediated by reduction in albumin-
uria.38 Further research is required to better
understand how hyperglycemia may affect tubular
function and related biomarkers.

Enhanced understanding of the trajectories of
tubular biomarkers in T1D will be necessary to deter-
mine their potential utility in clinical care and to
optimize their use in research settings. Considering that
tubular biomarkers reflect different aspects of tubular
integrity and function, knowledge of biomarker tra-
jectories and the correlations between these biomarkers
can provide biological insight into the progression of
distinct tubular pathology in DKD. Linked to the
clinical kidney outcomes, tubular biomarker slopes
may be useful for prognostication and for assessing
responses to therapy. Therefore, our future work will
focus on examining associations of longitudinal tubular
biomarker trajectories with incident chronic kidney
disease in T1D. In research, drug effects on tubular
biomarker changes over time may serve as outcomes in
clinical trials targeting kidney tubular pathology.

Strengths of this study include the use of a well-
characterized T1D cohort with extensive longitudinal
data allowing for performance of tubular biomarker
measures on blood and urine samples at up to 7 time
points per participant over 26 years. This study also
has several limitations. Biomarkers were assessed over
long time intervals during which kidney function was
also changing, making it difficult to identify the extent
to which biomarker variability was due to biologic
variability or progressive kidney damage. Kidney bi-
opsy data were not available, and thus we could not
confirm the presence of tubulointerstitial pathology or
link this to our functional measures of tubular injury
and dysfunction. Because participants were enrolled
early in the course of T1D, only a small proportion of
participants developed reduced eGFR or albuminuria
over the duration of the study period, preventing us
from extending findings of tubular biomarker changes
to advanced DKD. We were also not able to assess the
effects of antihypertensives started during DCCT or
EDIC on biomarker trajectories.

In conclusion, among people with T1D, we observed
significant changes in kidney tubular biomarkers over
26 years follow-up, despite most participants having
normal eGFR and no albuminuria. These findings sug-
gest tubular function decline occurs early in the course
and before the onset of DKD when clinical disease
(assessed using traditional markers of glomerular
function) becomes apparent. In addition, we identified
hyperglycemia as associated with faster increases in
1414
plasma sTNFR1 and KIM-1 over time, highlighting the
importance of long-term glycemic control in the pres-
ervation of tubular function.
APPENDIX

List of the DCCT/EDIC Research Group

*DCCT/EDIC Research Group as of January 1, 2021

Study Chairpersons – D.M. Nathan (chair), B. Zinman
(vice-chair); Past: O. Crofford; Deceased: S. Genuth

Editor, EDIC Publications – D.M. Nathan
Clinical Centers
Case Western Reserve University – Current: R.

Gubitosi-Klug, L. Mayer, J. Wood, D. Miller, A.
Nayate, M. Novak, S. Pendegast, L. Singerman, D.
Weiss, H. Zegarra; Past: E. Brown, P. Crawford, M.
Palmert, P. Pugsley, J. Quin, S. Smith-Brewer;
Deceased: W. Dahms, S. Genuth, J. McConnell

Weill Cornell Medical College – Current: N.S. Greg-
ory, R. Hanna, R. Chan, S. Kiss, A. Orlin, M. Rubin;
Past: S. Barron, B. Bosco, D. Brillon, S. Chang, A.
Dwoskin, M. Heinemann, L. Jovanovic, M.E. Lackaye,
T. Lee, B. Levy, V. Reppucci, M. Richardson; Deceased:
R. Campbell

Henry Ford Health System – Current: A. Bhan, J.K.
Jones, D. Kruger, P.A. Edwards, H. Remtema; Past: E.
Angus, A. Galprin, M. McLellan, A. Thomas; Deceased:
J.D. Carey, F. Whitehouse

International Diabetes Center – Current: R. Bergen-
stal, S. Dunnigan, M. Johnson, A. Carlson; Past: R.
Birk, P. Callahan, G. Castle, R. Cuddihy, M. Franz, D.
Freking, L. Gill, J. Gott, K. Gunyou, P. Hollander, D.
Kendall, J. Laechelt, S. List, W. Mestrezat, J. Nelson, B.
Olson, N. Rude, M. Spencer, L. Thomas; Deceased: D.
Etzwiler, K. Morgan

