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analysis of SARS‑CoV‑2 virus 
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Masuda Akther, J. Akter Puspo, Salma Akter, Munawar Sultana, Keith A. Crandall & 
M. Anwar Hossain

Correction to: Scientific Reports https:// doi. org/ 10. 1038/ s41598- 020- 70812-6, published online 19 August 2020

The Acknowledgments section in the original version of this Article was incomplete.

“The authors of this manuscript would like to extend their thank to all who have contributed sequences to the 
GISAID database (https:// www. gisaid. org/).”

now reads:

“The authors of this manuscript would like to extend their thanks to all who have contributed sequences (Acknowl-
edgements File) to the GISAID database (https:// www. gisaid. org/).”

The original Article and accompanying Supplementary Information files have been corrected.

Open Access  This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the 
Creative Commons licence, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons licence and your intended use is not 
permitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from 
the copyright holder. To view a copy of this licence, visit http:// creat iveco mmons. org/ licen ses/ by/4. 0/.

© The Author(s) 2021

OPEN

https://doi.org/10.1038/s41598-020-70812-6
https://www.gisaid.org/
https://www.gisaid.org/
http://creativecommons.org/licenses/by/4.0/
http://crossmark.crossref.org/dialog/?doi=10.1038/s41598-021-00133-9&domain=pdf

	Author Correction: Genome-wide analysis of SARS-CoV-2 virus strains circulating worldwide implicates heterogeneity

