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Summary
Background Incidentally, the non-invasive prenatal test (NIPT) shows chromosomal aberrations suspicious of a
maternal malignancy, especially after genome-wide testing. The aim of this study is to determine how many cases
of cancer in pregnancy are diagnosed or missed with NIPT and whether in retrospect subtle changes in NIPT
results could have detected cancer.

Methods We identified Dutch patients diagnosed in 2017–2021 with pregnancy-associated cancer from the
International Network on Cancer, Infertility and Pregnancy (INCIP) Registry, who underwent NIPT in the Dutch
NIPT implementation study (TRIDENT-2). We retrospectively assessed how many of these women showed a
malignancy suspicious-NIPT, their tumour types and –stages, and the time interval between NIPT and cancer
diagnosis.

Findings Of 143 women with pregnancy-associated cancer, we included 65 patients that underwent an NIPT. Fifty-
four women had a solid tumour and 11 a haematological malignancy. Sixteen (24.6%) NIPTs were malignancy
suspicious (15 genome-wide, one targeted). All 10 haematological cancer patients with genome-wide NIPT had a
malignancy suspicious-NIPT, irrespective of the disease stage. Only five patients with a solid tumour had a
genome-wide malignancy suspicious-NIPT (4/5 advanced cancer stage III or IV). The mean time between date of
NIPT and cancer diagnosis was significantly shorter after a malignancy suspicious-NIPT compared to a non-
suspicious-NIPT, respectively 49.9 days (± SD 31.8) and 100.7 days (± SD 74.9), p = 0.001.

Interpretation All genome-wide NIPT in women with pregnancy-associated haematological malignancies were
malignancy suspicious. Women with a solid tumour showed a malignancy suspicious-NIPT in only a minority of
cases, mainly the advanced stages.
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Research in context

Evidence before this study
The non-invasive prenatal test (NIPT) for foetal aneuploidy on
cell-free DNA (cfDNA) of maternal plasma incidentally shows
a malignancy suspicious-result. We and others have shown
that most cases with multiple chromosomal aberrations in
NIPT are diagnosed with cancer. We previously defined an
expert-based tool for classifying malignancy suspicious-NIPT
and a comprehensive set of recommendations for
multidisciplinary diagnostic follow-up of pregnant women
with a malignancy suspicious-NIPT. The incidence of cancer in
pregnancy is about 1:1.500 as deducted from cancer in
pregnancy registries such as the International Network on
Cancer, Infertility and Pregnancy (INCIP), while NIPT can
detect cancer only in 1:15.000 pregnancies as concluded from
implementation studies utilizing NIPT for foetal aneuploidy
screening, such as the TRIDENT-2 study. A knowledge gap
exists in the fraction of women with pregnancy-associated
cancer showing a malignancy suspicious-NIPT, and whether a
malignancy suspicious-NIPT result is associated with certain
types of cancer and if it will lead to an earlier diagnosis. We
aimed to determine the fraction of women with pregnancy
associated cancer who showed a malignancy suspicious-NIPT.
To explore this research question we used an unbiased sample
of data of two Dutch registries, on pregnancy in cancer and
NIPT results respectively. Available literature data was
extracted from PubMed up to the 15th of April 2024. Search
terms used were “pregnancy [MeSH]”, “Neoplasms [MeSH]”,
“Noninvasive Prenatal Testing [MeSH]”, “NIPT”. Reference
lists of relevant articles on this topic were examined and
possible relevant papers were added.

Added value of this study
This study is the first to evaluate prenatal cfDNA testing by
NIPT in a group of women with pregnancy-associated cancer
not knowing to have cancer at the time of NIPT request. We
found that about a quarter of women with pregnancy-
associated cancer had a malignancy suspicious-NIPT result,
when tested with a genome-wide NIPT. In all women with
haematological cancer in pregnancy, the genome-wide NIPT
results were malignancy suspicious. The majority of women
with solid tumours showed a non-suspicious NIPT, although
NIPT could be suspicious in women with advanced stage solid
tumours. We found a significantly shorter time to diagnosis in
patients with a malignancy suspicious-NIPT compared to the
group with a non-suspicious NIPT result. The knowledge from
this study may contribute to an improved interpretation of
NIPT results in relation to cancer diagnosis during pregnancy.