Joslin Diabetes Center – Current: L.P. Aiello, E.
Golden, P. Arrigg, R. Beaser, L. Bestourous, J.
Cavallerano, R. Cavicchi, O. Ganda, O. Hamdy, T.
Murtha, D. Schlossman, S. Shah, G. Sharuk, P. Silva, P.
Silver, M. Stockman, J. Sun, E. Weimann; Past: V.
Asuquo, A. Jacobson, R. Kirby, L. Rand, J. Rose-
nzwieg, H. Wolpert

Massachusetts General Hospital – Current: D.M.
Nathan, M.E. Larkin, M. Cayford, A. deManbey, L.
Gurry, J. Heier, A. Joseph, F. Leandre, K. Martin, C.
Shah, C. Stevens, N. Thangthaeng; Past: E. Anderson,
H. Bode, S. Brink, M. Christofi, C. Cornish, D. Cros, S.
Crowell, L. Delahanty, K. Folino, S. Fritz, C. Gauthier-
Kelly, J. Godine, C. Haggan, K. Hansen, P. Lou, J.
Lynch, C. McKitrick, D. Moore, D. Norman, M. Ong, E.
Ryan, C. Taylor, D. Zimbler

Mayo Clinic – Current: A. Vella, A. Zipse, A. Bark-
meier; Past: B. French, M. Haymond, J. Mortenson, J.
Pach, R. Rizza, L. Schmidt, W.F. Schwenk, F.J. Service,
Kidney International Reports (2024) 9, 1406–1418



CP Limonte et al.: Tubular Biomarker Trajectories in Type 1 Diabetes CLINICAL RESEARCH
R. Woodwick, G. Ziegler; Deceased: R. Colligan, A.
Lucas, B. Zimmerman

Medical University of South Carolina – Current: H.
Karanchi, L. Spillers, J. Fernandes, K. Hermayer, S.
Kwon, K. Lee, M. Lopes-Virella, T. Lyons, M. Nutaitis;
Past: A. Blevins, M. Bracey, S. Caulder, J. Colwell, S.
Elsing, A. Farr, D. Lee, P. Lindsey, L. Luttrell, R. May-
field, J. Parker, N. Patel, C. Pittman, J. Selby, J. Soule, M.
Szpiech, T. Thompson, D. Wood, S. Yacoub-Wasef

Northwestern University – Current: A. Wallia, M.
Hartmuller, S. Ajroud-Driss, P. Astelford, A. Degillio,
M. Gill, L. Jampol, C. Johnson, L. Kaminski, N.
Leloudes, A. Lyon, R. Mirza, D. Ryan, E. Simjanoski, Z.
Strugula; Past: D. Adelman, S. Colson, M. Molitch, B.
Schaefer

University of California, San Diego – Current: S.
Mudaliar, G. Lorenzi, O. Kolterman, M. Goldbaum; Past:
T. Clark, M. Giotta, I. Grant, K. Jones, R. Lyon, M.
Prince, R. Reed, M. Swenson; Deceased: G. Friedenberg

University of Iowa – Current: W.I. Sivitz, B. Vitte-
toe, J. Kramer; Past: M. Bayless, C. Fountain, R. Hoff-
man, J. MacIndoe, N. Olson, H. Schrott, L. Snetselaar,
T. Weingeist, R. Zeitler

University of Maryland – Current: R. Miller, S.
Johnsonbaugh; Past: M. Carney, D. Counts, T. Donner,
J. Gordon, M. Hebdon, R. Hemady, B. Jones, A.
Kowarski, R. Liss, S. Mendley, D. Ostrowski, M.
Patronas, P. Salemi, S. Steidl

University of Michigan – Current: W.H. Herman, R.
Pop-Busui, C.L. Martin, P. Lee, J.W. Albers, E.L.
Feldman; Past: N. Burkhart, D.A. Greene, T. Sandford,
M.J. Stevens; Deceased: J. Floyd

University of Minnesota – Current: J. Bantle, M.
Rhodes, D. Koozekanani, S. Montezuma, J. Terry; Past:
N. Flaherty, F. Goetz, C. Kwong, L. McKenzie, M.
Mech, J. Olson, B. Rogness, T. Strand, R. Warhol, N.
Wimmergren

University of Missouri – Current: D. Goldstein, D.
Hainsworth, S. Hitt; Deceased: J. Giangiacomo

