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Correction: Depletion of mMRNA export
regulator DBP5/DDX19, GLE1 or IPPK that is a
key enzyme for the production of IPg,
resulting in differentially altered cytoplasmic
MRNA expression and specific cell defect

Masumi Okamura, Yasutaka Yamanaka, Maki Shigemoto, Yuya Kitadani,
Yuhko Kobayashi, Taiho Kambe, Masaya Nagao, Issei Kobayashi, Katsuzumi Okumura,
Seiji Masuda

There are errors in Fig 1, “Nuclear accumulation of poly (A)+ RNA and deficiency of cell
growth by knock-down of DBP5, GLE1 and IPPK,” panel E and caption. Please see the correct
Fig 1 and correct caption here.
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Fig 1. Nuclear accumulation of poly (A)" RNA and deficiency of cell growth by knock-down of DBP5, GLE1 and IPPK. (A-D) U20S cells
were transfected by indicated siRNAs and cultured for 48 h. (A) Specific knock-down of DBP5, GLE1 and IPPK was confirmed by
immunoblotting. We used the cytoplasmic fraction for the detection of DBP5, insoluble nuclear pellet for GLE1, and the nuclear fraction for
IPPK. B-actin and lamin b were used as loading controls. IB: immunoblotting. (B) Real-time PCR analysis showed that each siRNA transfection
significantly reduces cytoplasmic RNA of respective genes. Each value is the mean with standard deviation (SD) of three independent
experiments. Error bars represent the SD. p-values were calculated by an unpaired student’s t-test by comparison with the control. (*** =
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p<0.001). (C) RNA-FISH reveals a nuclear accumulation of poly(A)" RNA by DBP5, GLEI and IPPK knock-down. Chromosome was
counterstained with DAPI. Scale bar, 20 um. (D) The ratio of the nucleus and whole-cell poly(A)* RNA signals in C was quantified in each
knocked-down cell. Each value is the mean with SD of three independent experiments. Error bars represent the SD. p-values were calculated
using one-way ANOVA followed by Dunnett’s test by comparison with the control. (n = 20, *** = p<0.001, ** = p<0.01 and * = p<0.05). (E)
U20S cells transfected with FLAG-DBP5 expression plasmid were cultured for 24 h, then transfected with control or DBP5 siRNA and
cultured for 48 h. Immunofluorescence was performed using anti-FLAG M2 antibody. Scale bar, 20 pm. (F) The cell growth curve of U20S
cells transfected with indicated siRNAs. “0 h” represents the time when cells were spread. Cell numbers were counted every 24 h. siRNA were
transfected 24 h after spreading. Each value is the mean with SD of three independent experiments. Error bars represent the SD.

https://doi.org/10.1371/journal.pone.0220511.g001

Reference

1. Okamura M, Yamanaka Y, Shigemoto M, Kitadani Y, Kobayashi Y, Kambe T, et al. (2018) Depletion of
mRNA export regulator DBP5/DDX19, GLE1 or IPPK that is a key enzyme for the production of IPg,
resulting in differentially altered cytoplasmic mRNA expression and specific cell defect. PLoS ONE 13
(5): e0197165. https://doi.org/10.1371/journal.pone.0197165 PMID: 29746542

PLOS ONE | https://doi.org/10.1371/journal.pone.0220511  July 25, 2019 3/3


https://doi.org/10.1371/journal.pone.0197165
http://www.ncbi.nlm.nih.gov/pubmed/29746542
https://doi.org/10.1371/journal.pone.0220511.g001
https://doi.org/10.1371/journal.pone.0220511

