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Understanding and monitoring virus-mediated infections has 
gained importance since the global outbreak of the coronavirus 
disease 2019 (COVID-19) pandemic. Studies of high-throughput 
omics-based immune profiling of COVID-19 patients can help 
manage the current pandemic and future virus-mediated pan-
demics. Although COVID-19 is being studied since past 2 years, 
detailed mechanisms of the initial induction of dynamic immune 
responses or the molecular mechanisms that characterize disease 
progression remains unclear. This study involved comprehen-
sively collected biospecimens and longitudinal multi-omics data 
of 300 COVID-19 patients and 120 healthy controls, including 
whole genome sequencing (WGS), single-cell RNA sequencing 
combined with T cell receptor (TCR) and B cell receptor (BCR) 
sequencing (scRNA(+scTCR/BCR)-seq), bulk BCR and TCR se-
quencing (bulk TCR/BCR-seq), and cytokine profiling. Clinical 
data were also collected from hospitalized COVID-19 patients, 
and HLA typing, laboratory characteristics, and COVID-19 viral 
genome sequencing were performed during the initial diagnosis. 
The entire set of biospecimens and multi-omics data generated 
in this project can be accessed by researchers from the National 
Biobank of Korea with prior approval. This distribution of large- 
scale multi-omics data of COVID-19 patients can facilitate the 
understanding of biological crosstalk involved in COVID-19 in-
fection and contribute to the development of potential methodo-

logies for its diagnosis and treatment. [BMB Reports 2022; 55(9): 
465-471]

INTRODUCTION

In December 2019, the occurrence of a new infectious outbreak 
of severe respiratory illness was observed (1), which was named 
novel coronavirus disease 2019 (COVID-19) on January 7, 
2020 by the World Health Organization (WHO), leading to 
the COVID-19 pandemic (2). As of March 2022, 451,611,588 
cases of COVID-19 infection resulting in 6,022,199 deaths 
have been reported in 196 countries and territories worldwide 
(3, 4). For over 2 years, the COVID-19 pandemic has impacted 
political, social, economic, and healthcare issues worldwide. 
The establishment of healthcare strategies for COVID-19 pa-
tients requires a critical understanding of the pathophysiology 
of COVID infection.

The difficulties in predicting disease progression have made 
it challenging to set up healthcare services associated with 
quarantine, vaccination, and treatment of COVID-19 patients. 
Although several studies have reported the dynamics between 
the COVID-19 virus and infected host immune system (4-9), 
the molecular and cellular mechanisms resulting in arbitrary 
symptoms during COVID-19 infection remain poorly understood. 
Nations such as the countries of the European Union and Tai-
wan have emphasized on building research infrastructure and 
collecting data and biospecimens to devise multifaceted respon-
ses to the COVID-19 pandemic (10-12). However, there is a 
limited understanding of the complicated infection biology of 
COVID-19 owing to a lack of comprehensive and systematic 
multimodal datasets with matched clinical data and laboratory 
testing (13). Therefore, longitudinal multimodal data are needed to 
elucidate the viral infection dynamics and immune response to 
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Fig. 1. Overview of multi-omics study of COVID-19. Blue, green, 
and orange bars indicate healthy controls and moderate and severe 
COVID-19 patients, respectively. T# indicates the time points of sample 
collection, and the number on the bars on the top right side in-
dicates the number of patients. Sample collection was performed at 
a maximum of three and seven junctures for moderate and severe 
COVID-19 patients, respectively. The bottom panel shows six distinct 
types of biospecimens and eight distinct types of multi-omics data. 
COVID-seq indicates COVID-19 viral genome sequencing.

COVID-19.
In this study, we constructed a scalable multimodal dataset 

from 300 COVID-19 patients and 120 healthy controls. Com-
prehensively collected biospecimens and clinical data were 
deposited in the National Biobank of Korea (NBK). Laboratory 
testing, HLA typing, and whole-genome sequencing (WGS) of 
samples from the study participants were performed on admis-
sion. Additionally, longitudinal single-cell immune profiling com-
prising single-cell RNA sequencing combined with T cell re-
ceptor (TCR) and B cell receptor (BCR) sequencing (scRNA 
(+scTCR/BCR)-seq) and bulk BCR and TCR sequencing (bulk 
BCR/TCR-seq), as well as an profiling 192 cytokines were used 
to investigate dynamic infection progress in COVID-19 patients. 
Our dataset can potentially elucidate the understanding of 
COVID-19 susceptibility and severity and facilitate the development 
of target molecules and treatment strategies against COVID-19. 

RESULTS

Participant enrollment and ethics statement
From October 2020 to June 2021, 120 healthy controls and 
300 COVID-19 patients were enrolled at Chungnam National 
University Hospital, Seoul Medical Center, and Samsung Medi-
cal Center. The study protocol was reviewed and approved by 
these institutes and the Institutional Review Board of Korea Na-
tional Institute of Health (CNUH 2020-12-002-008, SEOUL 2021- 
02-016, SMC-2021-03-160, and 2020-09-03-C-A). All the parti-
cipants provided written informed consent.

Participants were enrolled when diagnosed with COVID-19 
and biospecimens were collected at several time points based 
on each patient’s disease progression. The clinical course of 
the patients was recorded daily until discharge. Moreover, we 
recruited 120 healthy controls who had no history of COVID-19 
infection or were vaccinated for COVID-19. 

Collection of biospecimens 
The host response against COVID-19 at the molecular and 
cellular levels can be examined based on a multidimensional 
analysis of optimal biospecimens. Blood samples from partici-
pants collected using various sampling techniques (Supplemen-
tary Fig. 1) were used for complete blood count (CBC), labora-
tory testing, cytokine profiling, and multi-omics analyses such 
as WGS, HLA typing, scRNA(+scTCR/BCR)-seq, and bulk BCR/ 
TCR-seq. Nasopharyngeal swabs (NPS) were collected for se-
quencing of the COVID-19 viral genome. Urine samples were 
collected and stored for use in future experiments, such as 
metabolic studies or trace determination of COVID-19. Detailed 
procedures for collecting of samples were described in Supple-
mentary Methods. 

The NBK website is the medium of distribution of the collected 
biospecimens and also provides biospecimen information (https:// 
nih.go.kr/biobank). Researchers wishing to use these biospecimens 
can apply to the NBK for access approval based on research pro-
posals.

Clinical data collection and baseline characteristics of study 
population
The severity of COVID-19 in patients was classified according 
to the WHO guidelines (14). Patients were classified as “severe” 
on presenting COVID-19 symptoms with pneumonia and one 
of the following: respiratory rate of more than 30 times/min, 
oxygen saturation of less than 93% at room temperature, less 
than 300 mmHg of PaO2/FiO2, or a rapid progression of 
infiltration (＞ 50%) observed by chest computed tomography 
(CT) imaging. 

Out of 300 COVID-19 patients, 243 (81.0%) were classified 
as moderate and 57 (19.0%) as severe (Fig. 1 and Table 1). 
Two patients with severe COVID-19, whose biospecimens were 
collected at three time points, died during hospitalization. 
Other patients were discharged after recovery. The average 
hospitalization period was 13 and 16 days for moderate and 
severe patients, respectively. Multi-omics data were obtained 
at 7 time points from 12 patients with severe COVID-19. 

Clinical information collected daily using an electronic clin-
ical data management system (https://icreat.nih.go.kr) and clinical 
characteristics of study participants are shown in Supplementary 
Table 1 and Table 1, respectively. The median age was 42.0 
for healthy controls, and 52.0 and 64.0 for moderate and se-
vere COVID-19 patients, respectively. Hypertension and diabetes 
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Table 1. Clinical characteristics of COVID-19 patients

　Clinical characteristics Healthy control 
(n = 120)

COVID-19 moderate 
(n = 243)

COVID-19 severe 
(n = 57) P-value

Age 42 (23-80) 52 (21-97) 64 (27-93) -
Male (%) 59 (49.2%) 128 (52.7%) 33 (57.9%) -
Current Smoker 15 (12.5%) 27 (11.1%) 0 (0.0%) 0.02
Comorbidity 　 　 　 　

  Hypertension 20 (16.7%) 63 (25.9%) 29 (50.9%) ＜0.001
  Diabetes 7 (5.8%) 34 (14.0%) 26 (45.6%) ＜0.001
  Coronary heart disease 3 (2.5%) 8 (3.3%) 6 (10.5%) 0.05
  Stroke 1 (0.8%) 3 (1.2%) 2 (3.5%) 0.53
  Malignant neoplasm 1 (0.8%) 4 (1.6%) 2 (3.5%) 0.71
  Chronic hepatitis/liver cirrhosis 1 (0.8%) 4 (1.6%) 1 (1.8%) ＜0.001
Symptom 　 　 　

  Cough - 99 (40.7%) 28 (49.1%) 0.32
  Dyspnea - 9 (3.7%) 16 (28.1%) ＜0.001
  Fever - 84 (34.6%) 27 (47.4%) 0.10
  Sore throat - 82 (33.7%) 14 (24.6) 0.24
  Sputum production - 46 (18.9%) 19 (33.3%) 0.03
  Rhinorrhea - 18 (7.4%) 2 (3.5%) 0.44
  Myalgia - 93 (38.3%) 22 (38.6%) 1.00
  Malaise - 56 (23.0%) 15 (26.3%) 0.73
  Headache - 56 (23.0%) 14 (24.6%) 0.94
  Nausea - 3 (1.2%) 3 (5.3%) 0.15
  Diarrhea - 4 (1.6%) 6 (10.5%) 0.00
Pneumonia during hospitalization - 108 (44.4%) 53 (93.0%) <0.001

The number and percentage of events in each group are shown for each clinical characteristic. P-values were calculated by chi-squared test for the 
categorical groups. Statistical significance was set at P < 0.05. Values in age are presented as median (minimum-maximum).

were the most common comorbidities, and pneumonia was 
observed in 44.4% and 93.0% of the moderate and severe 
patients, respectively. As the clinical information used in this 
study includes a broad range of categories recorded on the 
daily bases (Supplementary Table 1), we envisage that this 
result will provide insights into COVID-19 infection, such as 
studies on correlations between COVID-19 severity and 
demographics, comorbidity, or treatment and on changes in 
the clinical status during hospitalization for COVID-19 severity. 

Blood chemistry and cytokine profiling
CBC and blood chemistry were performed on admission for 
the participants (Table 2). Among the 37 tested parameters, hsCRP 
levels [12.98 mg/L in moderate and 51.05 mg/L in severe] 
were significantly elevated in COVID-19 patients than in heal-
thy controls [0.79 mg/L], which indicated an association be-
tween hsCRP level and the severity of COVID-19. This is con-
sistent with previous studies reporting hsCRP as an indicator of 
COVID-19 progression (15, 16). Ferritin was also significantly 
elevated in COVID-19 patients [214.50 ng/ml in moderate and 
490.09 ng/ml in severe] compared to that in healthy controls 
[119.56 ng/ml]. This finding agrees with that of previous reports 
(17, 18), suggesting that ferritin is relevant for distinguishing 

disease severity in COVID-19 patients and leads to immune dys-
regulation and cytokine storms, especially in severe COVID-19 
(19). Conversely, iron levels were lower in COVID-19 patients 
[71.73 μg/dl in moderate and 48.00 μg/dl in severe] than in 
healthy controls [108.01 μg/dl], consistent with previously re-
ported results (20, 21). Interestingly, the WBC count was lower 
in moderate COVID-19 patients and elevated in severe COVID-19 
patients compared to that in healthy controls. These findings would 
allow to understand the association between blood biochem-
ical characteristics and COVID-19 severity, as well as that of 
the pathophysiology of COVID-19 progression. 