University of New Mexico – Current: D.S. Schade,
J.L. Canady, R.B. Avery, M.R. Burge, J.E. Chapin, A.
Das, L.H. Ketai; Past: D. Hornbeck, C. Johannes, J.
Rich, M.L Schluter

University of Pennsylvania – Current: M. Schutta,
P.A. Bourne, A. Brucker; Past: S. Braunstein, B.J.
Maschak-Carey, S. Schwartz; Deceased: L. Baker

University of Pittsburgh – Current: T. Orchard, L.
Cimino, D. Rubinstein; Past: D. Becker, B. Doft, D.
Finegold, K. Kelly, L. Lobes, N. Silvers, T. Songer, D.
Steinberg, L. Steranchak, J.Wesche; Deceased: A. Drash

University of South Florida – Current: J.I. Malone,
A. Morrison, M.L. Bernal, P.R. Pavan; Past: L. Bab-
bione, T.J. DeClue, N. Grove, D. McMillan, H. Solc,
E.A. Tanaka, J. Vaccaro-Kish
Kidney International Reports (2024) 9, 1406–1418
University of Tennessee – Current: S. Dagogo-Jack,
C. Wigley, S. Huddleston, A. Patel; Past: M. Bryer-
Ash, E. Chaum, A. Iannacone, H. Lambeth, D. Meyer,
S. Moser, M.B. Murphy, H. Ricks, S. Schussler, S.
Yoser; Deceased: A. Kitabchi

University of Texas – Current: P. Raskin, S. Strowig,
Y.G. He, E. Mendelson, R.L. Ufret-Vincenty; Past: M.
Basco; Deceased: S. Cercone

University of Toronto – Current: B.A. Perkins, B.
Zinman, A. Barnie, N. Bakshi, M. Brent, R. Devenyi, K.
Koushan, M. Mandelcorn, F. Perdikaris, L. Tuason;
Past: D. Daneman, R. Ehrlich, S. Ferguson, A. Gordon,
K. Perlman, S. Rogers

University of Washington – Current: I. Hirsch, R.
Fahlstrom, L. Van Ottingham, I.H. de Boer, L. Olmos
de Koo; Past: S. Catton, J. Ginsberg, J. Kinyoun, J.
Palmer

University of Western Ontario – Current: C. McDo-
nald, M. Driscoll, J. Bylsma, T. Sheidow; Past: W.
Brown, C. Canny, P. Colby, S. Debrabandere, J. Dupre,
J. Harth, I. Hramiak, M. Jenner, J. Mahon, D. Nicolle,
N.W. Rodger, T. Smith

Vanderbilt University – Current: M. May, J. Lipps
Hagan, T. Adkins, A. Agarwal, C. Lovell; Past: S.
Feman, R. Lorenz, R. Ramker; Deceased: L. Survant

Washington University, St. Louis – Current: N.H.
White, L. Levandoski; Deceased: I. Boniuk, J. Santiago

Yale University – Current: W. Tamborlane, P. Gat-
comb, K. Stoessel; Past: J. Ahern, K. Fong, P. Ossorio,
P. Ramos

Albert Einstein – Past: J. Brown-Friday, J. Crandall,
H. Engel, S. Engel, H. Martinez, M. Phillips, M. Reid,
H. Shamoon, J. Sheindlin

Clinical Coordinating Center
Case Western Reserve University – Current: R.

Gubitosi-Klug, L. Mayer, C. Beck, K. Farrell, P. Gaston;
Past: S. Genuth, M. Palmert, J. Quin, R. Trail;
Deceased: W. Dahms

Data Coordinating Center
George Washington University, The Biostatistics

Center – J. Lachin, I. Bebu, B. Braffett, J. Backlund, L.
Diminick, L. El ghormli, X. Gao, D. Kenny, K. Klumpp,
M. Lin, V. Trapani; Past: K. Anderson, K. Chan, P.
Cleary, A. Determan, L. Dews, W. Hsu, P. McGee, H.
Pan, B. Petty, D. Rosenberg, B. Rutledge, W. Sun, S.
Villavicencio, N. Younes; Deceased: C. Williams

National Institute of Diabetes and Digestive and
Kidney Disease

National Institute of Diabetes and Digestive and
Kidney Disease Program Office – E. Leschek; Past: C.
Cowie, C. Siebert