Implications of all the available evidence
The number of women referred to a clinic with pregnancy-
associated cancer will increase as NIPT providers will be able
to better recognize malignant-suspicious NIPT from foetal
aneuploidy screening. Reporting malignancy suspicious-NIPT
results may be a step forward in detecting cancers and could
enable an earlier diagnosis and start of cancer therapy,
especially for haematological malignancies and advanced solid
tumours. Nevertheless, NIPT for foetal aneuploidy screening
should not be considered a cancer-in-pregnancy test.
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Introduction
Women who are diagnosed with cancer during preg-
nancy or within one or two years after childbirth are
generally classified as having ‘pregnancy-associated can-
cer’.1,2 The incidence of cancer during pregnancy is about
one in 1000–2000 pregnancies.1,3 In the Netherlands,
patients with pregnancy-associated cancer are included in
a multicentre registry of the International Network on
Cancer, Infertility and Pregnancy (INCIP) by their treat-
ing physician, on a voluntary basis. The inclusion criteria
for the INCIP registry study (UZ Leuven founded study
S25470, study Part I.I.A.) are premenopausal women
under 45 years of age with a histological proven cancer,
either during or within 5 years after pregnancy.4 To date,
it is not known how many women with pregnancy-
associated cancer showed an NIPT (non-invasive prena-
tal test) result that is suspicious of a maternal malignancy
(malignancy suspicious-NIPT).

In the Netherlands, between April 2017 and April
2023, the NIPT was only available within the TRIDENT-
2 study. NIPT was offered to all pregnant women with a
vital pregnancy, as a first-tier screening test for foetal
aneuploidy, licensed by the Dutch Ministry of Health.5

Participants could choose between receiving NIPT re-
sults for all autosomes (genome-wide NIPT) or for
chromosomes 13, 18, and 21 only (targeted NIPT). An
exclusion criterion for the TRIDENT-2 study was a
known current malignancy. The uptake of NIPT was
46% from April 2017 to March 2019.6 Chromosomal
aberrations like copy number variations (CNVs), that
originate from cancer-derived cell-free DNA (cfDNA),
may incidentally be detected by NIPT and may be
indicative of an underlying malignancy.7–10

For this study, the INCIP registry was merged with
the TRIDENT-2 registry, to identify women with
pregnancy-associated cancer, who had undergone an
NIPT. We aimed to determine the fraction of malig-
nancy suspicious-NIPT in women with pregnancy-
associated cancer, and which tumour types were found
in these women. We also evaluated the time interval to
cancer diagnosis for suspicious- and non-suspicious
NIPTs. This knowledge may contribute to an
improved interpretation of NIPT results in relation to
cancer diagnosis during pregnancy.
www.thelancet.com Vol 45 October, 2024
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Methods
Study design and study population
This is a retrospective cross-sectional study, that
assessed the history of NIPT in women with pregnancy-
associated cancer, defined as cancer during pregnancy
or within two years after childbirth. We used data of
Dutch patients who were included in both the INCIP
and TRIDENT-2 study, with a cancer diagnosis between
April 1, 2017 and April 1, 2021. In the 4-yr study period,
INCIP included 143 Dutch women and TRIDENT-2
included 334,499 women. To identify eligible women,
we linked the INCIP database with the TRIDENT-2
registry by family name, date of birth, expected date of
delivery plus or minus seven days, and primary hospital
where the cancer was diagnosed. If no match was found,
we assumed that no NIPT was performed. Patients were
pregnant at the moment of NIPT. We collated onco-
logical information (date of cancer diagnosis, tumour
type and -stage) from the INCIP database. The NIPT
results and date of blood draw were obtained from the
TRIDENT-2 database. Women found to undergo active
treatment for cancer when requesting the NIPT were
excluded, because this was an exclusion criterion for the
TRIDENT-2 study. Women with a prior cancer diag-
nosis who had finished treatment with curative intent,
were not excluded as they were assumed to be healthy at
the time of NIPT.