The longitudinal profiles for 191 cytokines in COVID-19 pa-
tients obtained by measuring cytokine levels at multiple time 
points from hospitalization to discharge can provide an in-depth 
understanding of dynamic cytokine patterns in the progression 
of COVID-19 over time (Supplementary Table 2). To comprehen-
sively identify cytokine inflammation in COVID-19 patients, 
the expression levels of cytokines for the first time point were 
evaluated (Supplementary Fig. 2). Of the top 25 significant 
cytokines, expression levels of complement component C9, 
LRG1, CD14, CEACAM1-1, and IL-23 were elevated for seve-
rity, while the expression of serpin A4, properdin, fetuin A, 
and fibroblast activation protein alpha (FAP) were decreased. 
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Table 2. Laboratory characteristics of healthy controls and COVID-19 patients

Laboratory characteristics Healthy control (n = 120) COVID-19 moderate (n = 243) COVID-19 severe (n = 57)

WBC (Thous/ul) 5.96 ± 1.55 4.68 ± 1.63* 7.02 ± 4.94§,†

RBC (Mil/ul) 4.60 ± 0.43 4.50 ± 0.59 4.37 ± 0.59§

Platelet (Thous/ul) 225.06 ± 48.98 197.28 ± 63.66* 178.95 ± 68.62§

Hemoglobin (g/dl) 14.06 ± 1.53 13.906 ± 1.79 13.48 ± 1.69§

Hematocrit (%) 41.82 ± 4.09 41.15 ± 5.19 39.96 ± 4.90§

hs-CRP (mg/L) 0.79 ± 1.11 12.98 ± 24.57* 51.05 ± 56.30§,†

Iron (ug/dl) 108.01 ± 42.47 71.73 ± 41.86* 48.00 ± 39.05§,†

Ferritin (ng/ml) 119.56 ± 110.05 214.50 ± 219.43* 490.09 ± 390.64§,†

UIBC (ug/dl) 217.55 ± 72.33 222.04 ± 60.26 196.40 ± 58.05†

Vitamin B12 (pg/ml) 631.26 ± 275.59 765.97 ± 468.82* 1045.74 ± 742.19§,†

Folate (ng/ml) 10.84 ± 6.12 12.73 ± 8.43 13.13 ± 10.00
Total protein (g/dl) 6.87 ± 0.35 6.68 ± 0.49* 6.23 ± 0.71§,†

Albumin (g/dl) 4.56 ± 0.23 4.34 ± 0.36* 3.91 ± 0.53§,†

Homocysteine (umol/L) 14.08 ± 3.80 14.32 ± 4.65 13.34 ± 4.95
ALT (U/L) 24.48 ± 16.38 28.88 ± 26.29 38.09 ± 31.52§,†

r-GTP (U/L) 24.11 ± 42.07 33.08 ± 67.44 45.18 ± 48.50§

AST (U/L) 24.48 ± 12.51 29.51 ± 16.10* 39.12 ± 20.16§,†

Total bilirubin (mg/dl) 0.83 ± 0.34 0.75 ± 0.35* 0.67 ± 0.36§

Direct bilirubin (mg/dl) 0.24 ± 0.11 0.24 ± 0.13 0.25 ± 0.17§

ALP (U/L) 62.26 ± 16.35 67.12 ± 21.75* 74.74 ± 27.10§,†

Calcium (mg/dl) 9.51 ± 0.33 9.04 ± 0.42* 8.59 ± 0.53§,†

Phosphorus (mg/dl) 94.58 ± 0.42 3.38 ± 0.68* 3.21 ± 0.58§

BUN (mg/dl) 14.54 ± 3.94 14.70 ± 11.00 19.79 ± 12.05§,†

Cystatin C (mg/L) 0.70 ± 0.18 0.96 ± 0.79* 1.24 ± 1.03§,†

Creatinine (mg/dl) 0.77 ± 0.18 0.88 ± 1.08 0.97 ± 0.95§

Uric acid (mg/dl) 5.24 ± 1.54 4.94 ± 1.57 4.50 ± 1.61§

Total CPK (U/L) 142.60 ± 212.26 96.51 ± 143.74* 122.89 ± 145.91§

Glucose (mg/dl) 94.58 ± 0.42 98.21 ± 35.96 142.09 ± 74.29§,†

HbA1c (%) 5.46 ± 0.74 5.89 ± 0.91* 7.29 ± 2.25§,†

Total cholesterol (mg/dl) 179.28 ± 33.34 167.35 ± 34.58* 144.28 ± 38.52§,†

Triglyceride (mg/dl) 130.72 ± 99.32 116.28 ± 58.64 138.46 ± 56.92†

HDL cholesterol (mg/dl) 56.71 ± 14.05 44.47 ± 12.91* 34.89 ± 8.31†

LDL cholesterol (mg/dl) 104.80 ± 30.57 105.18 ± 34.84 87.77 ± 37.73§,†

Apolipoprotein A-I (mg/dl) 154.93 ± 22.60 127.36 ± 26.50* 105.32 ± 20.23§,†

Apolipoprotein A-II (mg/dl) 31.55 ± 5.11 28.98 ± 5.86* 23.28 ± 6.06§,†

Apolipoprotein B (mg/dl) 88.46 ± 24.04 90.89 ± 23.52 85.91 ± 30.20
Lipoprotein(a) (mg/dl) 16.56 ± 12.03 18.41 ± 14.09 20.30 ± 19.64

Continuous variables are presented as means ± standard deviations for each laboratory feature. P-values were calculated by two sample t-test after 
imputation using K-nearest neighbor (KNN) method. The number of neighbors (K) was 10 as a default setting. Statistical significance was set at P ＜
0.05. *, §, and †indicate the significance between healthy controls versus COVID-19 moderate, healthy controls versus COVID-19 severe, and 
COVID-19 moderate versus severe patients, respectively. WBC, white blood cell; RBC, red blood cell; hsCRP, high-sensitivity C-reactive protein; 
UIBC, unsaturated iron binding capacity; ALT, alanine transaminase; AST, aspartate aminotransferase; BUN, blood urea nitrogen; CPK, creatine 
phosphokinase; HDL, high-density lipoprotein; LDL, low-density lipoprotein.

This reveals an association between cytokines and COVID-19 
severity and facilitates prediction of COVID-19 disease develop-
ment (5, 22, 23). Additionally, integrated analysis with a matched 
transcriptome at the single-cell level can provide a better under-
standing of dynamic inflammatory responses under multi-layered 
control. Detailed procedures to perform blood biochemistry and 
cytokine profiling are described in the Supplementary Methods.

HLA genotyping
Here, we focused on genetic polymorphisms in HLA-A, HLA-B, 
HLA-C, HLA-DR, HLA-DP, and HLA-DQ genes, which are as-
sociated with antiviral immune responses (Supplementary Table 
3) (24). Association between these HLA gene polymorphisms 
and COVID-19 incidence and mortality have been previously 
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reported (25, 26). Detailed quality control (QC) metrices of all 
HLA typing data are given in Supplementary Table 4. HLA-A* 
02:01 and HLA-A*24:02 were the most frequent types in both 
COVID-19 patients and healthy controls, followed by HLA-A* 
02:06 and HLA-A*11:01. Studies have reported these HLA-A 
types to possibly be associated with T-cell-mediated antiviral 
responses to severe acute respiratory syndrome coronavirus 2 
(SARS-CoV-2) (26-28). However, we could not find a significant 
difference between the frequencies of these types in COVID-19 
patients and healthy controls and could not, therefore, esta-
blish their association with COVID-19 severity in this study. 

HLA-B*15:01 and HLA-B*46:01 alleles, previously reported 
to be associated with COVID-19 severity (27), were also fre-
quently detected in this study, albeit without statistically sig-
nificant differences between their levels in COVID-19 patients 
and healthy controls. HLA-B*44:03, also known to be frequent 
in the Korean population (29), had a frequency of approxima-
tely 9% in each group. 

Additionally, we found relatively high frequencies of HLA-C* 
01:02, HLA-C*04:01, and HLA-C*07:02, which were previously 
reported to be associated with COVID-19 occurrence and 
mortality (27). Particularly, HLA-C*01:02, which weakly binds 
to COVID-19 viral peptides (30), was the most frequent, albeit 
without significant differences between frequencies in COVID-19 
patients and healthy controls. HLA-C*03:02, HLA-C*03:03, and 
HLA-C*03:04 had relatively highly frequencies in moderate 
COVID-19 patients and healthy controls.

It has been reported HLA polymorphisms play a pivotal role 
in immune response for COVID-19 infection, especially resulting 
from pathogen-derived peptide presentation (31). Our HLA ty-
ping data along with matched clinic and other omics data 
would contribute to delineate detailed mechanisms by which 
HLA genotypes influence on susceptibility, progression, and 
severity of COVID-19 infection. 

Viral genome sequencing and COVID-19 lineage analysis
In this study, 279 sequences of COVIDSeq data were collected, 
which excluded QC-failed data. The variants of COVID-19 se-
quences were analyzed to determine the variation in COVID-19 
patients in terms of Pango lineage (32) and GISAID Clade (33) 
(https://www.gisaid.org) (Supplementary Fig. 3). 

Fourteen COVID-19 lineages were identified in this study 
(Supplementary Fig. 3A). B.1.497 was the most common lineage 
found in our study, followed by B.1.619. The COVID-19 
lineages mostly showed a change from B.1.497 to B.1.619 in 
biospecimens collected from January to June 2021 (Supplemen-
tary Fig. 3B). From the virus samples collected between 
January and March, 89.3% were of the B.1.497 lineage, which 
was mainly prevalent in South Korea (32). The proportions of 
B.1.619 lineage in the virus samples collected in April, May, 
and June were 8.3%, 49.0%, and 50.0%, respectively. Addition-
ally, the B.1.620 lineage was present in virus samples collected 
in May and June at proportions of 15.6% and 25.0%, respec-
tively. 

Longitudinal multi-omics profiling based on COVID-19 
infection
Multi-omics datasets were generated for longitudinal time points 
to investigate genomic and immunogenic dynamics in COVID-19 
patients (Fig. 1). The omics datasets collected at three time points 
for moderate patients and seven time points for severe patients 
included scRNA-seq(+scTCR/BCR-seq), bulk TCR/BCR-seq, and 
cytokine profiling. 

For scRNAseq data, 4,525 cells on average were captured 
and 24,530 genes on average were detected, and a total of 
11,921,825 cells were obtained for 483 samples. A total of 
184,549 B cells with complete heavy and light chain sequences 
and 386,553 T cells with complete TCR alpha and beta chain 
sequences were obtained (Supplementary Tables 5-7). Quality 
control data for bulk TCR/BCR-seq were also recorded in 
Supplementary Tables 8 and 9. In addition, WGS were also 
performed for the samples at the first time points to study 
genome-wide genetic variants of the participants. Detailed QC 
metrices of all WGS data are given in Supplementary Table 10.

The entire set of multi-omics data are available through the 
Clinical and Omics Data Archive (CODA) to researchers with 
approval. And an in-depth analysis of these datasets is also 
available on an analytical platform on CODA (https://coda. 
nih.go.kr). Detailed procedures to perform multi-omics datasets 
were described in Supplementary Methods.

Strength and limitations
This study presents a comprehensive collection of longitudinal 
multi-modal data of Korean COVID-19 patients and healthy 
controls based on state-of-the-art high-resolution technologies. 
The multi-omics data generated in this study includes matched 
clinical and laboratory testing data, thus acting as a powerful 
data source to delineate dysregulated immune biology and the 
underlying mechanisms against novel viruses. 

There are several international resources for COVID-19 re-
search. Global Initiative for Sharing All Influenza Data (GISAID) 
share over 11 million genomes to track the evolution of 
COVID-19 viruses and to study the worldwide genomic epide-
miology of SARS-CoV-2 in real-time (33). The UK biobank also 
provides health record data on a regular basis to facilitate 
rapid research of COVID-19 and to obtain epidemiological 
insights into molecular characteristics of COVID-19 (34, 35), 
combined with the extensive data previously collected on ge-
netic factors on UK biobank participants. 

Compared to these international resources of COVID-19, our 
multi-omics study has tremendous strengths to study COVID-19 
pathogenesis. The time-resolved set of multi-omics data and 
biospecimens collected from each patient allow to in-depth 
study of the dynamic progression of COVID-19. Moreover, the 
entire set of multi-omics, including single-cell omics, bulk 
TCR/BCRseq and cytokine profiling, was performed simulta-
neously for each time point, enabling the investigation of the 
relationship between dynamic cytokine levels and peripheral 
immune response and revealing patient-specific immune 
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responses. Considering that clinical data for each patient were 
collected daily, our dataset can also provide an in-depth under-
standing of disease progression after COVID-19 infection from 
the clinic point of view. Additionally, our results include a 
dataset for the early response to COVID-19 infection in mode-
rate and severe patients that can be used to develop risk pre-
diction models via multi-omics integration methodologies and 
deep learning. The dataset of multi-omics associated with spe-
cific COVID-19 lineages (Supplementary Fig. 3) can facilitate 
the study of coordinated immune responses strongly correlated 
with COVID-19 pathogenesis (36).

We expect that the combined single-cell omics, WGS, HLA 
typing, cytokine profiles, laboratory testing, and matched clinical 
data in our study will contribute to future integrative meta- 
analyses of COVID-19 to help investigate potential functions 
or mechanisms driving COVID-19 infection (37).

This COVID-19 project has several limitations. First, as the 
participants were recruited from October 2020 to June 2021, 
new variants of COVID-19, such as delta or omicron, were not 
included in this project. We are collecting the same set of 
resources for additional COVID-19 patients and vaccinated 
participants for a subsequent project, expecting to obtain bio-
specimens for novel COVID-19 variants and study antibody 
responses against COVID-19 vaccines (38). This can enable ex-
ploration of the immunologic landscape based on COVID-19 
lineages or of complications after COVID-19 infection. Second, 
the biospecimens were collected after COVID-19 diagnosis, 
thereby having a possibility of variations in the exact time point 
of COVID-19 infection. Therefore, the very early immunologi-
cal responses could not be included in this dataset. Lastly, as 
the datasets in this study were produced based on analysis of 
blood samples, local immune responses in infected tissues such 
as lungs or organs could not be accounted for (39, 40).

CONCLUSION

Our dataset generated based on biospecimens from COVID-19 
patients can facilitate a better understanding of the dynamic 
peripheral immune responses during COVID-19 infection and 
be used to develop predictive models for estimating the seve-
rity or newly emerging viruses. This study can potentially un-
cover the genetic and biological basis of COVID-19 by com-
bining their relationship with the clinical phenotypes. We anti-
cipate that our data will provide a valuable resource for future 
COVID-19 studies and integrative meta-analyses of multi-omics 
datasets of COVID-19 patients worldwide.
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the National Biobank of Korea (NBK) on prior approval (https:// 
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racteristics, cytokine profiling, WGS, HLA typing, bulk TCRseq, 
bulfk BCRseq, and scRNA(+scTCR/BCR)-seq reported in this 
study are CODA-000034, CODA-000035, CODA-000036, CODA- 
000037, CODA-000038, CODA-000039, CODA-000040, and 
CODA-000041, respectively. 

Any additional information required to analyze the dataset 
collected in this project is available from the lead contact 
upon request. 

