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The Acknowledgements section in this Article is incomplete.

“We acknowledge R. Lubelchek, J. Xu, M. Imahashi, W. Zhou, N.-W. Sheung, M. Matsuda, A. Hochi, and indi-
viduals from the following areas of the Houston Health Department: Informatics Program, HIV Surveillance 
Program, and the Bureau of HIV/STD and Viral Hepatitis Prevention.”

should read:

“We acknowledge R. Lubelchek, J. Xu, M. Imahashi, W. Zhou, N.-W. Sheung, M. Matsuda, A. Hochi, and indi-
viduals from the following areas of the Houston Health Department: Informatics Program, HIV Surveillance 
Program, and the Bureau of HIV/STD and Viral Hepatitis Prevention. The contents of this publication are solely 
the responsibility of the authors and do not necessarily represent the official views of the National Institutes of 
Health, the Centers for Disease Control and Prevention, or the Department of Health and Human Services.”

Furthermore, the Funding section in this Article contains typographical errors, where

“This work was supported by the Centers for Disease Control and Prevention (CDC) (Grants 5 
NU62PS924515-03-00 and 1 NU62PS924572-01-00 to M.M.) and the National Institutes of Health (NIH) (Grants 
1R21GM113694 to K.F., 1R01MH100021 to K.F. and J.A.S., R01AI136056 to J.A.S., K01AI110181 to J.O.W., 
R01AI135992 to J.O.W., and 1R56AI150272-01A1 to K.F and J.A.S.).”

should read:

“This work was supported by the Centers for Disease Control and Prevention (CDC) (Cooperative Agree-
ments NU62PS924515 and NU62PS924572 to M.M.) and the National Institutes of Health (NIH) (Grants 
1R21GM113694 to K.F., 1R01MH100021 to K.F. and J.A.S., R01AI136056 to J.A.S., K01AI110181 to J.O.W., 
R01AI135992 to J.O.W., and 1R56AI150272-01A1 to K.F and J.A.S.).”
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