EDIC Core Central Units
Central Biochemistry Laboratory (University of

Minnesota) – M. Steffes, A. Karger, J. Seegmiller, V.
1415



CLINICAL RESEARCH CP Limonte et al.: Tubular Biomarker Trajectories in Type 1 Diabetes
Arends; Past: J. Bucksa, B. Chavers, A. Killeen, M.
Nowicki, A. Saenger

Central ECG Reading Unit (Wake Forest School of
Medicine) – Y. Pokharel, M. Barr, C. Campbell, S.
Hensley, J. Hu, L. Keasler, Y. Li, T. Taylor, Z.M. Zhang;
Past: R. Prineas, E.Z. Soliman

Central Ophthalmologic Reading Unit (University of
Wisconsin) – B. Blodi, R. Danis, D. Lawrence, H.
Wabers; Past: M. Burger, M. Davis, J. Dingledine, V.
Gama, S. Gangaputra, L. Hubbard, S. Neill, R. Sussman

Central Neuropsychological Reading Unit (NYU
Winthrop Hospital, University of Pittsburgh) – A.
Jacobson, C. Ryan, D. Saporito; Past: B. Burzuk, E.
Cupelli, M. Geckle, D. Sandstrom, F. Thoma, T. Wil-
liams, T. Woodfill
DISCLOSURE

CPL is supported by the American Kidney Fund’s Clinical

Scientist in Nephrology Award Program. BAP has no

disclosures directly related to this work, but has accepted

honoraria for educational events from Medtronic, Insulet,

Abbott, Sanofi, and Novo-Nordisk; has received research

funding from Novo-Nordisk and BMO Bank of Montreal;

and has served as an advisor to Novo-Nordisk, Sanofi,

Abbott, and Vertex. ABK has received research support

from the NIH, Siemens Healthcare Diagnostics, the Juve-

nile Diabetes Research Foundation, and Kyowa Kirin

Pharmaceutical Development for studies unrelated to this

manuscript; has received speaker honorarium from the

American Kidney Fund, the National Kidney Foundation,

the American Society of Nephrology, and Siemens

Healthcare Diagnostics for presentations on kidney dis-

ease; and has previously served as an external consultant

to Roche Diagnostics unrelated to this manuscript. All the

other authors declared no competing interests.

ACKNOWLEDGMENTS

A complete list of members in the DCCT/EDIC Research

Group is presented in the Supplementary Material. The

DCCT/EDIC Research Group owes its scientific success and

public health contributions to the dedication and commit-

ment of the DCCT/EDIC participants.

The DCCT/EDIC has been supported by cooperative

agreement grants (1982–1993, 2012–2017, 2017–2022), and

contracts (1982–2012) with the Division of Diabetes Endo-

crinology and Metabolic Diseases of the National Institute

of Diabetes and Digestive and Kidney Diseases (current

grant numbers U01 DK094176 and U01 DK094157), and

through support by the National Eye Institute, the National

Institute of Neurologic Disorders and Stroke, the General

Clinical Research Centers Program (1993–2007), and Clin-

ical Translational Science Center Program (2006-present),

Bethesda, Maryland, USA. The sponsor of this study is
1416
represented by the NIDDK Project Scientist who serves as

part of the DCCT/EDIC Research Group and plays a part in

the study design and conduct as well as the review and

approval of manuscripts. The NIDDK Project Scientist was

not a member of the writing group of this paper. The

opinions expressed are those of the investigators and do

not necessarily reflect the views of the funding agencies.

The following Industry contributors have had no role in the

DCCT/EDIC study but have provided free or discounted

supplies or equipment to support participants’ adherence

to the study: Abbott Diabetes Care (Alameda, CA), Animas

(Westchester, PA), Bayer Diabetes Care (North America

Headquarters, Tarrytown, NY), Becton, Dickinson and

Company (Franklin Lakes, NJ), Eli Lilly (Indianapolis, IN),

Extend Nutrition (St. Louis, MO), Insulet Corporation

(Bedford, MA), Lifescan (Milpitas, CA), Medtronic Diabetes

(Minneapolis, MN), Nipro Home Diagnostics (Ft. Lau-

derdale, FL), Nova Diabetes Care (Billerica, MA), Omron

(Shelton, CT), Perrigo Diabetes Care (Allegan, MI), Roche

Diabetes Care (Indianapolis, IN), and Sanofi-Aventis

(Bridgewater, NJ).
DATA AVAILABILITY STATEMENT

Data collected for the DCCT/EDIC study through June 30,

2017 are available to the public through the NIDDK Central

Repository (https://repository.niddk.nih.gov/studies/edic/).