ACKNOWLEDGEMENTS

We acknowledge all the healthcare workers involved in this 
study from the Chungnam National University Hospital, Seoul 
Medical Center, and Samsung Medical Center for their efforts 
in collecting samples and creating medical records. We also 
thank all the managers and staff at the hospitals and biobank 
for sample handling and preprocessing, as well as for the 
production of high-quality data. 

This work was supported by the Korea National Institute of 
Health Infrastructural Research Program 4800-4861-312-210-13 
and operation of data center for national biomedical data re-
sources (2021-NI-017-00). 

CONFLICTS OF INTEREST

The authors have no conflicting interests.

MATERIALS AND METHODS

Further detailed information is provided in the Supplementary 
Information.

REFERENCES

1. Coronaviridae Study Group of the International Commi-
ttee on Taxonomy of V (2020) The species severe acute 
respiratory syndrome-related coronavirus: classifying 2019- 
nCoV and naming it SARS-CoV-2. Nat Microbiol 5, 536-544

2. World Health Organization (January 2020) Surveillance 
case definitions for human infection with novel corona-
virus (nCoV): interim guidance v1. (https://apps.who.int/iris/ 
handle/10665/330376.

3. Ministry of Health and Welfare (10 March 2022); https:// 
ncov.mohw.go.kr/.

4. Stephenson E, Reynolds G, Botting RA et al (2021) Single- 
cell multi-omics analysis of the immune response in 
COVID-19. Nat Med 27, 904-916

5. Bernardes JP, Mishra N, Tran F et al (2020) Longitudinal 
multi-omics analyses identify responses of megakaryo-
cytes, erythroid cells, and plasmablasts as hallmarks of 
severe COVID-19. Immunity 53, 1296-1314 e1299

6. Wang S, Yao X, Ma S et al (2021) A single-cell transcrip-
tomic landscape of the lungs of patients with COVID-19. 
Nat Cell Biol 23, 1314-1328



 Clinical and multi-omics data of COVID-19 patients
Hye-Yeong Jo, et al.

471http://bmbreports.org BMB Reports

7. Delorey TM, Ziegler CGK, Heimberg G et al (2021) 
COVID-19 tissue atlases reveal SARS-CoV-2 pathology 
and cellular targets. Nature 595, 107-113

8. Overmyer KA, Shishkova E, Miller IJ et al (2021) Large- 
scale multi-omic analysis of COVID-19 severity. Cell Syst 
12, 23-40 e27

9. Wu P, Chen D, Ding W et al (2021) The trans-omics 
landscape of COVID-19. Nat Commun 12, 4543

10. Huang SF, Huang YC, Chang FY et al (2020) Rapid 
establishment of a COVID-19 biobank in NHRI by Na-
tional Biobank Consortium of Taiwan. Biomed J 43, 314- 
317

11. Holub P, Kozera L, Florindi F et al (2020) BBMRI-ERIC’s 
contributions to research and knowledge exchange on 
COVID-19. Eur J Hum Genet 28, 728-731

12. Feldstein LR, Rose EB, Horwitz SM et al (2020) Multisys-
tem inflammatory syndrome in U.S. children and adole-
scents. N Engl J Med 383, 334-346

13. Iyer M, Jayaramayya K, Subramaniam MD et al (2020) 
COVID-19: an update on diagnostic and therapeutic ap-
proaches. BMB Rep 53, 191-205

14. National Institute of Health (NIH) (March 2022) Clinical 
spectrum of SARS-CoV-2 infection : https://www.covid19 
treatmentguidelines.nih.gov/overview/clinical-spectrum/

15. An H, Zhang J, Li T et al (2022) Inflammation/coagulo 
pathy/immunology responsive index predicts poor COVID-19 
prognosis. Front Cell Infect Microbiol 12, 807332

16. He C, Liu C, Yang J et al (2022) Prognostic significance of 
day-by-day in-hospital blood pressure variability in COVID- 
19 patients with hypertension. J Clin Hypertens (Green-
wich) 24, 224-233

17. Kappert K, Jahic A and Tauber R (2020) Assessment of 
serum ferritin as a biomarker in COVID-19: bystander or 
participant? Insights by comparison with other infectious 
and non-infectious diseases. Biomarkers 25, 616-625

18. Carubbi F, Salvati L, Alunno A et al (2021) Ferritin is 
associated with the severity of lung involvement but not 
with worse prognosis in patients with COVID-19: data 
from two Italian COVID-19 units. Sci Rep 11, 4863

19. Alunno A, Carubbi F and Rodriguez-Carrio J (2020) Storm, 
typhoon, cyclone or hurricane in patients with COVID-19? 
Beware of the same storm that has a different origin. RMD 
Open 6, e001295

20. Chakurkar V, Rajapurkar M, Lele S et al (2021) Increased 
serum catalytic iron may mediate tissue injury and death 
in patients with COVID-19. Sci Rep 11, 19618

21. Biamonte F, Botta C, Mazzitelli M et al (2021) Combined 
lymphocyte/monocyte count, D-dimer and iron status pre-
dict COVID-19 course and outcome in a long-term care 
facility. J Transl Med 19, 79

22. Han H, Ma Q, Li C et al (2020) Profiling serum cytokines 
in COVID-19 patients reveals IL-6 and IL-10 are disease 
severity predictors. Emerg Microbes Infect 9, 1123-1130

23. Ling L, Chen Z, Lui G et al (2021) Longitudinal cytokine 
profile in patients with mild to critical COVID-19. Front 
Immunol 12, 763292

24. Kwok AJ, Mentzer A and Knight JC (2021) Host genetics 

and infectious disease: new tools, insights and translational 
opportunities. Nat Rev Genet 22, 137-153

25. Sakuraba A, Haider H and Sato T (2020) Population differ-
ence in allele frequency of HLA-C*05 and its correlation 
with COVID-19 mortality. Viruses 12, 1333

26. Tomita Y, Ikeda T, Sato R and Sakagami T (2020) Associa-
tion between HLA gene polymorphisms and mortality of 
COVID-19: an in silico analysis. Immun Inflamm Dis 8, 
684-694

27. Deng H, Yan X and Yuan L (2021) Human genetic basis of 
coronavirus disease 2019. Signal Transduct Target Ther 6, 
344

28. Nesterenko PA, McLaughlin J, Tsai BL et al (2021) HLA-A( 
*)02:01 restricted T cell receptors against the highly con-
served SARS-CoV-2 polymerase cross-react with human 
coronaviruses. Cell Rep 37, 110167

29. Park HJ, Kim YJ, Kim DH et al (2016) HLA allele fre-
quencies in 5802 Koreans: varied allele types associated 
with SJS/TEN according to culprit drugs. Yonsei Med J 57, 
118-126

30. Barquera R, Collen E, Di D et al (2020) Binding affinities 
of 438 HLA proteins to complete proteomes of seven pan-
demic viruses and distributions of strongest and weakest 
HLA peptide binders in populations worldwide. HLA 96, 
277-298

31. Migliorini F, Torsiello E, Spiezia F, Oliva F, Tingart M and 
Maffulli N (2021) Association between HLA genotypes 
and COVID-19 susceptibility, severity and progression: a 
comprehensive review of the literature. Eur J Med Res 26, 
84

32. Rambaut A, Holmes EC, O’Toole A et al (2020) A dyna-
mic nomenclature proposal for SARS-CoV-2 lineages to 
assist genomic epidemiology. Nat Microbiol 5, 1403-1407

33. Khare S, Gurry C, Freitas L et al (2021) GISAID’s role in 
pandemic response. China CDC Wkly 3, 1049-1051

34. Kolin DA, Kulm S and Elemento O (2020) Clinical and 
genetic characteristics of COVID-19 patients from UK Bio-
bank. medRxiv 2020.05.05.20075507

35. Kolin DA, Kulm S, Christos PJ and Elemento O (2020) 
Clinical, regional, and genetic characteristics of Covid-19 
patients from UK Biobank. PLoS One 15, e0241264

36. Choi H and Shin EC (2022) Hyper-inflammatory responses 
in COVID-19 and anti-inflammatory therapeutic approaches. 
BMB Rep 55, 11-19

37. Tian Y, Carpp LN, Miller HER, Zager M, Newell EW and 
Gottardo R (2022) Single-cell immunology of SARS-CoV-2 
infection. Nat Biotechnol 40, 30-41

38. Wei J, Stoesser N, Matthews PC et al (2021) Antibody 
responses to SARS-CoV-2 vaccines in 45,965 adults from 
the general population of the United Kingdom. Nat Micro-
biol 6, 1140-1149

39. Kayaaslan B and Guner R (2021) COVID-19 and the liver: 
a brief and core review. World J Hepatol 13, 2013-2023

40. Maiese A, Manetti AC, La Russa R et al (2021) Autopsy 
findings in COVID-19-related deaths: a literature review. 
Forensic Sci Med Pathol 17, 279-296