NIPT data collection
We obtained detailed information of the NIPT analysis
of the selected study population from the Dutch NIPT
laboratories, located in Maastricht University Medical
Centre (UMC), Amsterdam UMC, and Rotterdam
Erasmus Medical Centre. NIPT sample processing,
sequencing, WISECONDOR bioinformatical analyses,
and assessment of the NIPT results in the TRIDENT-2
study were previously described.5,10

For genome-wide NIPT we had access to the bio-
informatical data of all autosomes, whereas for targeted
NIPT only of chromosomes 13, 18 and 21. NIPT-
detected CNV’s, defined as a windowed bin test
Stouffer’s z score ≥3 or ≤ −3 of at least 10 Mb,11–14 were
reviewed for regions or genes known to be associated
with the diagnosed malignancy, using online resources
on gene function and cancer (cyto)genetics, and scien-
tific publications. The “Maastricht criteria” were used to
standardize the NIPT results into three groups: no
suspicion, mild suspicion and strong suspicion for a
maternal malignancy (Supplemental Table S1).15

Analyses
We categorized the patients by tumour type and the type
of NIPT (genome-wide versus targeted) and calculated,
for both malignancy suspicious- and non-suspicious
NIPTs, the mean time between the date of blood draw
for NIPT during pregnancy and the date of cancer
diagnosis. The two groups were compared using
www.thelancet.com Vol 45 October, 2024
Two-Sample T-Test, with a p-value <0.05 considered as
statistical significant. For this analysis, two patients with
an initial non-suspicious NIPT result, but a suspicious
NIPT result after review on the basis of the Maastricht
criteria, were excluded, because this could have influ-
enced the time of diagnosis. A third patient was
excluded, because the actual date of disease recurrence
was not known. The date of cancer diagnosis was set on
zero for the patients with a cancer diagnosis within one
week after NIPT.

Ethical approval
The study protocol was approved by the Medical Ethical
Committee (METC) of the Maastricht University Medi-
cal Centre (METC 2021-2840) and the Ethics Committee
of University Hospital Leuven (S66801). This study was
classified as exempt from the Medical Research
Involving Human Subjects Act (WMO).

Role of the funding source
There was no funding source for this study.
Results
Cancers in the study population
A total of 143 Dutch patients, with a cancer diagnosis
during pregnancy or within two years after delivery,
were identified from the INCIP registry (Fig. 1). An
NIPT was performed in 67/143 (46.9%) patients. Two
patients were excluded, because they were already
diagnosed with cancer before venepuncture for NIPT
and should have been excluded from TRIDENT-2. In
three other patients the malignancy was diagnosed
within one week after the NIPT; these were considered
eligible, as there was no proven cancer diagnosis at the
time of the NIPT request. Hence, the study population
consisted of 65 patients.

Cancer was diagnosed during pregnancy in 61/65
patients, at a median gestational age of 22+1 weeks
(range, 11+1–38+3). In four patients, cancer was diag-
nosed postpartum, all within the first year after delivery.
The most frequently diagnosed malignancies were
breast cancer (n = 20), gynaecological cancers (n = 19)
and haematological malignancies (n = 11) (Table 1,
Supplemental Table S2). Tumour stages ranged from
stage I to stage IV disease (Table 1, Supplemental
Table S2).

Review and frequency of malignancy suspicious-
NIPTs
The median gestational age at blood draw for the NIPT
was 12+1 weeks (range 11+0–15+0). A genome-wide
NIPT-analysis was performed in 53/65 (81.5%) and a
targeted NIPT in 12/65 (18.5%) of the women.

Of the 65 women with pregnancy-associated cancers
in our study population, 16 had a malignancy
suspicious-NIPT result (24.6%; 16/65) and 49 had a
3
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Fig. 1: Study population. The number of Dutch patients included in the INCIP study in the study period (n = 143), and the number of patients
who had undergone an NIPT within the TRIDENT-2 study. In the TRIDENT-2 study 334499 NIPTs were performed between April 1 2017 and
April 1 2021. aReviewed NIPT result according to the “Maastricht criteria”. Abbreviations: INCIP: International Network on Cancer, Infertility and
Pregnancy. NIPT: non-invasive prenatal test. TRIDENT: Trials by Dutch Laboratories for Evaluation of Non-Invasive Prenatal Testing.
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normal NIPT result (75.5%; 49/65). Of the malignancy
suspicious results, 15 were genome-wide and one was a
targeted NIPT (Supplemental Table S2). A strong sus-
picion was shown in 14 patients and a mild suspicion in
two (Fig. 1, Supplemental Table S2). The NIPT results of
the four patients diagnosed with cancer postpartum,
were all non-suspicious (Supplemental Table S2).