Data collected in the current cycle (July 2017–June 2022)

will be available within 2 years after the end of the funding

cycle. Dr. Barbara H. Braffett is the guarantor of this work

and, as such, had full access to all of the data in the study

and takes responsibility for the integrity of the data and the

accuracy of the data analysis.
AUTHOR CONTRIBUTIONS

CPL and XG wrote the manuscript. XG and IB conducted

the statistical analyses. IB, JCS, GML, BAP, ABK, VLA, AP,

MEM, and IHdB reviewed and edited the manuscript.

SUPPLEMENTARY MATERIAL

Supplementary File (PDF)

Figure S1. Tubular secretion score component clearances

trends over time.

Figure S2. Biomarker trends over time between groups

with significant relative differences.

Table S1. List of renal tubular biomarkers assayed.

Table S2. Summary of the number of biomarkers

measured.

Table S3. Tubular biomarkers’ coefficients of variation,

intraclass correlations, and index of individuality.

Table S4. Characteristics of the tubular secretion score

component biomarker standardized clearances.

Table S5. Spearman Correlation of Log -transformed

Biomarkers. P -values are shown below the diagonal in grey.
Kidney International Reports (2024) 9, 1406–1418

https://repository.niddk.nih.gov/studies/edic/
https://doi.org/10.1016/j.ekir.2023.11.030


CP Limonte et al.: Tubular Biomarker Trajectories in Type 1 Diabetes CLINICAL RESEARCH
Table S6. Spearman Correlation of Biomarker Slopes.

P -values are shown below the diagonal in grey.

Table S7. Tubular secretion score component biomarkers’

difference in relative change over time by original DCCT

treatment assignment, sex, cohort, and glycemic level.

Table S8. Association between biomarkers and glycemia.
REFERENCES

1. Alicic RZ, Rooney MT, Tuttle KR. Diabetic kidney disease:

challenges, progress, and possibilities. Clin J Am Soc

Nephrol. 2017;12:2032–2045. https://doi.org/10.2215/CJN.

11491116

2. Maahs DM, Rewers M. Mortality and renal disease in type 1

diabetes mellitus-progress made, more to be done. J Clin

Endocrinol Metab. 2006;91:3757–3759. https://doi.org/10.

1210/jc.2006-1730

3. Nowak N, Skupien J, Niewczas MA, et al. Increased plasma

kidney injury molecule-1 suggests early progressive renal

decline in non-proteinuric patients with type 1 diabetes.

Kidney Int. 2016;89:459–467. https://doi.org/10.1038/ki.

2015.314

4. Satirapoj B, Pooluea P, Nata N, Supasyndh O. Urinary bio-

markers of tubular injury to predict renal progression and end

stage renal disease in type 2 diabetes mellitus with advanced

nephropathy: a prospective cohort study. J Diabetes Com-

plications. 2019;33:675–681. https://doi.org/10.1016/j.jdia-

comp.2019.05.013

5. Liu C, Debnath N, Mosoyan G, et al. Systematic review and

meta-analysis of plasma and urine biomarkers for CKD out-

comes. J Am Soc Nephrol. 2022;33:1657–1672. https://doi.

org/10.1681/ASN.2022010098

6. Wada T, Furuichi K, Sakai N, et al. Up-regulation of monocyte

chemoattractant protein-1 in tubulointerstitial lesions of hu-

man diabetic nephropathy. Kidney Int. 2000;58:1492–1499.

https://doi.org/10.1046/j.1523-1755.2000.00311.x

7. Nowak N, Skupien J, Smiles A, et al. Markers of early pro-

gressive renal decline in Type 2 diabetes suggest different

implications for etiological studies and prognostic tests

development. Kidney Int. 2018;93:1198–1206. https://doi.org/

10.1016/j.kint.2017.11.024. Markers.