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (Japan Color 2001 Coated)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.5
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /UseDeviceIndependentColor
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo false
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo false
  /PreserveFlatness false
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
    /04b03
    /04b03b
    /04b08
    /04b09
    /04b11
    /04b19
    /04b20
    /04b21
    /04b24
    /04b25
    /26
    /6px2bus
    /911Porscha
    /AachenBT-Bold
    /AachenBT-Roman
    /AardvarkCafe
    /AbadiMT-CondensedExtraBold
    /AbadiMT-CondensedLight
    /ACaslonPro-Bold
    /ACaslonPro-BoldItalic
    /ACaslonPro-Italic
    /ACaslonPro-Regular
    /ACaslonPro-Semibold
    /ACaslonPro-SemiboldItalic
    /AccentSwissCheese
    /AdLibBT-Regular
    /AdobeFangsongStd-Regular
    /AdobeHeitiStd-Regular
    /AdobeKaitiStd-Regular
    /AdobeMingStd-Light
    /AdobeMyungjoStd-Medium
    /AdobeSongStd-Light
    /AdventureNormal
    /AFPEPSI
    /AGaramondPro-Bold
    /AGaramondPro-BoldItalic
    /AGaramondPro-Italic
    /AGaramondPro-Regular
    /AgencyFB-Bold
    /AgencyFB-Reg
    /ahn2006-B
    /ahn2006-L
    /ahn2006-M
    /AirbusSpecial
    /Albertus-Bold
    /AlbertusExtraBold-Regular
    /AlbertusMedium-Italic
    /AlbertusMedium-Regular
    /Aldine401BT-BoldA
    /Aldine401BT-BoldItalicA
    /Aldine401BT-ItalicA
    /Aldine401BT-RomanA
    /Aldine721BT-Bold
    /Aldine721BT-BoldItalic
    /Aldine721BT-Italic
    /Aldine721BT-Light
    /Aldine721BT-LightItalic
    /Aldine721BT-Roman
    /AlefbetNormal
    /Algerian
    /AlgerianBasD
    /AlgerianD
    /AlienLeague
    /AllegroBT-Regular
    /AlmanacMT
    /AlternateGothicNo2BT-Regular
    /AmazoneBT-Regular
    /AmeliaBT-Regular
    /AmericanaBT-Bold
    /AmericanaBT-ExtraBold
    /AmericanaBT-ExtraBoldCondensed
    /AmericanaBT-Italic
    /AmericanaBT-Roman
    /AmericanGaramondBT-Bold
    /AmericanGaramondBT-BoldItalic
    /AmericanGaramondBT-Italic
    /AmericanGaramondBT-Roman
    /AmericanTextBT-Regular
    /AmericanUncD
    /AmerigoBT-BoldA
    /AmerigoBT-BoldItalicA
    /AmerigoBT-ItalicA
    /AmerigoBT-MediumA
    /AmerigoBT-MediumItalicA
    /AmerigoBT-RomanA
    /AmerTypewriterITCbyBT-Bold
    /AmerTypewriterITCbyBT-Medium
    /AmiR-HM
    /AntiqueOlive-Bold
    /AntiqueOliveCompact-Regular
    /AntiqueOlive-Italic
    /AntiqueOlive-Regular
    /AntiqueRegular
    /AppleGaramond
    /AppleGaramond-Bold
    /AppleGaramond-BoldItalic
    /AppleGaramond-Italic
    /AppleGaramondLight
    /AppleGaramondLight-Italic
    /ArchitecturePlain
    /Arial-Black
    /Arial-BlackItalic
    /Arial-BoldItalicMT
    /Arial-BoldMT
    /Arial-ItalicMT
    /ArialMT
    /ArialNarrow
    /ArialNarrow-Bold
    /ArialNarrow-BoldItalic
    /ArialNarrow-Italic
    /ArialRoundedMTBold
    /ArialUnicodeMS
    /ArnoldBoeD
    /ArnoPro-Bold
    /ArnoPro-BoldCaption
    /ArnoPro-BoldDisplay
    /ArnoPro-BoldItalic
    /ArnoPro-BoldItalicCaption
    /ArnoPro-BoldItalicDisplay
    /ArnoPro-BoldItalicSmText
    /ArnoPro-BoldItalicSubhead
    /ArnoPro-BoldSmText
    /ArnoPro-BoldSubhead
    /ArnoPro-Caption
    /ArnoPro-Display
    /ArnoPro-Italic
    /ArnoPro-ItalicCaption
    /ArnoPro-ItalicDisplay
    /ArnoPro-ItalicSmText
    /ArnoPro-ItalicSubhead
    /ArnoPro-LightDisplay
    /ArnoPro-LightItalicDisplay
    /ArnoPro-Regular
    /ArnoPro-Smbd
    /ArnoPro-SmbdCaption
    /ArnoPro-SmbdDisplay
    /ArnoPro-SmbdItalic
    /ArnoPro-SmbdItalicCaption
    /ArnoPro-SmbdItalicDisplay
    /ArnoPro-SmbdItalicSmText
    /ArnoPro-SmbdItalicSubhead
    /ArnoPro-SmbdSmText
    /ArnoPro-SmbdSubhead
    /ArnoPro-SmText
    /ArnoPro-Subhead
    /ArribaArribaLetPlain
    /ArrusBT-Black
    /ArrusBT-BlackItalic
    /ArrusBT-Bold
    /ArrusBT-BoldItalic
    /ArrusBT-Italic
    /ArrusBT-Roman
    /ArsisD-Regu
    /ArsisD-ReguItal
    /AtlanticInline-Normal
    /AuroraBT-BoldCondensed
    /AuroraBT-RomanCondensed
    /AvantGardeITCbyBT-Book
    /AvantGardeITCbyBT-BookOblique
    /AvantGardeITCbyBT-Medium
    /AvantGardeITCbyBT-MediumOblique
    /BakerSignetBT-Roman
    /BalloonBT-Bold
    /BalloonBT-ExtraBold
    /BalloonBT-Light
    /BangLetPlain
    /BankGothicBT-Light
    /BankGothicBT-Medium
    /BardPlain
    /BaskervilleBT-Bold
    /BaskervilleBT-BoldItalic
    /BaskervilleBT-Italic
    /BaskervilleBT-Roman
    /BaskOldFace
    /Batang
    /BatangChe
    /BatmanForeverAlternate
    /BatmanForeverOutline
    /BatmanForeverRoman
    /BauerBodoniBT-Black
    /BauerBodoniBT-BlackCondensed
    /BauerBodoniBT-BlackItalic
    /BauerBodoniBT-Bold
    /BauerBodoniBT-BoldCondensed
    /BauerBodoniBT-BoldItalic
    /BauerBodoniBT-Italic
    /BauerBodoniBT-Roman
    /BauerBodoniBT-Titling
    /Bauhaus93
    /BauhausITCbyBT-Bold
    /BauhausITCbyBT-Heavy
    /BauhausITCbyBT-Light
    /BauhausITCbyBT-Medium
    /BedrockPlain
    /BeehivePSMT
    /BeeskneesITC
    /BellCentennialBT-Address
    /BellCentennialBT-BoldListing
    /BellCentennialBT-NameAndNumber
    /BellCentennialBT-SubCaption
    /BellGothicBT-Black
    /BellGothicBT-Bold
    /BellGothicBT-Roman
    /BellGothicStd-Black
    /BellGothicStd-Bold
    /BellMT
    /BellMTBold
    /BellMTItalic
    /BelweBT-Bold
    /BelweBT-Light
    /BelweBT-Medium
    /BelweBT-RomanCondensed
    /BenguiatGothicITCbyBT-Bold
    /BenguiatGothicITCbyBT-BoldItal
    /BenguiatGothicITCbyBT-Book
    /BenguiatGothicITCbyBT-BookItal
    /BenguiatITCbyBT-Bold
    /BenguiatITCbyBT-BoldItalic
    /BenguiatITCbyBT-Book
    /BenguiatITCbyBT-BookItalic
    /BergellLetPlain
    /BerlinSansFB-Bold
    /BerlinSansFBDemi-Bold
    /BerlinSansFB-Reg
    /BernardMT-Condensed
    /BernhardFashionBT-Regular
    /BernhardModernBT-Bold
    /BernhardModernBT-BoldItalic
    /BernhardModernBT-Italic
    /BernhardModernBT-Roman
    /BernhardTangoBT-Regular
    /BertramLetPlain
    /BibleScrT
    /Billo
    /BinaryITCTTLight
    /BinnerD
    /Bio-disc
    /BirchStd
    /BlackadderITC-Regular
    /Blackletter686BT-Regular
    /BlacklightD
    /BlackoakStd
    /BladeRunnerMovieFont
    /BlippoBT-Black
    /BodoniBlack-Regular
    /Bodoni-Bold
    /Bodoni-BoldItalic
    /BodoniBT-Bold
    /BodoniBT-BoldCondensed
    /BodoniBT-BoldItalic
    /BodoniBT-Book
    /BodoniBT-BookItalic
    /BodoniBT-Italic
    /BodoniBT-Roman
    /Bodoni-Italic
    /BodoniMT
    /BodoniMTBlack
    /BodoniMTBlack-Italic
    /BodoniMT-Bold
    /BodoniMT-BoldItalic
    /BodoniMTCondensed
    /BodoniMTCondensed-Bold
    /BodoniMTCondensed-BoldItalic
    /BodoniMTCondensed-Italic
    /BodoniMT-Italic
    /BodoniMTPosterCompressed
    /Bodoni-Regular
    /BonApetitMT
    /BookAntiqua
    /BookAntiqua-Bold
    /BookAntiqua-BoldItalic
    /BookAntiqua-Italic
    /BookmanITCbyBT-Demi
    /BookmanITCbyBT-DemiItalic
    /BookmanITCbyBT-Light
    /BookmanITCbyBT-LightItalic
    /BookmanOldStyle
    /BookmanOldStyle-Bold
    /BookmanOldStyle-BoldItalic
    /BookmanOldStyle-Italic
    /BookshelfSymbolSeven
    /BradleyHandITC
    /BrailleAOE
    /BremenBT-Bold
    /BritannicBold
    /Broadway
    /BroadwayBT-Regular
    /BrushScriptMT
    /BrushScriptStd
    /BuxomD
    /Calibri
    /Calibri-Bold
    /Calibri-BoldItalic
    /Calibri-Italic
    /CalifornianFB-Bold
    /CalifornianFB-Italic
    /CalifornianFB-Reg
    /CalisMTBol
    /CalistoMT
    /CalistoMT-BoldItalic
    /CalistoMT-Italic
    /Calligraphic421BT-RomanB
    /Calligraphic810BT-Italic
    /Calligraphic810BT-Roman
    /Cambria
    /Cambria-Bold
    /Cambria-BoldItalic
    /Cambria-Italic
    /CambriaMath
    /CamelliaD
    /CamelotDeNada
    /CancunPlain
    /Candara
    /Candara-Bold
    /Candara-BoldItalic
    /Candara-Italic
    /Candice
    /CandidaBT-Bold
    /CandidaBT-Italic
    /CandidaBT-Roman
    /CarletonNormal
    /CarminaBT-Black
    /CarminaBT-BlackItalic
    /CarminaBT-Bold
    /CarminaBT-BoldItalic
    /CarminaBT-Light
    /CarminaBT-LightItalic
    /CarminaBT-Medium
    /CarminaBT-MediumItalic
    /CasablancaAntiqueItalic
    /CasablancaAntiquePlain
    /Caslon224ITCbyBT-Bold
    /Caslon224ITCbyBT-BoldItalic
    /Caslon224ITCbyBT-Book
    /Caslon224ITCbyBT-BookItalic
    /Caslon540BT-Italic
    /Caslon540BT-Roman
    /CaslonBT-Bold
    /CaslonBT-BoldItalic
    /CaslonOldFaceBT-Heavy
    /CaslonOldFaceBT-Italic
    /CaslonOldFaceBT-Roman
    /CaslonOpenfaceBT-Regular
    /Castellar
    /CastleT-Bold
    /CastleT-Book
    /CastleT-Ligh
    /CastleT-Ultr
    /Cataclysmic
    /CataneoBT-Bold
    /CataneoBT-Light
    /CataneoBT-Regular
    /CataneoBT-RegularSwash
    /CaxtonBT-Bold
    /CaxtonBT-BoldItalic
    /CaxtonBT-Book
    /CaxtonBT-BookItalic
    /CaxtonBT-Light
    /CaxtonBT-LightItalic
    /CelestialNormal
    /Centaur
    /Century
    /Century725BT-Black
    /Century725BT-Bold
    /Century725BT-BoldCondensed
    /Century725BT-Italic
    /Century725BT-Roman
    /Century725BT-RomanCondensed
    /Century731BT-BoldA
    /Century731BT-BoldItalicA
    /Century731BT-ItalicA
    /Century731BT-RomanA
    /Century751BT-ItalicB
    /Century751BT-RomanB
    /CenturyExpandedBT-Bold
    /CenturyExpandedBT-BoldItalic
    /CenturyExpandedBT-Italic
    /CenturyExpandedBT-Roman
    /CenturyGothic
    /CenturyGothic-Bold
    /CenturyGothic-BoldItalic
    /CenturyGothic-Italic
    /CenturyOldstyleBT-Bold
    /CenturyOldstyleBT-Italic
    /CenturyOldstyleBT-Roman
    /CenturySchoolbook
    /CenturySchoolbook-Bold
    /CenturySchoolbook-BoldItalic
    /CenturySchoolbookBT-Bold
    /CenturySchoolbookBT-BoldCond
    /CenturySchoolbookBT-BoldItalic
    /CenturySchoolbookBT-Italic
    /CenturySchoolbookBT-Monospace
    /CenturySchoolbookBT-Roman
    /CenturySchoolbook-Italic
    /CGOmega-Bold
    /CGOmega-BoldItalic
    /CGOmega-Italic
    /CGOmega-Regular
    /CGTimes-Bold
    /CGTimes-BoldItalic
    /CGTimes-Italic
    /CGTimes-Regular
    /ChaparralPro-Bold
    /ChaparralPro-BoldIt
    /ChaparralPro-Italic
    /ChaparralPro-Regular
    /CharlemagneStd-Bold
    /CharlesworthBold
    /CharlesworthPlain
    /CharterBT-Black
    /CharterBT-BlackItalic
    /CharterBT-Bold