The NIPT results reviewed on the basis of the
Maastricht criteria were congruent with the initial NIPT
results in all targeted NIPTs and in 51 of 53 (96.2%)
genome-wide NIPTs. In two patients (3.8%, NIPT-48
and NIPT-50), the NIPT malignancy-score was
changed after review from non-suspicious to, respec-
tively, “strong suspicion” and “mild suspicion”
(Supplemental Table S2), based on the presence of
known tumour-associated oncogenes in the CNVs,
initially reported as possible foetal structural chromo-
somal aberrations. Of the 16 patients with a malignancy
suspicious-NIPT, 7 were asymptomatic at the time of
cancer diagnosis, 6 were symptomatic, and for 3 pa-
tients this was unknown. This is in contrast to the 49
patients with a non-suspicious NIPT where only one
www.thelancet.com Vol 45 October, 2024
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Tumour type Total number
of pregnancy-
associated
cancers

Total suspicious-
NIPTs according to
“Maastricht criteria”
(%)

Stage Ib: number of
suspicious-NIPTs per
number of patients

Stage IIb: number of
suspicious-NIPTs per
number of patients

Stage IIIb: number of
suspicious-NIPTs per
number of patients

Stage IVb: number of
suspicious-NIPTs per
number of patients

Unknown stage:
number of suspicious
NIPT per number of
patients

Breast 20 2 (10%) 0 of 2 1 of 12 0 of 3 1 of 3 0 of 0

Gynaecological 19 2 (10%) 0 of 11 0 of 4 2 of 4 0 of 0 0 of 0

Haematological 11 10 (90%) 3 of 3 3 of 3 2 of 2 2 of 3 0 of 0

Melanoma 6 0 (0%) 0 of 3 0 of 1 0 of 1 0 of 0 0 of 1

Nasopharyngeal 2 0 (0%) 0 of 0 0 of 1 0 of 0 0 of 1 0 of 0

Thyroid 2 0 (0%) 0 of 0 0 of 0 0 of 1 0 of 0 0 of 1

Othera 5 2 (40%) 0 of 1 0 of 1 0 of 0 1 of 2 1 of 1

Total non-
haematological

54 6 (11%) 0 of 17 1 of 19 2 of 9 2 of 6 1 of 3

Total
haematological

11 10 (91%) 3 of 3 3 of 3 2 of 2 2 of 3 0 of 0

Total 65 16 (30%) 3 of 20 4 of 22 4 of 11 4 of 9 1 of 3

Abbreviations: NA: not applicable. aConsists of four different cancer types, colon carcinoma (stage IV), thymoma (stage IV), bladder cancer (stage I), brain tumour (stage II) and carcinoma of unknown
primary (NA). bThe TNM-, FIGO- or WHO-classification was used for solid tumours, and the Ann Arbor staging system was used for the haematological cancers.

Table 1: Malignancy suspicious-NIPTs per tumour types and tumour stages.

Articles
patient was asymptomatic, 42 were symptomatic, and
for one patient this was unknown (Supplemental
Table S3).

NIPT results per tumour type and stage
The NIPT results for patients with haematological ma-
lignancies and solid tumours differed per tumour stage,
and whether genome-wide or targeted NIPT was per-
formed (Fig. 2).

In pregnant patients with a haematological malig-
nancy (Fig. 2a), the genome-wide NIPT result was sus-
picious of a malignancy in 10 out of 10 cases,
irrespective of the stage of the disease. One patient
whose haematological malignancy was diagnosed post-
partum had a non-suspicious targeted NIPT result
(NIPT-62).

For the solid tumours (Fig. 2b), only 5/43 (11.6%) of
genome-wide NIPTs were malignancy suspicious. Of
the five patients with a solid tumour and a genome-wide
malignancy suspicious-NIPT, four were diagnosed with
an advanced cancer stage III or IV (80.0%; 4/5) and one
with a cancer stage II (20.0%; 1/5). One targeted NIPT
(9.1%; 1/11) was mildly malignancy suspicious, con-
cerning a patient with a carcinoma of unknown primary
(CUP). For patients with stage I and II solid tumours,
suspicion for a malignancy was shown in one of 30
genome-wide NIPTs (3.3%; 1/30) and none of the tar-
geted NIPTs (0%; 0/6).

