Supplementary Figure 1
FUT8 is upregulated in high grade prostate tumours and repressed by androgens in prostate cancer cells
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Supplementary Figure 2
Validation of FUT8 antibody for immunohistochemistry

A. Immunohistochemistry staining of FFPE PC3 cell pellets depleted of FUT8 using shRNA
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Supplementary Figure 3
Validation of prostate cancer cells with knockdown or overexpression of FUT8
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Supplementary Figure 4

FUT8 promotes prostate cancer cell growth and colony formation
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Supplementary Figure 5

Knockdown of FUT8 in DU145 prostate cancer cells reduces core fucosylation (monitored using PhoSL
immunofluorescence)
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Supplementary Figure 6
RNAseq analysis of PC3 cells with knockdown of FUT8
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Supplementary Figure 7
Fucosylation inhibitors suppress the growth of prostate cancer cells

A WST cell proliferation assays
CWR22RV1 cells
Fkkk *hk 0.8— ol *hkk

— . ) 1 — — *%

,é\ 0.5 1T 1 ,é . E 0.8 1
c

S 0.4 S 064 S
N N N
o 0.3 ) Y]
g E 0.4 % 0.4+
£ 7 £ £
o} o 0.2 Q ]
2 014 8 3 02
< < <

0- 0 0

Control  OE OE Control E OE Control  OE OE
A2FF1P B2FF1P Fucotrim Il
B .
Colony formation assays
CWR22RV1 cells
250 ix —— 250 I 150 -

©v ©n wn ] 1
9] ) 9
' 200 Z 200 z
o ke %
[¢] ]
S 150 S 150 S 100
s} ) S}
— _ — _ E
2100 2100 2 50
g E o 5
2 50 2 50 =

0— 0— 0—

Control  OE OE Control  OE OE Control  OE

OE
A2FF1P B2FF1P Fucotrim Il



Supplementary Figure 8

Fucotrim | blocks fucose incorporation in TRAMPC2 and RM1 prostate cancer cells
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