    /CharterBT-BoldItalic
    /CharterBT-Italic
    /CharterBT-Roman
    /Charting
    /CheltenhamBT-Bold
    /CheltenhamBT-BoldCondensed
    /CheltenhamBT-BoldCondItalic
    /CheltenhamBT-BoldExtraCondensed
    /CheltenhamBT-BoldHeadline
    /CheltenhamBT-BoldItalic
    /CheltenhamBT-BoldItalicHeadline
    /CheltenhamBT-Italic
    /CheltenhamBT-Roman
    /CheltenhamITCbyBT-Bold
    /CheltenhamITCbyBT-BoldItalic
    /CheltenhamITCbyBT-Book
    /CheltenhamITCbyBT-BookItalic
    /ChiantiBT-Bold
    /ChiantiBT-BoldItalic
    /ChiantiBT-Italic
    /ChiantiBT-Roman
    /Chick
    /Chiller-Regular
    /ChiselD
    /ChodeungL
    /CircleD
    /CityD-Bold
    /CityD-Ligh
    /CityD-Medi
    /Clarendon-Bold
    /Clarendon-Book
    /ClarendonBT-Black
    /ClarendonBT-Bold
    /ClarendonBT-BoldCondensed
    /ClarendonBT-Heavy
    /ClarendonBT-Light
    /ClarendonBT-Roman
    /ClarendonBT-RomanCondensed
    /ClarendonCondensed-Bold
    /ClarendonExtended-Bold
    /ClassicalGaramondBT-Bold
    /ClassicalGaramondBT-BoldItalic
    /ClassicalGaramondBT-Italic
    /ClassicalGaramondBT-Roman
    /Clicker
    /Clocks
    /CloisterBlackBT-Regular
    /CloisterOpenFaceBT-Regular
    /CocaCola
    /ColonnaMT
    /ComicSansMS
    /ComicSansMS-Bold
    /CommercialScriptBT-Regular
    /Commodore64
    /CompactaBT-Black
    /CompactaBT-Bold
    /CompactaBT-BoldItalic
    /CompactaBT-Italic
    /CompactaBT-Light
    /CompactaBT-Roman
    /Consolas
    /Consolas-Bold
    /Consolas-BoldItalic
    /Consolas-Italic
    /Constantia
    /Constantia-Bold
    /Constantia-BoldItalic
    /Constantia-Italic
    /ContinuumBold
    /CooperBlack
    /CooperBlackStd
    /CooperBlackStd-Italic
    /CooperBT-Black
    /CooperBT-BlackHeadline
    /CooperBT-BlackItalic
    /CooperBT-BlackItalicHeadline
    /CooperBT-BlackOutline
    /CooperBT-Bold
    /CooperBT-BoldItalic
    /CooperBT-Light
    /CooperBT-LightItalic
    /CooperBT-Medium
    /CooperBT-MediumItalic
    /CopperplateGothic-Bold
    /CopperplateGothicBT-Bold
    /CopperplateGothicBT-BoldCond
    /CopperplateGothicBT-Heavy
    /CopperplateGothicBT-Roman
    /CopperplateGothicBT-RomanCond
    /CopperplateGothic-Light
    /Corbel
    /Corbel-Bold
    /Corbel-BoldItalic
    /Corbel-Italic
    /Coronet
    /CosmicPlain
    /CosmicTwoPlain
    /CottagePlain
    /CountdownD
    /Courier10PitchBT-Bold
    /Courier10PitchBT-BoldItalic
    /Courier10PitchBT-Italic
    /Courier10PitchBT-Roman
    /CourierNewPS-BoldItalicMT
    /CourierNewPS-BoldMT
    /CourierNewPS-ItalicMT
    /CourierNewPSMT
    /Crayon
    /CrazyCreaturesBold
    /CrazyCreaturesBold-Italic
    /CrazyCreaturesItalic
    /CrazyCreaturesNormal
    /CroissantD
    /CurlzMT
    /CushingITCbyBT-Heavy
    /CushingITCbyBT-HeavyItalic
    /CzarBold
    /CzarBoldItalic
    /CzarItalic
    /CzarNormal
    /DauphinPlain
    /DavidaBoldBT-Regular
    /Decorated035BT-Regular
    /DellaRobbiaBT-Bold
    /DellaRobbiaBT-Roman
    /Denmark
    /Depot-Bold
    /Depot-Light
    /Depot-LightItalic
    /Depot-Medium
    /Desdemona
    /DeVinneBT-Italic
    /DeVinneBT-ItalicText
    /DeVinneBT-Roman
    /DeVinneBT-Text
    /DexGothicD
    /DextorD
    /DextorOutD
    /DfCalligraphicOrnamentsLetPlain
    /DfDiversionsLetPlain
    /DfDiversitiesLetPlain
    /DFKGothic-Bd-WIN-KSC-H
    /DFKGothic-Md-WIN-KSC-H
    /DFKMincho-Bd-WIN-KSC-H
    /DFKMincho-Md-WIN-KSC-H
    /DiabloHeavy
    /DiabloLight
    /Digiface
    /Dinbla
    /Dinbol
    /Dinlig
    /Dinmed
    /Dinreg
    /Diploma
    /DirectionsMT
    /DiskusD-Medi
    /DomBoldBT-Regular
    /DomCasualBT-Regular
    /DomDiagonalBT-Bold
    /DomDiagonalBT-Regular
    /DooM
    /Dotum
    /DotumChe
    /DragonwickPlain001001
    /Dummies
    /DungunB
    /DungunL
    /DungunM
    /DungunR
    /DungunSB
    /Dutch766BT-BoldA
    /Dutch766BT-ItalicA
    /Dutch766BT-RomanA
    /Dutch801BT-Bold
    /Dutch801BT-BoldItalic
    /Dutch801BT-ExtraBold
    /Dutch801BT-ExtraBoldItalic
    /Dutch801BT-Italic
    /Dutch801BT-ItalicHeadline
    /Dutch801BT-Roman
    /Dutch801BT-RomanHeadline
    /Dutch801BT-SemiBold
    /Dutch801BT-SemiBoldItalic
    /Dutch809BT-BoldC
    /Dutch809BT-ItalicC
    /Dutch809BT-RomanC
    /Dutch811BT-BoldD
    /Dutch811BT-BoldItalicD
    /Dutch811BT-ItalicD
    /Dutch811BT-RomanD
    /Dutch823BT-BoldB
    /Dutch823BT-BoldItalicB
    /Dutch823BT-ItalicB
    /Dutch823BT-RomanB
    /EccentricStd
    /EckmannD
    /EditionRegular
    /EdwardianScriptITC
    /Egyptian505BT-Bold
    /Egyptian505BT-Light
    /Egyptian505BT-Medium
    /Egyptian505BT-Roman
    /Egyptian710BT-RegularA
    /EklekticPlain
    /ElectronicsRegular
    /Elegant
    /ElegantGaramondBT-Bold
    /ElegantGaramondBT-Italic
    /ElegantGaramondBT-Roman
    /Elephant-Italic
    /Elephant-Regular
    /EmbassyBT-Regular
    /Emboss-Normal
    /EmpireBT-Regular
    /EmpireState
    /EnglischeSchT-Bold
    /EnglischeSchT-DemiBold
    /EnglischeSchT-Regu
    /English111AdagioBT-Regular
    /English111PrestoBT-Regular
    /English111VivaceBT-Regular
    /English157BT-Regular
    /EnglishTowne-Normal
    /EngraversGothicBT-Regular
    /EngraversMT
    /EngraversOldEnglishBT-Bold
    /EngraversOldEnglishBT-Regular
    /EngraversRomanBT-Bold
    /EngraversRomanBT-Regular
    /EnviroD
    /EnyaPlain
    /EPISODEI
    /ErasITC-Bold
    /ErasITCbyBT-Bold
    /ErasITCbyBT-Book
    /ErasITCbyBT-Demi
    /ErasITCbyBT-Light
    /ErasITCbyBT-Medium
    /ErasITCbyBT-Ultra
    /ErasITC-Demi
    /ErasITC-Light
    /ErasITC-Medium
    /ErasITC-Ultra
    /EsquivelTrial
    /EstrangeloEdessa
    /EurostileBold
    /EurostileRegular
    /EvitaRegular
    /EwieD
    /ExocetHeavy
    /ExocetLight
    /Exotic350BT-Bold
    /Exotic350BT-DemiBold
    /Exotic350BT-Light
    /ExpoM-HM
    /ExpoPlain
    /FBBlueSol-Bold
    /FelixTitlingMT
    /FeniceITCbyBT-Bold
    /FeniceITCbyBT-BoldItalic
    /FeniceITCbyBT-Regular
    /FeniceITCbyBT-RegularItalic
    /FestivalNightsJL
    /FetteFraD
    /FightThis
    /FirstGrader-Normal
    /FlamencoD
    /FlamencoInlD
    /Flareserif821BT-Bold
    /Flareserif821BT-Light
    /Flareserif821BT-Roman
    /FlashD-Bold
    /FlashD-Ligh
    /FlemishScriptBT-Regular
    /Flora-Normal
    /flower1
    /flower3
    /FolioBT-Bold
    /FolioBT-BoldCondensed
    /FolioBT-Book
    /FolioBT-ExtraBold
    /FolioBT-Light
    /FolioBT-LightItalic
    /FolioBT-Medium
    /FolliesLetPlain
    /FootlightMTLight
    /Fordscript
    /Formal436BT-Regular
    /FormalScript421BT-Regular
    /ForteMT
    /FrakturBT-Regular
    /FrankfurterHigD
    /FranklinGothic-Book
    /FranklinGothic-BookItalic
    /FranklinGothic-Demi
    /FranklinGothic-DemiCond
    /FranklinGothic-DemiItalic
    /FranklinGothic-Heavy
    /FranklinGothic-HeavyItalic
    /FranklinGothicITCbyBT-Book
    /FranklinGothicITCbyBT-BookItal
    /FranklinGothicITCbyBT-Demi
    /FranklinGothicITCbyBT-DemiItal
    /FranklinGothicITCbyBT-Heavy
    /FranklinGothicITCbyBT-HeavyItal
    /FranklinGothic-Medium
    /FranklinGothic-MediumCond
    /FranklinGothic-MediumItalic
    /Freeform710BT-Regular
    /Freeform721BT-Black
    /Freeform721BT-BlackItalic
    /Freeform721BT-Bold
    /Freeform721BT-BoldItalic
    /Freeform721BT-Italic
    /Freeform721BT-Roman
    /Freehand471BT-Regular
    /Freehand521BT-RegularC
    /Freehand575BT-RegularB
    /Freehand591BT-RegularA
    /FreestyleScrD
    /FreestyleScriptITC-Bold
    /FreestyleScript-Regular
    /FrenchScriptMT
    /Friday13
    /Friday13SH
    /FrizQuadrataITCbyBT-Bold
    /FrizQuadrataITCbyBT-Roman
    /Frutiger-Cn
    /FrutigerExt-Bol
    /FrutigerExt-Nor
    /FrutigerExtOb2
    /FrutigerExtObl-
    /FrutigerExtObl-Bold
    /FrutigerExtObl-Normal
    /Frutiger-Normal
    /FrutigerObl-Bol
    /FrutigerObl-Bold
    /FrutigerObl-Nor
    /FrutigerObl-Normal
    /FrysBaskervilleBT-Roman
    /FuturaBlackBT-Regular
    /FuturaBT-Bold
    /FuturaBT-BoldCondensed
    /FuturaBT-BoldCondensedItalic
    /FuturaBT-BoldItalic
    /FuturaBT-Book
    /FuturaBT-BookItalic
    /FuturaBT-ExtraBlack
    /FuturaBT-ExtraBlackCondensed
    /FuturaBT-ExtraBlackCondItalic
    /FuturaBT-ExtraBlackItalic
    /FuturaBT-Heavy
    /FuturaBT-HeavyItalic
    /FuturaBT-Light
    /FuturaBT-LightCondensed
    /FuturaBT-LightItalic
    /FuturaBT-Medium
    /FuturaBT-MediumCondensed
    /FuturaBT-MediumItalic
    /FZSY--SURROGATE-0
    /Gaeul
    /GalaxyBT-Regular
    /GalleriaPlain
    /GalliardITCbyBT-Bold
    /GalliardITCbyBT-BoldItalic
    /GalliardITCbyBT-Italic
    /GalliardITCbyBT-Roman
    /GandoBT-Regular
    /Garamond
    /Garamond-Antiqua
    /Garamond-Bold
    /Garamond-Halbfett
    /Garamond-Italic
    /GaramondITCbyBT-Bold
    /GaramondITCbyBT-BoldCondensed
    /GaramondITCbyBT-BoldCondItalic
    /GaramondITCbyBT-BoldItalic
    /GaramondITCbyBT-Book
    /GaramondITCbyBT-BookCondensed
    /GaramondITCbyBT-BookCondItalic
    /GaramondITCbyBT-BookItalic
    /Garamond-Kursiv
    /Garamond-KursivHalbfett
    /GaramondNo4CyrTCY-Ligh
    /GaramondNo4CyrTCY-LighItal
    /GaramondNo4CyrTCY-Medi
    /Gautami
    /Geneva
    /GeographicSymbolsNormal
    /Geometric212BT-Book
    /Geometric212BT-BookCondensed
    /Geometric212BT-Heavy
    /Geometric212BT-HeavyCondensed
    /Geometric231BT-BoldC
    /Geometric231BT-HeavyC
    /Geometric231BT-LightC
    /Geometric231BT-RomanC
    /Geometric415BT-BlackA
    /Geometric415BT-BlackItalicA
    /Geometric415BT-LiteA
    /Geometric415BT-LiteItalicA
    /Geometric415BT-MediumA
    /Geometric415BT-MediumItalicA
    /Geometric706BT-BlackB
    /Geometric706BT-BlackCondensedB
    /Geometric706BT-BoldCondensedB
    /Geometric706BT-MediumB
    /Geometric885BT-RegularD
    /GeometricSlab703BT-Bold
    /GeometricSlab703BT-BoldCond
    /GeometricSlab703BT-BoldItalic
    /GeometricSlab703BT-Light
    /GeometricSlab703BT-LightItalic
    /GeometricSlab703BT-Medium
    /GeometricSlab703BT-MediumCond
    /GeometricSlab703BT-MediumItalic
    /GeometricSlab703BT-XtraBold
    /GeometricSlab703BT-XtraBoldCond
    /GeometricSlab703BT-XtraBoldItal
    /GeometricSlab712BT-BoldA
    /GeometricSlab712BT-ExtraBoldA
    /GeometricSlab712BT-LightA
    /GeometricSlab712BT-LightItalicA