8. Siddiqui K, Joy SS, Al-Rubeaan K. Association of urinary

monocyte chemoattractant protein-1 (MCP-1) and kidney

injury molecule-1 (KIM-1) with risk factors of diabetic kidney

disease in type 2 diabetes patients. Int Urol Nephrol. 2019;51:

1379–1386. https://doi.org/10.1007/s11255-019-02201-6

9. Cortvrindt C, Speeckaert R, Delanghe JR, Speeckaert MM.

Urinary epidermal growth factor: a promising “next genera-

tion” biomarker in kidney disease. Am J Nephrol. 2022;53:

372–387. https://doi.org/10.1159/000524586

10. Wu L, Li XQ, Chang DY, et al. Associations of urinary

epidermal growth factor and monocyte chemotactic protein-1

with kidney involvement in patients with diabetic kidney

disease. Nephrol Dial Transplant. 2020;35:291–297. https://

doi.org/10.1093/ndt/gfy314

11. Chen Y, Zelnick LR, Wang K, et al. Kidney clearance of

secretory solutes is associated with progression of CKD: the

CRIC study. J Am Soc Nephrol. 2020;31:817–827. https://doi.

org/10.1681/ASN.2019080811
Kidney International Reports (2024) 9, 1406–1418
12. Nath KA. Tubulointerstitial changes as a major determinant in

the progression of renal damage. Am J Kidney Dis. 1992;20:

1–17. https://doi.org/10.1016/s0272-6386(12)80312-x

13. Mise K, Hoshino J, Ueno T, et al. Prognostic value of tubu-

lointerstitial lesions, Urinary N-Acetyl-b-d-Glucosaminidase,

and Urinary b2-Microglobulin in Patients with Type 2 Dia-

betes and Biopsy-Proven Diabetic Nephropathy. Clin J Am

Soc Nephrol. 2016;11:593–601. https://doi.org/10.2215/CJN.

04980515

14. Diabetes Control and Complications Trial Research Group,

Nathan DM, Genuth S, et al. The effect of intensive treat-

ment of diabetes on the development and progression of

long-term complications in insulin-dependent diabetes

mellitus. N Engl J Med. 1993;329:977–986. https://doi.org/10.

1056/NEJM199309303291401

15. Epidemiology of Diabetes Interventions and Complications

(EDIC) Research Group. Epidemiology of Diabetes In-

terventions and Complications (EDIC). Design, implementa-

tion, and preliminary results of a long-term follow-up of the

Diabetes Control and Complications Trial cohort. Diabetes

Care. 1999;22:99–111. https://doi.org/10.2337/diacare.22.1.99

16. The DCCT/EDIC Research Group. Intensive diabetes therapy

and glomerular filtration rate in Type 1 diabetes. N Eng J

Med. 2011;365:2366–2376. https://doi.org/10.1016/j.ymed.

2012.08.051

17. Levey AS, Stevens LA, Schmid CH, et al. A new equation to

estimate glomerular filtration rate. Ann Intern Med. 2009;150:

604–612. https://doi.org/10.4172/2161-0959.1000264

18. Gohda T, Niewczas MA, Ficociello LH, et al. Circulating TNF

Receptors 1 and 2 predict Stage 3 CKD in Type 1 diabetes.

J Am Soc Nephrol. 2012;23:516–524. https://doi.org/10.1681/

ASN.2011060628

19. Ihara K, Skupien J, Krolewski B, et al. A profile of multiple

circulating tumor necrosis factor receptors associated with

early progressive kidney decline in Type 1 Diabetes is similar

to profiles in autoimmune disorders. Kidney Int. 2021;99:725–

736. https://doi.org/10.1016/j.kint.2020.07.007

20. Heerspink HJL, Perco P, Mulder S, et al. Canagliflozin reduces

inflammation and fibrosis biomarkers: a potential mecha-

nism of action for beneficial effects of SGLT2 inhibitors in

diabetic kidney disease. Diabetologia. 2019;62:1154–1166.

https://doi.org/10.1007/s00125-019-4859-4

21. MacIsaac R, FangM, Obeyesekere V, et al. Changes in soluble

tumor necrosis factor receptor type 1 levels and early renal

function decline in patients with diabetes. J Diabetes Investig.

