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The authors declare that in their original article, there was an error in the calculation of the library size for the

normalization of some gene expression data. As a result, several figures, Table S1, and sentences associ-

ated with these were incorrect. This has now been corrected, and the discussion and conclusions of this

paper remain unchanged. The authors apologize for any confusion caused.
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Figure 4. Heatmap of standardized gene expression (corrected)
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Figure 5. Integrative analysis of the data of RNA-seq (30,185 genes) from 44 patients with COVID-19, cell phenotype (52 types) from 45 patients

with COVID-19, and serum analytes (71 analytes) from 33 patients with COVID-19 using a sparse principal component analysis approach, MOFA v2

(corrected)
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Figure 6B. Distribution of the CD177 marker and association with clinical outcomes of patients with COVID-19 (corrected)
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Figure S5. Integrative analysis from COVID-19 patients (corrected)
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