In Supplemental Figure S1, the NIPT analyses of
three patients are highlighted as an example, showing a
typical pattern of chromosomal gains and losses known
for Hodgkin lymphoma, diffuse large B-cell lymphoma,
and ovarian cancer respectively. For case NIPT-67 (cer-
vical cancer), we found a borderline significant CNV
gain of chromosome band 3q26 which did not meet the
Maastricht criteria for ‘malignancy-suspicious’, but is a
www.thelancet.com Vol 45 October, 2024
known hallmark of squamous cervical carcinomas
(Supplemental Table S2).16

Time between NIPT and cancer diagnosis and
symptoms of disease
The mean time between the NIPT and the diagnosis of
pregnancy-associated cancer was statistically signifi-
cantly shorter for the group with a malignancy
suspicious-NIPT result when compared with the group
with a non-suspicious NIPT result, respectively 49.9
days (± SD 31.8) and 100.7 days (± SD 74.9), p = 0.001
(Fig. 3).
Discussion
In this retrospective cross-sectional study, we examined
how many women diagnosed with pregnancy-associated
cancer, who are unaware of cancer at time of the blood
draw for NIPT, have received a malignancy suspicious-
NIPT result and what tumour types were associated
with the aberrant NIPT result. It was reported before,
that NIPT on cfDNA from maternal blood plasma may
show chromosomal aberrations suspicious of a maternal
malignancy in women not known with an active
malignancy.7–10,17–20 To this end, no data on the reverse
situation are available, the fraction of women with
pregnancy-associated cancer showing a malignancy
suspicious-NIPT, and whether a malignancy suspicious-
NIPT result is associated with certain types of cancer.
We have addressed this research question by combining
the clinical data of 65 Dutch patients with pregnancy-
associated cancer from the INCIP registry with the
genomic NIPT data from the nationwide TRIDENT-2
study. We found that about a quarter of women with
pregnancy-associated cancer had a malignancy
suspicious-NIPT result, when tested with a genome-
5
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Fig. 2: a) NIPT results for the haematological malignancies (n = 11) per Ann Arbor tumour stage at diagnosis. The y-axis represents the
number of patients and the x-axis represents the different tumour stages divided into genome-wide (solid bars) and targeted (shaded bar) NIPT.
The colours represent the reviewed NIPT results. Genome-wide NIPT was able to raise strong suspicion (orange bars) for all 10 haematological
malignancies of all stages during pregnancy, whereas one postpartum diagnosed malignancy was tested normal with targeted NIPT (shaded
green bar). See also Supplemental Table S2. Abbreviations: NIPT: Non-invasive prenatal test. b) NIPT results for the solid tumours (n = 54) per
tumour stage at diagnosis using the TNM-, FIGO- or WHO classification. The y-axis represent the number of patients and the x-axis the
different tumour stages divided into genome-wide (solid bars, n = 43) and targeted (shaded bars, n = 11) NIPT. The colours represent the
reviewed NIPT results. NIPT was able to raise suspicion for malignancy only for 6 of 54 solid tumours, 5 of 43 with genome-wide NIPT and 1 of
11 with targeted NIPT. For solid tumours with stage I and II only 1 of 30 genome-wide NIPT results showed suspicion for a malignancy, see also
Supplemental Table S2. Abbreviations: NIPT: Non-invasive prenatal test.
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wide NIPT. A targeted NIPT sporadically revealed a
suspicious result.

In all women with a pregnancy-associated haemato-
logical cancer, the genome-wide NIPT results were
malignancy suspicious. As haematological malignancies
arise from blood forming organs or lymph nodes, and
maternal cfDNA in blood plasma predominantly origi-
nates from neutrophils, B- and T-lymphocytes,21,22 it is
plausible that genomic instability occurring in
neoplastic transformation of these cells can be detected
relatively easy by copy number analysis of cfDNA in
blood plasma.
In solid tumours, the NIPT was non-suspicious in
the majority of cases. The suspicious ones mostly con-
cerned advanced stage solid tumours. A previous study
using NIPT in (pregnant) patients already known with
breast cancer, showed malignancy-associated CNVs in
26% of, mostly symptomatic, patients.23 We found a
lower detection rate for solid tumours in our study
population. Possible explanations for the relatively low
frequency of malignancy suspicious-NIPT results in the
women with a solid tumour could be that these tumours
often do not shed enough cfDNA to the blood stream,
and, therefore, remain under the detection threshold of
www.thelancet.com Vol 45 October, 2024
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Fig. 3: Time between NIPT and the cancer diagnosis. This figure shows the time in days between the blood draw for NIPT (t = 0) and the
diagnosis of cancer. Time is plotted on the y-axis and on the x-axis the subgroups of patients with respectively a non-suspicious NIPT result
(n = 48), and suspicious-NIPT result (n = 14). The number of NIPT results for genome-wide and targeted NIPT were taken together. The dotted
line represents the connection of the mean. One patient, NIPT-18 (non-suspicious NIPT), was excluded in this analysis because the actual date
of disease recurrence was not known to us. The time to cancer diagnosis was set on zero for the three patients with a cancer diagnosis within
one week before NIPT. The asterisks denote the outliers.
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NIPT utilizing shallow sequencing depth. Levels of
circulating tumour DNA (ctDNA) may rise in tumours
with a higher rate of necrosis and cell proliferation,24

