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Author Correction: Rapid de novo 
assembly of the european eel 
genome from nanopore sequencing 
reads
Hans J. Jansen1, Michael Liem2, susanne A. Jong-Raadsen1, sylvie Dufour3,  
Finn-Arne Weltzien  4, William swinkels5, Alex Koelewijn5, Arjan p. palstra6, Bernd pelster7, 
Herman p. spaink2, Guido e. van den thillart1, Ron p. Dirks1 & Christiaan V. Henkel  2,8,9

Correction to: Scientific Reports https://doi.org/10.1038/s41598-017-07650-6, published online 03 August 2017

This Article contains errors.

Since the publication of this Article, the website hosting the assembly data has become inactive. The data has now 
been re-deposited in the DataverseNO repository. As such, the corrected Data Availability section should be as 
follows.

Data Availability
The nanopore sequencing data are available in the European Nucleotide Archive (accession number PRJEB20018). 
The Racon- and Pilon-corrected candidate assembly is available at https://doi.org/10.18710/NMTGUN. The 
TULIP-scripts are available at https://github.com/Generade-nl.
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