    /GeometricSlab712BT-MediumA
    /GeometricSlab712BT-MediumItalA
    /Georgia
    /Georgia-Bold
    /Georgia-BoldItalic
    /Georgia-Italic
    /GiddyupStd
    /Gigi-Regular
    /GillSans
    /GillSans-Bold
    /GillSans-BoldItalic
    /GillSansCondensed-Bold
    /GillSansCondensed-Regular
    /GillSansExtraBold-Regular
    /GillSans-Italic
    /GillSansLight-Italic
    /GillSansLight-Regular
    /GillSansMT
    /GillSansMT-Bold
    /GillSansMT-BoldItalic
    /GillSansMT-Condensed
    /GillSansMT-ExtraCondensedBold
    /GillSansMT-Italic
    /GillSans-Regular
    /GillSans-UltraBold
    /GillSans-UltraBoldCondensed
    /GirlsareWeird
    /GlacierItalic
    /GlacierPlain
    /GlaserSteD
    /Glaz-Kraksolid
    /GloucesterMT-ExtraCondensed
    /GoldMinePlain
    /GoodTimes
    /GorillaITCbyBT-Regular
    /Gothic720BT-BoldB
    /Gothic720BT-BoldItalicB
    /Gothic720BT-ItalicB
    /Gothic720BT-LightB
    /Gothic720BT-LightItalicB
    /Gothic720BT-RomanB
    /Gothic725BT-BlackA
    /Gothic725BT-BoldA
    /Gothic821CondensedBT-Regular
    /GothicNo13BT-Regular
    /GoudyCatalogueBT-Regular
    /GoudyHandtooledBT-Regular
    /GoudyHeavyfaceBT-Regular
    /GoudyHeavyfaceBT-RegularCond
    /GoudyOldStyle-BoldItalic
    /GoudyOldStyleBT-Bold
    /GoudyOldStyleBT-BoldItalic
    /GoudyOldStyleBT-ExtraBold
    /GoudyOldStyleBT-Italic
    /GoudyOldStyleBT-Roman
    /GoudyOldStyleExtrabold-Regular
    /GoudyOldStyleT-Bold
    /GoudyOldStyleT-Italic
    /GoudyOldStyleT-Regular
    /GoudySansITCbyBT-Black
    /GoudySansITCbyBT-BlackItalic
    /GoudySansITCbyBT-Bold
    /GoudySansITCbyBT-BoldItalic
    /GoudySansITCbyBT-Light
    /GoudySansITCbyBT-LightItalic
    /GoudySansITCbyBT-Medium
    /GoudySansITCbyBT-MediumItalic
    /GoudyStout
    /Gradl
    /GraphicChe
    /Graphos-Bold
    /Graphos-BoldItalic
    /Graphos-Italic
    /Graphos-Regular
    /GriffonPSMT
    /GriffonShadowPlain
    /GrizzlyITCbyBT-Regular
    /GrouchITCbyBT-Regular
    /GTB
    /GTL
    /GTM
    /Gulim
    /GulimChe
    /Gungsuh
    /GungsuhChe
    /H2bulB
    /H2bulL
    /H2bulM
    /H2cysB
    /H2cysL
    /H2gprM
    /H2gsrB
    /H2gtrE
    /H2gtrM
    /H2gttB
    /H2hdrM
    /H2mjrE
    /H2mjsM
    /H2mkpB
    /H2porL
    /H2porM
    /H2sa1M
    /H2supE
    /H2supL
    /H2wulE
    /H2wulL
    /HaansoftBatang
    /HaansoftDotum
    /Haettenschweiler
    /HandelGotD-Bold
    /HandelGotD-Ligh
    /HandelGothicBT-Regular
    /HarlowD
    /HarlowSolid
    /HarpoonPlain
    /Harrington
    /HazelLetPlain
    /HeadG
    /HeadlineR-HM
    /HeadR
    /HehenHebT-Bold
    /Helsinki
    /HelsinkiMetronome
    /HelsinkiSpecial
    /HelsinkiText
    /Helvetica
    /HelveticaLight
    /HelveticaNeue-Condensed
    /HelveticaNeue-CondensedObl
    /HelveticaNeue-LightCond
    /HighTowerText-Italic
    /HighTowerText-Reg
    /HoboBT-Regular
    /HoboStd
    /HolidaysMT
    /HomePlanning
    /HomePlanning2
    /HoratioD-Bold
    /HoratioD-Ligh
    /HoratioD-Medi
    /HorndonD
    /Humanist521BT-Bold
    /Humanist521BT-BoldCondensed
    /Humanist521BT-BoldItalic
    /Humanist521BT-ExtraBold
    /Humanist521BT-Italic
    /Humanist521BT-Light
    /Humanist521BT-LightItalic
    /Humanist521BT-Roman
    /Humanist521BT-RomanCondensed
    /Humanist521BT-UltraBold
    /Humanist521BT-XtraBoldCondensed
    /Humanist531BT-BlackA
    /Humanist531BT-BoldA
    /Humanist531BT-RomanA
    /Humanist531BT-UltraBlackA
    /Humanist777BT-BlackB
    /Humanist777BT-BlackItalicB
    /Humanist777BT-BoldB
    /Humanist777BT-BoldItalicB
    /Humanist777BT-ItalicB
    /Humanist777BT-LightB
    /Humanist777BT-LightItalicB
    /Humanist777BT-RomanB
    /Humanist970BT-BoldC
    /Humanist970BT-RomanC
    /HumanistSlabserif712BT-Black
    /HumanistSlabserif712BT-Bold
    /HumanistSlabserif712BT-Italic
    /HumanistSlabserif712BT-Roman
    /HuxleyVerticalBT-Regular
    /HYbdaL
    /HYbdaM
    /HYbsrB
    /HYBuDle-Medium
    /HYCSWheysang-Bold
    /HYCSWheysang-ExtraBold
    /HYCSWheysang-Medium
    /HYcysM
    /HYdnkB
    /HYdnkM
    /HYGoThic-Bold
    /HYGoThic-Light
    /HYgprM
    /HYGraPhic-Bold
    /HYgsrB
    /HYgtrE
    /HYhaeseo
    /HYHaeSo-Medium
    /HYHeadLine-Bold
    /HyhwpEQ
    /HYkanB
    /HYkanM
    /HYKHeadLine-Bold
    /HYKHeadLine-Medium
    /HYLongSamul-Bold
    /HYLongSamul-Light
    /HYLongSamul-Medium
    /HYmjrE
    /HYMokGak-Bold
    /HYMokPan-Bold
    /HYmprL
    /HYMyeongJo-Bold
    /HYMyeongJo-Light
    /HYMyeongJo-Medium
    /HYMyeongJo-Ultra
    /HYnamB
    /HYnamL
    /HYnamM
    /HYPillGi-Light
    /HYPMokPan-Bold
    /HYPMokPan-Light
    /HYPop-Bold
    /HYPop-Light
    /HYPop-Medium
    /HYporM
    /HYPost-Bold
    /HYRGoThic-Bold
    /HYRGoThic-Medium
    /HYsanB
    /HYSeNse-Bold
    /HYShortSamul-Bold
    /HYShortSamul-Light
    /HYSinGraPhic-Medium
    /HYSinMun-MyeongJo
    /HYSinMyeongJo-Bold
    /HYsnrL
    /HYSooN-MyeongJo
    /HYsupB
    /HYsupM
    /HYSymbolA
    /HYSymbolB
    /HYSymbolC
    /HYSymbolD
    /HYSymbolE
    /HYSymbolF
    /HYSymbolG
    /HYSymbolH
    /HYTaJa-Bold
    /HYTaJaFull-Bold
    /HYTaJaFull-Light
    /HYTaJaFull-Medium
    /HYTaJa-Light
    /HYTaJa-Medium
    /HYtbrB
    /HYwulB
    /HYwulM
    /HYYeasoL-Bold
    /HYYeaSo-Medium
    /HYYeatGul-Bold
    /HYYeatGul-Medium
    /IceAgeD
    /Impact
    /ImperialBT-Bold
    /ImperialBT-Italic
    /ImperialBT-Roman
    /Impossible
    /ImpressBT-Regular
    /ImprintMT-Shadow
    /ImpulsBT-Regular
    /Incised901BT-Black
    /Incised901BT-Bold
    /Incised901BT-BoldCondensed
    /Incised901BT-Compact
    /Incised901BT-Italic
    /Incised901BT-Light
    /Incised901BT-Nord
    /Incised901BT-NordItalic
    /Incised901BT-Roman
    /Independence
    /Industrial736BT-Italic
    /Industrial736BT-Roman
    /Informal011BT-Black
    /Informal011BT-Roman
    /InformalRoman-Regular
    /Inkpen2
    /Inkpen2Chords
    /Inkpen2Metronome
    /Inkpen2Script
    /Inkpen2Special
    /Inkpen2Text
    /InvisibleKiller
    /IowanOldStyleBT-Black
    /IowanOldStyleBT-BlackItalic
    /IowanOldStyleBT-Bold
    /IowanOldStyleBT-BoldItalic
    /IowanOldStyleBT-Italic
    /IowanOldStyleBT-Roman
    /IrelandPlain
    /IStillKnow
    /Japanese-Generic1
    /JFJungleRock
    /Jokerman-Regular
    /JuiceITC-Regular
    /JupiterPlain
    /KabarettD
    /KabelBook
    /KabelITCbyBT-Book
    /KabelITCbyBT-Demi
    /KabelITCbyBT-Medium
    /KabelITCbyBT-Ultra
    /Kartika
    /KaufmannBT-Bold
    /KaufmannBT-Regular
    /KeypunchPlain
    /KeystrokeNormal
    /KeystrokesMT
    /Kidnap
    /KidsPlain
    /Kinkee
    /Kinkimono
    /KinoMT
    /KisBT-Italic
    /KisBT-Roman
    /Korean-Generic1
    /KorinnaITCbyBT-Bold
    /KorinnaITCbyBT-KursivBold
    /KorinnaITCbyBT-KursivRegular
    /KorinnaITCbyBT-Regular
    /KozGoPro-Bold
    /KozGoPro-ExtraLight
    /KozGoPro-Heavy
    /KozGoPro-Light
    /KozGoPro-Medium
    /KozGoPro-Regular
    /KozMinPro-Bold
    /KozMinPro-ExtraLight
    /KozMinPro-Heavy
    /KozMinPro-Light
    /KozMinPro-Medium
    /KozMinPro-Regular
    /KristenITC-Regular
    /Kroeger0553
    /Kroeger0554
    /Kroeger0555
    /Kroeger0556
    /Kroeger0557
    /Kroeger0558
    /Kuenstler480BT-Black
    /Kuenstler480BT-Bold
    /Kuenstler480BT-BoldItalic
    /Kuenstler480BT-Italic
    /Kuenstler480BT-Roman
    /KunstlerschreibschD-Bold
    /KunstlerschreibschD-Medi
    /KunstlerScript
    /KyunKo
    /KyunMyung
    /LandscapePlanning
    /Lapidary333BT-Black
    /Lapidary333BT-Bold
    /Lapidary333BT-BoldItalic
    /Lapidary333BT-Italic
    /Lapidary333BT-Roman
    /LasVegasD
    /Latha
    /Latin725BT-Bold
    /Latin725BT-BoldItalic
    /Latin725BT-Italic
    /Latin725BT-Medium
    /Latin725BT-MediumItalic
    /Latin725BT-Roman
    /LatinExtraCondensedBT-Regular
    /LatinWidD
    /LatinWide
    /LcdD
    /LeawoodITCbyBT-Book
    /LeawoodITCbyBT-BookItalic
    /LetterGothic12PitchBT-Bold
    /LetterGothic12PitchBT-BoldItal
    /LetterGothic12PitchBT-Italic
    /LetterGothic12PitchBT-Roman
    /LetterGothic-Bold
    /LetterGothic-BoldItalic
    /LetterGothic-Italic
    /LetterGothic-Regular
    /LetterGothicStd
    /LetterGothicStd-Bold
    /LetterGothicStd-BoldSlanted
    /LetterGothicStd-Slanted
    /LibertyBT-Regular
    /LibertyD
    /LibraBT-Regular
    /LifeBT-Bold
    /LifeBT-BoldItalic
    /LifeBT-Italic
    /LifeBT-Roman
    /Lithograph
    /Lithograph-Bold
    /LithographLight
    /LithosPro-Black
    /LithosPro-Regular
    /LittleDaisy
    /Love
    /LoveLetters
    /LubalinGraphITCbyBT-Bold
    /LubalinGraphITCbyBT-Book
    /LubalinGraphITCbyBT-Medium
    /LubalinGraphITCbyBT-XtraLight
    /LuciaBT-Regular
    /LucianBT-Bold
    /LucianBT-Roman
    /LucidaBlackletter
    /LucidaBright
    /LucidaBright-Demi
    /LucidaBright-DemiItalic
    /LucidaBright-Italic
    /LucidaCalligraphy-Italic
    /LucidaConsole
    /LucidaFax
    /LucidaFax-Demi
    /LucidaFax-DemiItalic
    /LucidaFax-Italic
    /LucidaHandwriting-Italic
    /LucidaSans
    /LucidaSans-Demi
    /LucidaSans-DemiItalic
    /LucidaSans-Italic
    /LucidaSans-Typewriter
    /LucidaSans-TypewriterBold
    /LucidaSans-TypewriterBoldOblique
    /LucidaSans-TypewriterOblique
    /LucidaSansUnicode
    /LydianBT-Bold
    /LydianBT-BoldItalic
    /LydianBT-Italic
    /LydianBT-Roman
    /LydianCursiveBT-Regular
    /MachineITCbyBT-Regular
    /MacType
    /MADFONT
    /MagicR-HM
    /Magneto-Bold
    /MaiandraGD-DemiBold
    /MaiandraGD-Regular
    /MalgunGothicBold
    /MalgunGothicRegular
    /MandarinD
    /Mangal-Regular
    /Map-Symbols
    /MariageD
    /Marigold
    /MarrididdlesMedium
    /Marydale
    /Marydale-Bold
    /MatisseITC-Regular
    /MattAntiqueBT-Bold
    /MattAntiqueBT-Italic
    /MattAntiqueBT-Roman
    /MaturaMTScriptCapitals
    /MDAlong
    /MDArt
    /MDEasop
    /MDGaesung
    /MDSol
    /MeadBold
    /MercuriusScriptMT-Bold
    /MesquiteStd
    /MetropolitainesD
    /Metrostyle-Bold
    /MetrostyleExtended-Bold
    /MetrostyleExtended-Regular
    /Metrostyle-Regular
    /MICR10byBT-Regular
    /MICR12byBT-Regular
    /MICR13byBT-Regular
    /MicrogrammaD-BoldExte
    /MicrogrammaD-MediExte
    /MicrosoftLogo95
    /MicrosoftSansSerif