2019;10:1537–1542. https://doi.org/10.1111/jdi.13061

22. Neyra JA, Hu MC, Minhajuddin A, et al. Kidney tubular

damage and functional biomarkers in acute kidney injury

following cardiac surgery. Kidney Int Rep. 2019;4:1131–1142.

https://doi.org/10.1016/j.ekir.2019.05.005

23. Danziger J. Importance of low-grade albuminuria. Mayo Clin

Proc. 2008;83:806–812. https://doi.org/10.4065/83.7.806

24. Meybosch S, De Monie A, Anné C, et al. Epidermal growth

factor and its influencing variables in healthy children and

adults. PLoS One. 2019;14:1–13. https://doi.org/10.1371/jour-

nal.pone.0211212

25. Fufaa GD, Weil EJ, Nelson RG, et al. Urinary monocyte

chemoattractant protein-1 and hepcidin and early diabetic

nephropathy lesions in type 1 diabetes mellitus. Nephrol
1417

https://doi.org/10.2215/CJN.11491116
https://doi.org/10.2215/CJN.11491116
https://doi.org/10.1210/jc.2006-1730
https://doi.org/10.1210/jc.2006-1730
https://doi.org/10.1038/ki.2015.314
https://doi.org/10.1038/ki.2015.314
https://doi.org/10.1016/j.jdiacomp.2019.05.013
https://doi.org/10.1016/j.jdiacomp.2019.05.013
https://doi.org/10.1681/ASN.2022010098
https://doi.org/10.1681/ASN.2022010098
https://doi.org/10.1046/j.1523-1755.2000.00311.x
https://doi.org/10.1016/j.kint.2017.11.024
https://doi.org/10.1016/j.kint.2017.11.024
https://doi.org/10.1007/s11255-019-02201-6
https://doi.org/10.1159/000524586
https://doi.org/10.1093/ndt/gfy314
https://doi.org/10.1093/ndt/gfy314
https://doi.org/10.1681/ASN.2019080811
https://doi.org/10.1681/ASN.2019080811
https://doi.org/10.1016/s0272-6386(12)80312-x
https://doi.org/10.2215/CJN.04980515
https://doi.org/10.2215/CJN.04980515
https://doi.org/10.1056/NEJM199309303291401
https://doi.org/10.1056/NEJM199309303291401
https://doi.org/10.2337/diacare.22.1.99
https://doi.org/10.1016/j.ymed.2012.08.051
https://doi.org/10.1016/j.ymed.2012.08.051
https://doi.org/10.4172/2161-0959.1000264
https://doi.org/10.1681/ASN.2011060628
https://doi.org/10.1681/ASN.2011060628
https://doi.org/10.1016/j.kint.2020.07.007
https://doi.org/10.1007/s00125-019-4859-4
https://doi.org/10.1111/jdi.13061
https://doi.org/10.1016/j.ekir.2019.05.005
https://doi.org/10.4065/83.7.806
https://doi.org/10.1371/journal.pone.0211212
https://doi.org/10.1371/journal.pone.0211212


CLINICAL RESEARCH CP Limonte et al.: Tubular Biomarker Trajectories in Type 1 Diabetes
Dial Transplant. 2015;30:599–606. https://doi.org/10.1093/

ndt/gfv012

26. Gómez-Banoy N, Cuevas V, Higuita A, Aranzález LH,

Mockus I. Soluble tumor necrosis factor receptor 1 is asso-

ciated with diminished estimated glomerular filtration rate in

Colombian patients with type 2 diabetes. J Diabetes Com-

plications. 2016;30:852–857. https://doi.org/10.1016/j.jdia-

comp.2016.03.015

27. Schaumberg D, Glynn R, Jenkins A, et al. Effect of intensive

glycemic control on levels of markers of inflammation in type

1 diabetes mellitus in the diabetes control and complications

trial. Circulation. 2005;111:2446–2453. https://doi.org/10.1161/

01.CIR.0000165064.31505.3B

28. Carlson NE, Horton KW, Hokanson JE, et al. Weight gain

trajectories and obesity rates in intensive and conventional

treatments of type 1 diabetes from the DCCT compared with a

control population without diabetes. Diabet Med. 2022;39:1–

12. https://doi.org/10.1111/dme.14794

29. Lachin JM, Nathan DM, DCCT/EDIC Research Group. Under-

standing metabolic memory: the prolonged influence of gly-

cemia during the diabetes control and complications trial

(dcct) on future risks of complications during the study of the

epidemiology of diabetes interventions and complications

(edic). Diabetes Care. 2021;44:2216–2224. https://doi.org/10.

2337/dc20-3097

30. Mao Y, Zhong W. Changes of insulin resistance status and

development of complications in type 1 diabetes mellitus:

analysis of DCCT/EDIC study. Diabetes Res Clin Pract.

2022;184:109211. https://doi.org/10.1016/j.diabres.2022.