and in advanced disease.25

The tumour type distribution in this Dutch study
population may (slightly) differ from the population-
based cancer in pregnancy studies in Nordic coun-
tries26 or Australia, where for example melanomas are
more common than in the INCIP database.1,27 This
could have influenced the rate of malignancy
suspicious-NIPTs in our study. Another limitation of
our study is the relatively small sample size. However,
selection bias is not assumed in the NIPT, as the uptake
of NIPT in our study population (46.9%) is comparable
with the earlier reported uptake of the general popula-
tion in the Netherlands (45.9%).6 The low number of
patients diagnosed with cancer postpartum (n = 4, 6.2%)
in our study population is due to selection bias in the
INCIP study, as a relatively small number of patients
with a postpartum cancer diagnosis in the INCIP reg-
istry is currently registered, probably because tailored
advice regarding the safety of oncological treatment on
the unborn child is not needed anymore.28

For this study, we standardized the initial NIPT an-
alyses by means of the “Maastricht Criteria”.15 Although
no changes had occurred in the laboratory protocol or
bioinformatics methods, in this way we eliminated dif-
ferences in NIPT assessments between laboratories and
discrepancies in interpretation over time. At the time of
www.thelancet.com Vol 45 October, 2024
the initial assessment of the NIPTs, the “Maastricht
criteria” were not yet available. In addition, we scruti-
nized the NIPT results for chromosomal aberrations
known to be associated with the particular malignancy
the patient was diagnosed with. In two patients the
reviewed NIPT results were assessed differently
compared to the initial results. In retrospect, the sus-
picion of a maternal malignancy could have been
expressed more strongly for them. By utilizing uniform
criteria, guidance is provided to obtain standardization
in interpretation, reporting and registration.

If the detection of an underlying malignancy could
significantly be advanced in time, the incidental
malignancy-suspicious findings of an NIPT may be
proven to be clinical relevant. Therefore, we performed
explorative analyses on the time interval between NIPT
and the date of cancer diagnosis. We found a shorter
time interval in patients with a malignancy suspicious-
NIPT compared to the group with a non-suspicious
NIPT result, probably due to the fact that in patients
with a malignancy suspicious-NIPT diagnostic exami-
nations were initiated almost immediately. During the
study period, the awareness has increased that a ma-
lignancy suspicious-NIPT result must be taken seri-
ously, because it can lead to a cancer diagnosis. The
awareness and related urgency to diagnose may prob-
ably further shorten the time interval between NIPT and
cancer diagnosis in future cases of malignancy suspi-
cious-NIPT.
7
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The analysis of ctDNA in patients with cancer is
rapidly evolving in the oncologic field, with presumably
future implications for diagnostics, genomic profiling
for treatment choices, monitoring treatment response
and surveillance of recurrence.29 Besides the different
applications, several platforms are used with differences
in sequencing depth or breadth.30 From this point of
view malignancy suspicious-NIPTs may be a step for-
ward in detecting cancers. This study evaluates NIPT
results in a sample of patients with known cancer status.
It says nothing about whether NIPT is sensitive to use
for cancer screening in a pregnancy cohort with un-
known cancer-status. Thus, although cancer can occur
as an incidental finding of NIPT for prenatal screening,
NIPT should not be seen as a cancer test.10 Moreover, a
malignancy is certainly not ruled out by a normal NIPT
result. Communicating a suspicion of a malignancy in
the NIPT report is important, because it could enable an
earlier diagnosis and start of cancer therapy, especially
for haematological malignancies.

In conclusion, this study evaluates prenatal cfDNA
testing of a group of women with pregnancy-associated
cancer, not knowing to have cancer at the time of NIPT
request. All genome-wide NIPTs of women with a
haematological malignancy were suspicious of a malig-
nancy, irrespective of the disease stage. For the solid
tumours the NIPT was most often non-suspicious, and
chromosomal aberrations in the NIPT were almost
exclusively seen in the advanced stages.
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