    /MicrostyleBoldExtendedATT
    /MilanoLet
    /MilkyWay
    /Millhouse
    /MiltownII
    /MingLiU
    /MINIMALHARD2
    /MinionPro-Bold
    /MinionPro-BoldCn
    /MinionPro-BoldCnIt
    /MinionPro-BoldIt
    /MinionPro-It
    /MinionPro-Medium
    /MinionPro-MediumIt
    /MinionPro-Regular
    /MinionPro-Semibold
    /MinionPro-SemiboldIt
    /MiraraeBT-Bold
    /MiraraeBT-Roman
    /MisterEarlBT-Regular
    /Mistral
    /MixageITCbyBT-Bold
    /MixageITCbyBT-BoldItalic
    /MJB
    /MJL
    /MJM
    /Mland
    /Modern20BT-ItalicB
    /Modern20BT-RomanB
    /Modern735BT-RomanA
    /Modern880BT-Bold
    /Modern880BT-Italic
    /Modern880BT-Roman
    /Moderne
    /Modern-Regular
    /MoeumTR-HM
    /MogfilB
    /MogfilL
    /MogfilM
    /MonaLisaRecutITC-Normal
    /Monospace821BT-Bold
    /Monospace821BT-BoldItalic
    /Monospace821BT-Italic
    /Monospace821BT-Roman
    /MonotypeCorsiva
    /MonotypeSorts
    /moonfont
    /MorseCode
    /MotterFemD
    /MS-Gothic
    /MSHei
    /MS-Mincho
    /MSOutlook
    /MS-PGothic
    /MS-PMincho
    /MSReferenceSansSerif
    /MSReferenceSpecialty
    /MSSong
    /MS-UIGothic
    /MurrayHillBT-Bold
    /Music
    /MusicalSymbolsNormal
    /MVBoli
    /Myriad-BdWeb
    /Myriad-CnItWeb
    /Myriad-CnWeb
    /Myriad-ItWeb
    /MyriadPro-Bold
    /MyriadPro-BoldCond
    /MyriadPro-BoldCondIt
    /MyriadPro-BoldIt
    /MyriadPro-Cond
    /MyriadPro-CondIt
    /MyriadPro-It
    /MyriadPro-LightIt
    /MyriadPro-Regular
    /MyriadPro-Semibold
    /MyriadPro-SemiboldIt
    /Myriad-Web
    /MyungjoL-HM
    /Nasalization
    /Neige
    /NevisonCasD
    /New
    /NewBaskervilleITCbyBT-Bold
    /NewBaskervilleITCbyBT-BoldItal
    /NewBaskervilleITCbyBT-Italic
    /NewBaskervilleITCbyBT-Roman
    /NewCenturySchlbk-Bold
    /NewCenturySchlbk-BoldItalic
    /NewCenturySchlbk-Italic
    /NewCenturySchlbk-Roman
    /NewGulim
    /News701BT-BoldA
    /News701BT-ItalicA
    /News701BT-RomanA
    /News702BT-Bold
    /News702BT-BoldItalic
    /News702BT-Italic
    /News702BT-Roman
    /News705BT-BoldB
    /News705BT-BoldItalicB
    /News705BT-ItalicB
    /News705BT-RomanB
    /News706BT-BoldC
    /News706BT-ItalicC
    /News706BT-RomanC
    /NewsGothicBT-Bold
    /NewsGothicBT-BoldCondensed
    /NewsGothicBT-BoldCondItalic
    /NewsGothicBT-BoldExtraCondensed
    /NewsGothicBT-BoldItalic
    /NewsGothicBT-Demi
    /NewsGothicBT-DemiItalic
    /NewsGothicBT-ExtraCondensed
    /NewsGothicBT-Italic
    /NewsGothicBT-ItalicCondensed
    /NewsGothicBT-Light
    /NewsGothicBT-LightItalic
    /NewsGothicBT-Roman
    /NewsGothicBT-RomanCondensed
    /NewsGothicMT
    /NewsGothicMT-Bold
    /NewsGothicMT-Italic
    /NewtextITCbyBT-Regular
    /NewtextITCbyBT-RegularItalic
    /NewWGL4Font
    /NiagaraEngraved-Reg
    /NiagaraSolid-Reg
    /NicolasCocT-Blac
    /NicolasCocT-Regu
    /NicolasCocT-ReguItal
    /NimbusRomDGR-Bold
    /NimbusRomDGR-BoldItal
    /NimbusRomDGR-Regu
    /NimbusRomDGR-ReguItal
    /NormandeBT-Italic
    /NormandeBT-Roman
    /NovareseITCbyBT-Bold
    /NovareseITCbyBT-BoldItalic
    /NovareseITCbyBT-Book
    /NovareseITCbyBT-BookItalic
    /NSimSun
    /NuevaStd-BoldCond
    /NuevaStd-BoldCondItalic
    /NuevaStd-Cond
    /NuevaStd-CondItalic
    /Nuggim
    /NuptialBT-Regular
    /Oasis
    /OCRAbyBT-Regular
    /OCRAExtended
    /OCRAStd
    /OCRB10PitchBT-Regular
    /OfficePlanning
    /OhMyGodStars
    /OkayD
    /OldEnglishTextMT
    /OldTowneNo536D
    /Onesize
    /Onyx
    /OnyxBT-Regular
    /Opus
    /OpusChords
    /OpusFiguredBass
    /OpusFiguredBassExtras
    /OpusJapaneseChords
    /OpusMetronome
    /OpusPercussion
    /OpusPlainChords
    /OpusRomanChords
    /OpusSpecial
    /OpusText
    /OracleRegular
    /OrandaBT-Bold
    /OrandaBT-BoldCondensed
    /OrandaBT-BoldItalic
    /OrandaBT-Italic
    /OrandaBT-Roman
    /OrandaBT-RomanCondensed
    /OratorBT-FifteenPitch
    /OratorBT-TenPitch
    /OratorStd
    /OratorStd-Slanted
    /OrbitBbyBT-Regular
    /OriginalGaramondBT-Bold
    /OriginalGaramondBT-BoldItalic
    /OriginalGaramondBT-Italic
    /OriginalGaramondBT-Roman
    /OzHandicraftBT-Roman
    /OzzieBlack-Italic
    /OzzieBlack-Regular
    /PabloLetPlain
    /Pacmania
    /Pado
    /PalaceScriptMT
    /PalaceScriptMT-SemiBold
    /PalatinoLinotype-Bold
    /PalatinoLinotype-BoldItalic
    /PalatinoLinotype-Italic
    /PalatinoLinotype-Roman
    /PalettePlain
    /PanhwaR-HM
    /Papyrus-Regular
    /Parchment-Regular
    /ParisianBT-Regular
    /ParkAvenueBT-Regular
    /ParryHotter
    /PartiesMT
    /Peanuts
    /PepperPlain
    /Perpetua
    /Perpetua-Bold
    /Perpetua-BoldItalic
    /Perpetua-Italic
    /PerpetuaTitlingMT-Bold
    /PerpetuaTitlingMT-Light
    /PhyllisD
    /Pica10PitchBT-Roman
    /Pilgi1
    /Pilgi2
    /PioneerITCbyBT-Regular
    /PipelinePlain
    /PiranesiItalicBT-Regular
    /PlacardMT-Condensed
    /Playbill
    /PlaybillBT-Regular
    /PlaytoyRegular
    /PlazaD-Regu
    /PMingLiU
    /PokemonHollow
    /PokemonHollowNormal
    /PokemonSolid
    /PokemonSolidNormal
    /PoorRichard-Regular
    /PoplarStd
    /PopticsThree
    /PossePlain
    /PosterBodoniBT-Italic
    /PosterBodoniBT-Roman
    /PresidentPlain
    /Prestige12PitchBT-Bold
    /Prestige12PitchBT-BoldItalic
    /Prestige12PitchBT-Italic
    /Prestige12PitchBT-Roman
    /PrestigeEliteStd-Bd
    /PrinceB
    /PrincetownD
    /Pristina-Regular
    /ProseAntiqueBold
    /ProseAntiquePlain
    /PT-BananaSplit
    /PTBarnumBT-Regular
    /PumpTriD
    /PyunjiR-HM
    /QDotum
    /QGulim
    /QGungsuh
    /QUAKE
    /QuicksilverITC-Normal
    /QuillScript-Normal
    /QuorumITCbyBT-Black
    /QuorumITCbyBT-Light
    /QuorumITCbyBT-Medium
    /Raavi
    /RADAGUND
    /RadiosinMotion
    /RadiosinMotionHard
    /RageItalic
    /RageItalicLetPlain
    /RaleighBT-Bold
    /RaleighBT-DemiBold
    /RaleighBT-ExtraBold
    /RaleighBT-Light
    /RaleighBT-Medium
    /RaleighBT-Roman
    /RansomBold
    /RansomBoldItalic
    /RansomItalic
    /RansomRegular
    /Ravie
    /ReafFont
    /RenaultBQ-Bold
    /RenaultBQ-BoldItalic
    /RenaultBQ-Light
    /RenaultBQ-LightItalic
    /renga
    /Revival565BT-Bold
    /Revival565BT-BoldItalic
    /Revival565BT-Italic
    /Revival565BT-Roman
    /RevueBT-Regular
    /Ribbon131BT-Bold
    /Ribbon131BT-Regular
    /Riven
    /RixJGoB
    /RixJGoL
    /RixJGoM
    /Rockwell
    /Rockwell-Bold
    /Rockwell-BoldItalic
    /Rockwell-Condensed
    /Rockwell-CondensedBold
    /Rockwell-ExtraBold
    /Rockwell-Italic
    /ROCKY
    /RomanaBT-Bold
    /RomanaBT-Roman
    /RosewoodStd-Regular
    /RotisSansSerifStd-ExtraBold
    /RotisSemiSansStd-Bold
    /RotisSemiSansStd-ExtraBold
    /RotisSemiSansStd-Light
    /RoyalAcid
    /RoyalAcidbath
    /RubberStampLetPlain
    /SanBsB
    /SanBsL
    /SanBsU
    /SanDaB
    /SandArB
    /SandEgB
    /SandEgCB
    /SandJg
    /SandKg
    /SandKm
    /SandSaL
    /SandSaM
    /SandSm
    /SandTg
    /SandTm
    /SanDungunB
    /SanDungunL
    /SanDungunM
    /SanDungunR
    /SanDungunSB
    /SanEgL
    /SanEgM
    /SanHgL
    /SanHgM
    /SanIgL
    /SanIgM
    /SanKbL
    /SanKbM
    /SanKsB
    /SanKsL
    /SanKsM
    /SanPiB
    /SanPiL
    /SanPiM
    /SanPuB
    /SanPuW
    /SassysTeddys3
    /SchadowBT-Black
    /SchadowBT-BlackCondensed
    /SchadowBT-Bold
    /SchadowBT-Light
    /SchadowBT-LightCursive
    /SchadowBT-Roman
    /SchneidlerBT-Black
    /SchneidlerBT-BlackItalic
    /SchneidlerBT-Bold
    /SchneidlerBT-BoldItalic
    /SchneidlerBT-Italic
    /SchneidlerBT-Light
    /SchneidlerBT-LightItalic
    /SchneidlerBT-Medium
    /SchneidlerBT-MediumItalic
    /SchneidlerBT-Roman
    /Scream
    /ScribaLetPlain
    /Script12PitchBT-Roman
    /ScriptMTBold
    /ScriptS
    /SD_SungkyongB
    /SD_SungkyongL
    /SD_SungkyongM
    /SeagullBT-Bold
    /SeagullBT-Heavy
    /SeagullBT-Light
    /SeagullBT-Medium
    /SegoeUI
    /SegoeUI-Bold
    /SegoeUI-BoldItalic
    /SegoeUI-Italic
    /SeGulim
    /Seko
    /SeM
    /Semaphore
    /SeoulBig
    /SerifaBT-Black
    /SerifaBT-Bold
    /SerifaBT-BoldCondensed
    /SerifaBT-Italic
    /SerifaBT-Light
    /SerifaBT-LightItalic
    /SerifaBT-Roman
    /SerifaBT-Thin
    /SerifaBT-ThinItalic
    /SerpentineD-Bold
    /SerpentineD-BoldItal
    /SeUtum
    /SHeadG
    /SHeadR
    /ShelleyAllegroBT-Regular
    /ShelleyAndanteBT-Regular
    /ShelleyVolanteBT-Regular
    /ShotgunBlanksBT-Regular
    /ShotgunBT-Regular
    /ShowcardGothic-Reg
    /Shruti
    /SignLanguage
    /Signs
    /SignsMT
    /SimHei
    /SimSun
    /SimSun-PUA
    /SinBatangChe
    /SinGraphic
    /SinMun
    /SkidoosD
    /SlipstreamLetPlain
    /SloganD
    /SnapITC-Regular
    /SnellBT-Black
    /SnellBT-Bold
    /SnellBT-Regular
    /Sol
    /SouvenirITCbyBT-Demi
    /SouvenirITCbyBT-DemiItalic
    /SouvenirITCbyBT-Light
    /SouvenirITCbyBT-LightItalic
    /SportsThreeMT
    /SportsTwoMT
    /Square721Blk-Italic
    /Square721Blk-Normal
    /Square721-BoldItalic
    /Square721BT-Bold
    /Square721BT-BoldCondensed
    /Square721BT-BoldExtended
    /Square721BT-Roman
    /Square721BT-RomanCondensed
    /Square721BT-RomanExtended
    /Square721Demi-Italic
    /SquareSlabserif711BT-Bold
    /SquareSlabserif711BT-Light
    /SquareSlabserif711BT-Medium
    /SquireD-Bold
    /SquireD-Regu
    /Staccato222BT-Regular
    /Staccato555BT-RegularA
    /Standard0757
    /StarcraftNormal
    /Stencil
    /StencilBT-Regular
    /StencilStd
    /StopD
    /Strider-Regular
    /StuyvesantBT-Regular
    /StymieBT-Bold
    /StymieBT-BoldItalic
    /StymieBT-ExtraBold
    /StymieBT-ExtraBoldCondensed
    /StymieBT-Light
    /StymieBT-LightItalic
    /StymieBT-Medium
    /StymieBT-MediumItalic
    /SunM
    /Swiss721BT-Black
    /Swiss721BT-BlackCondensed
    /Swiss721BT-BlackCondensedItalic
    /Swiss721BT-BlackExtended
    /Swiss721BT-BlackItalic
    /Swiss721BT-BlackOutline
    /Swiss721BT-BlackRounded
    /Swiss721BT-Bold
    /Swiss721BT-BoldCondensed
    /Swiss721BT-BoldCondensedItalic
    /Swiss721BT-BoldCondensedOutline
    /Swiss721BT-BoldExtended
    /Swiss721BT-BoldItalic
    /Swiss721BT-BoldOutline