109211

31. Dzienis-Straczkowska S, Straczkowski M, Szelachowska M,

Stepien A, Kowalska I, Kinalska I. Soluble tumor necrosis

factor-alpha receptors in young obese subjects with normal
1418
and impaired glucose tolerance. Diabetes Care. 2003;26:875–

880. https://doi.org/10.2337/diacare.26.3.875

32. Adamska A, Nikołajuk A, Karczewska-Kupczewska M, et al.

Relationships between serum adiponectin and soluble TNF-a
receptors and glucose and lipid oxidation in lean and obese

subjects. Acta Diabetol. 2012;49:17–24. https://doi.org/10.

1007/s00592-010-0252-y

33. Ryan AS, Nicklas BJ. Reductions in plasma cytokine levels

with weight loss improve insulin sensitivity in overweight

and obese postmenopausal women. Diabetes Care. 2004;27:

1699–1705. https://doi.org/10.2337/diacare.27.7.1699

34. de Boer IH, Sun W, Cleary PA, et al. Longitudinal changes

in estimated and measured GFR in type 1 diabetes. J Am

Soc Nephrol. 2014;25:810–818. https://doi.org/10.1681/

ASN.2013050557

35. de Boer IH, DCCT/EDIC Research Group. Kidney disease and

related findings in the diabetes control and complications

trial/epidemiology of diabetes interventions and complica-

tions study. Diabetes Care. 2014;37:24–30. https://doi.org/10.

2337/dc13-2113

36. Muiru AN, Scherzer R, Ascher SB, et al. Associations of CKD

risk factors and longitudinal changes in urine biomarkers of

kidney tubules among women living with HIV. BMC Nephrol.

2021;22:1–9. https://doi.org/10.1186/s12882-021-02508-6

37. Li Z, Murakoshi M, Ichikawa S, et al. The sodium–glucose

cotransporter 2 inhibitor tofogliflozin prevents diabetic kidney

disease progression in type 2 diabetic mice. FEBS Open Bio.

2020;10:2761–2770. https://doi.org/10.1002/2211-5463.13014

38. Sen T, Koshino A, Neal B, et al. Mechanisms of action of the

sodium-glucose cotransporter-2 (SGLT2) inhibitor canagli-

flozin on tubular inflammation and damage: a post hoc

mediation analysis of the CANVAS trial. Diabetes Obes Metab.

2022;24:1950–1956. https://doi.org/10.1111/dom.14779
Kidney International Reports (2024) 9, 1406–1418

https://doi.org/10.1093/ndt/gfv012
https://doi.org/10.1093/ndt/gfv012
https://doi.org/10.1016/j.jdiacomp.2016.03.015
https://doi.org/10.1016/j.jdiacomp.2016.03.015
https://doi.org/10.1161/01.CIR.0000165064.31505.3B
https://doi.org/10.1161/01.CIR.0000165064.31505.3B
https://doi.org/10.1111/dme.14794
https://doi.org/10.2337/dc20-3097
https://doi.org/10.2337/dc20-3097
https://doi.org/10.1016/j.diabres.2022.109211
https://doi.org/10.1016/j.diabres.2022.109211
https://doi.org/10.2337/diacare.26.3.875
https://doi.org/10.1007/s00592-010-0252-y
https://doi.org/10.1007/s00592-010-0252-y
https://doi.org/10.2337/diacare.27.7.1699
https://doi.org/10.1681/ASN.2013050557
https://doi.org/10.1681/ASN.2013050557
https://doi.org/10.2337/dc13-2113
https://doi.org/10.2337/dc13-2113
https://doi.org/10.1186/s12882-021-02508-6
https://doi.org/10.1002/2211-5463.13014
https://doi.org/10.1111/dom.14779

	Longitudinal Trajectories of Biomarkers of Kidney Tubular Function in Type 1 Diabetes
	Methods
	Study Design and Participants
	Tubular Biomarkers
	Traditional Measures of Kidney Function and Damage
	Covariates
	Statistical Analysis

	Results
	Participant Characteristics
	Biomarker Trajectories and Variability
	Biomarker Correlations
	Clinical Factors Associated With Change in Kidney Tubular Function Biomarkers

	Discussion
	Appendix
	List of the DCCT/EDIC Research Group

	Disclosure
	Acknowledgments
	Data Availability Statement
	Author Contributions
	Supplementary Material
	References


