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Correction to: Scientific Reports https://doi.org/10.1038/s41598-021-81376-4, published online 19 January 2021

The original version of this Article contained an error in Figure 1 where in the R1 primer sequence two nucleo-
tides were missing. The original Figure 1 and accompanying legend appear below.

The original Article has been corrected.
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Figure 1. Development of a panPox real-time PCR system. (A) Workflow of panPox qPCR assay design.

The bibliographic and bioinformatic analysis enables the identification of conserved genes between
Chordopoxvirinae and Entomopoxvirinae. Protein blast of Chordopoxvirinae sequences on Entomopoxvirinae
database identified 21 conserved proteins. Alignment of candidate genes (highest Blast scores) facilitated the
design of a qPCR system combining 1 forward and 2 reverse primers and 4 probes and targeting the Monkeypox
virus D6R gene and homologs. The DNA icon was obtained from the Pixabay image bank (mcmurryjulie).

(B) Limits of detection and reproducibility examples. DNA standards corresponding to the Bovine papular
stomatitis virus (BPSV) (orange squares) and Monkeypox virus (purple squares) are shown. The parameters

of the standard curve and the limit of detection (LOD) are described next to the standard curve. The insert
shows the amplification plot of Monkeypox virus standards at 10° (red), 10® (yellow), 107 (light green), 10° (dark
green), 10° (light blue), 10* (dark blue), 10* (black) and 10* (purple) copies/reaction repeated in quadruplicate.
(C) Comparison of the panPox system against Myxoma-specific or panOrthopoxvirus and panParapoxvirus
qPCR systems (detailed in Supplemental Methods). The results are expressed as Ct value differences between
panPox and routine systems. (D) Sensitivity and specificity description on a large panel of human and arthropod
samples.
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Open Access This article is licensed under a Creative Commons Attribution 4.0 International

License, which permits use, sharing, adaptation, distribution and reproduction in any medium or
format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the
Creative Commons licence, and indicate if changes were made. The images or other third party material in this
article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line to the
material. If material is not included in the article’s Creative Commons licence and your intended use is not
permitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from
the copyright holder. To view a copy of this licence, visit http://creativecommons.org/licenses/by/4.0/.

© The Author(s) 2022

Scientific Reports|  (2022) 12:5961 | https://doi.org/10.1038/s41598-022-09876-5 nature portfolio


http://creativecommons.org/licenses/by/4.0/

	Author Correction: A novel and sensitive real-time PCR system for universal detection of poxviruses