    /Swiss721BT-BoldRounded
    /Swiss721BT-Heavy
    /Swiss721BT-HeavyItalic
    /Swiss721BT-Italic
    /Swiss721BT-ItalicCondensed
    /Swiss721BT-Light
    /Swiss721BT-LightCondensed
    /Swiss721BT-LightCondensedItalic
    /Swiss721BT-LightExtended
    /Swiss721BT-LightItalic
    /Swiss721BT-Medium
    /Swiss721BT-MediumItalic
    /Swiss721BT-Roman
    /Swiss721BT-RomanCondensed
    /Swiss721BT-RomanExtended
    /Swiss721BT-Thin
    /Swiss721BT-ThinItalic
    /Swiss911BT-ExtraCompressed
    /Swiss911BT-UltraCompressed
    /Swiss921BT-RegularA
    /Swiss924BT-RegularB
    /SwitzerlandNarrowBold
    /SwitzerlandNarrowBoldItalic
    /SwitzerlandNarrowItalic
    /SwitzerlandNarrowPlain
    /Sylfaen
    /SymbolITCbyBT-Bold
    /SymbolITCbyBT-BoldItalic
    /SymbolMT
    /SymbolProportionalBT-Regular
    /TaeGP
    /TaeGulim
    /TaeKo
    /TaeM
    /TaeUtum
    /TagLetPlain
    /Tahoma
    /Tahoma-Bold
    /TangoBT-Regular
    /Tarzana-Narrow
    /Tarzana-NarrowBold
    /Tarzana-NarrowBoldItalic
    /Tarzana-NarrowItalic
    /TarzanaWide
    /TarzanaWide-Bold
    /TarzanaWide-BoldItalic
    /TarzanaWide-Italic
    /TechnicalItalic
    /TechnicalPlain
    /Techtonic
    /TektonPro-Bold
    /TektonPro-BoldCond
    /TektonPro-BoldExt
    /TektonPro-BoldObl
    /TempusSansITC
    /TenderRegular
    /TerminatorTwo
    /TetsuyaFactory
    /TeXplusEF
    /TeXplusEF-Bold
    /TeXplusEM
    /TeXplusEM-BoldItalic
    /TeXplusEM-Italic
    /TeXplusEX
    /TeXplusMI
    /TeXplusMI-Bold
    /TeXplusRM
    /TeXplusRM-Bold
    /TeXplusRM-BoldItalic
    /TeXplusRM-Italic
    /TeXplusSA
    /TeXplusSB
    /TeXplusSY
    /TeXplusSY-Bold
    /TeXplusTE
    /TheMix-ExtraLight
    /ThunderbirdBT-Regular
    /TiffanyITCbyBT-Demi
    /TiffanyITCbyBT-DemiItalic
    /TiffanyITCbyBT-Heavy
    /TiffanyITCbyBT-HeavyItalic
    /TiffanyITCbyBT-Light
    /TiffanyITCbyBT-LightItalic
    /TigerRagLetPlain
    /Times-Bold
    /Times-BoldItalic
    /TimeScrD-Bold
    /TimeScrD-Ligh
    /TimeScrD-Medi
    /Times-Italic
    /TimesNewRomanMT-ExtraBold
    /TimesNewRomanPS-BoldItalicMT
    /TimesNewRomanPS-BoldMT
    /TimesNewRomanPS-ItalicMT
    /TimesNewRomanPSMT
    /Times-Roman
    /TrajanPro-Bold
    /TrajanPro-Regular
    /Transitional511BT-Bold
    /Transitional511BT-BoldItalic
    /Transitional511BT-Italic
    /Transitional511BT-Roman
    /Transitional521BT-BoldA
    /Transitional521BT-CursiveA
    /Transitional521BT-RomanA
    /Transitional551BT-MediumB
    /Transitional551BT-MediumItalicB
    /TransportMT
    /TransportRegular
    /Trebuchet-BoldItalic
    /TrebuchetMS
    /TrebuchetMS-Bold
    /TrebuchetMS-Italic
    /TrumpetLite-Bold
    /TrumpetLite-BoldItalic
    /TrumpetLiteItalic
    /TrumpetLite-Normal
    /TSTbigb
    /TSTbrdb
    /TSTbrdr
    /TSTbrnr
    /TSTbrwr
    /TSTclub
    /TSTdenr
    /TSTgkdd
    /TSTgkod
    /TSTgktd
    /TSTgngt
    /TSTgnmj
    /TSTgrph
    /TSThddb
    /TSThddr
    /TSThdtb
    /TSThdtr
    /TSThgrgl
    /TSThgtb
    /TSThlml
    /TSThpbd
    /TSThprg
    /TSThseo
    /TSTjhpb
    /TSTjhpr
    /TSTjkob
    /TSTjkor
    /TSTjktb
    /TSTjktr
    /TSTjkvb
    /TSTjkvr
    /TSTkjbd
    /TSTkjrg
    /TSTmbwb
    /TSTmbwr
    /TSTmdmb
    /TSTmgor
    /TSTmgtr
    /TSTmmdb
    /TSTmmdr
    /TSTmmob
    /TSTmmor
    /TSTmmtb
    /TSTmmtr
    /TSTnamb
    /TSTnamr
    /TSTohrg
    /TSTotmb
    /TSTotml
    /TSTpena
    /TSTPenb
    /TSTsdrb
    /TSTsdrr
    /TSTsenr
    /TSTshdd
    /TSTshtd
    /TSTsjbd
    /TSTsjrg
    /TSTsmdb
    /TSTsmgb
    /TSTsoha
    /TSTsrbd
    /TSTsrgb
    /TSTsrgr
    /TSTsrob
    /TSTsror
    /TSTsrrg
    /TSTsunm
    /TSTtypb
    /TSTtypl
    /TSTyptd
    /Tunga-Regular
    /TwCenMT-Bold
    /TwCenMT-BoldItalic
    /TwCenMT-Condensed
    /TwCenMT-CondensedBold
    /TwCenMT-CondensedExtraBold
    /TwCenMT-Italic
    /TwCenMT-Regular
    /TypoUprightBT-Regular
    /UmbraBT-Regular
    /Uni0553
    /Univecon
    /Univeconbol
    /Univeconbolobl
    /Univeconlig
    /Univeconligobl
    /Univeconobl
    /UniversalCondensedRegular
    /Univers-Bold
    /Univers-BoldItalic
    /UniversCondensed-Bold
    /UniversCondensed-BoldItalic
    /UniversCondensed-Medium
    /UniversCondensed-MediumItalic
    /UniversExtended-Bold
    /UniversExtended-BoldItalic
    /UniversExtended-Medium
    /UniversExtended-MediumItalic
    /UniversityRomanBT-Bold
    /UniversityRomanBT-Regular
    /UniversLightCondensed-Italic
    /UniversLightCondensed-Regular
    /UniversLTStd-LightCn
    /Univers-Medium
    /Univers-MediumItalic
    /Univethiultcon
    /Univeultcon
    /Uri
    /Usuzi
    /Utopia-Regular
    /UtopiaStd-BlackHeadline
    /UtopiaStd-Bold
    /UtopiaStd-BoldCapt
    /UtopiaStd-BoldCaptIt
    /UtopiaStd-BoldDisp
    /UtopiaStd-BoldDispIt
    /UtopiaStd-BoldIt
    /UtopiaStd-BoldSubh
    /UtopiaStd-BoldSubhIt
    /UtopiaStd-Capt
    /UtopiaStd-CaptIt
    /UtopiaStd-Disp
    /UtopiaStd-DispIt
    /UtopiaStd-Italic
    /UtopiaStd-Regular
    /UtopiaStd-Semibold
    /UtopiaStd-SemiboldCapt
    /UtopiaStd-SemiboldCaptIt
    /UtopiaStd-SemiboldDisp
    /UtopiaStd-SemiboldDispIt
    /UtopiaStd-SemiboldIt
    /UtopiaStd-SemiboldSubh
    /UtopiaStd-SemiboldSubhIt
    /UtopiaStd-Subh
    /UtopiaStd-SubhIt
    /Utum
    /VacationMT
    /VAGRound
    /VAGRoundedBT-Regular
    /VAGRundschriftBQ
    /Verdana
    /Verdana-Bold
    /Verdana-BoldItalic
    /Verdana-Italic
    /VinerHandITC
    /Vivaldii
    /VladimirScript
    /Vrinda
    /WaltDisneyScript
    /Webdings
    /Wharmby
    /Wingdings2
    /Wingdings3
    /Wingdings-Regular
    /Yahoo
    /YDIBirdB
    /YDIBirdL
    /YDIBirdM
    /YDIDanB
    /YDIDanL
    /YDIDanM
    /YDIGasiIIB-KSCpc-EUC-H
    /YDIGasiIIL
    /YDIGasiIIM-KSCpc-EUC-H
    /YDIGukB
    /YDIGukL
    /YDIGukM
    /YDIHoopM
    /YDIHoopwM
    /YDIHsangIIB
    /YDIHsangIIL
    /YDIHsangIIM
    /YDIIrisM-KSCpc-EUC-H
    /YDIManB
    /YDIManL
    /YDIManM
    /YDIMonoM
    /YDINeoulB
    /YDINeoulL
    /YDINeoulM
    /YDIPu
    /YDIPuM
    /YDISapphIIB-KSCpc-EUC-H
    /YDISapphIIL-KSCpc-EUC-H
    /YDISapphIIM-KSCpc-EUC-H
    /YDIWindM-KSCpc-EUC-H
    /YDIWinIIB
    /YDIWinIIL
    /YDIWinIIM
    /YDIWriSin
    /YDIYGO110-KSCpc-EUC-H
    /YDIYGO120-KSCpc-EUC-H
    /YDIYGO130-KSCpc-EUC-H
    /YDIYGO140-KSCpc-EUC-H
    /YDIYGO150-KSCpc-EUC-H
    /YDIYGO160-KSCpc-EUC-H
    /YDIYGO310
    /YDIYGO320
    /YDIYGO330
    /YDIYGO340
    /YDIYGO350
    /YDIYGO360
    /YDIYheadB-KSCpc-EUC-H
    /YDIYheadL-KSCpc-EUC-H
    /YDIYheadM-KSCpc-EUC-H
    /YDIYheadUL-KSCpc-EUC-H
    /YDIYMjO110-KSCpc-EUC-H
    /YDIYMjO120-KSCpc-EUC-H
    /YDIYMjO130-KSCpc-EUC-H
    /YDIYMjO140-KSCpc-EUC-H
    /YDIYMjO150-KSCpc-EUC-H
    /YDIYMjO160-KSCpc-EUC-H
    /YDIYMjO220
    /YDIYMjO230
    /YDIYMjO240
    /YDIYMjO310
    /YDIYMjO320
    /YDIYMjO330
    /YDIYMjO340
    /YDIYMjO350
    /YDIYMjO360
    /YDSDJ
    /YDSJH
    /YellowSubmarine
    /YetR-HM
    /YonseiB
    /YonseiL
    /YourKeys
    /ZapfDingbatsITCbyBT-Regular
    /ZapfElliptical711BT-Bold
    /ZapfElliptical711BT-BoldItalic
    /ZapfElliptical711BT-Italic
    /ZapfElliptical711BT-Roman
    /ZapfHumanist601BT-Bold
    /ZapfHumanist601BT-BoldItalic
    /ZapfHumanist601BT-Demi
    /ZapfHumanist601BT-DemiItalic
    /ZapfHumanist601BT-Italic
    /ZapfHumanist601BT-Roman
    /ZapfHumanist601BT-Ultra
    /ZapfHumanist601BT-UltraItalic
    /Zrnic
    /ZurichBT-BlackExtended
    /ZurichBT-Light
    /ZurichBT-Roman
    /ZurichBT-RomanExtended
    /ZWAdobeF
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages false
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages false
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth 8
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /FlateEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages false
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages false
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth 8
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /FlateEncode
  /AutoFilterGrayImages false
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages false
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages false
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects true
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (Japan Color 2001 Coated)
  /PDFXOutputConditionIdentifier (JC200103)
  /PDFXOutputCondition ()
  /PDFXRegistryName (http://www.color.org)
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /DAN <>
    /DEU <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
    /ESP <>
    /FRA <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /PTB <>
    /SUO <>
    /SVE <>
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /BleedOffset [
        0
        0
        0
        0
      ]
      /ConvertColors /NoConversion
      /DestinationProfileName (Japan Color 2001 Coated)
      /DestinationProfileSelector /UseName
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks true
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MarksOffset 6
      /MarksWeight 0.250000
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /UseName
      /PageMarksFile /RomanDefault
      /PreserveEditing true
      /UntaggedCMYKHandling /UseDocumentProfile
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
    <<
      /AllowImageBreaks true
      /AllowTableBreaks true
      /ExpandPage false
      /HonorBaseURL true
      /HonorRolloverEffect false
      /IgnoreHTMLPageBreaks false
      /IncludeHeaderFooter false
      /MarginOffset [
        0
        0
        0
        0
      ]
      /MetadataAuthor ()
      /MetadataKeywords ()
      /MetadataSubject ()
      /MetadataTitle ()
      /MetricPageSize [
        0
        0
      ]
      /MetricUnit /inch
      /MobileCompatible 0
      /Namespace [
        (Adobe)
        (GoLive)
        (8.0)
      ]
      /OpenZoomToHTMLFontSize false
      /PageOrientation /Portrait
      /RemoveBackground false
      /ShrinkContent true
      /TreatColorsAs /MainMonitorColors
      /UseEmbeddedProfiles false
      /UseHTMLTitleAsMetadata true
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [1200 1200]
  /PageSize [612.000 792.000]
>> setpagedevice


