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[ Abstract ] Background and objective The aim of this study is to detect the expression of melanoma antigen-C2
(MAGE-C2) in lung adenocarcinoma tissues and adjacent non-cancerousous tissues and analyze its clinical significance.
Methods

noma tissues and adjacent non-cancerous tissues were detected by Real-time fluorescence quantitative PCR and Western blot.

The expression level of MAGE-C2 mRNA and MAGE-C2 protein were measured in 87 cases of lung adenocarci-

Results Over-expression of the MAGE-C2 mRNA and MAGE-C2 protein were observed in lung adenocarcinoma tissues
(53/87,60.9%), but nor in adjacent non-cancerous tissues. The expressions of MAGE-C2 mRNA and MAGE-C2 protein were
closely associated with clinical stage, metastasis and differentiation (P<0.05). The expression rate of MAGE-C2 mRNA had no
relationship with gender, age, smoking (P>0.05). The expression of MAGE-C2 had an adverse effect on overall survival rate
(P<0.05). Conclusion Over-expression of the MAGE-C2 mRNA and protein is existed in lung adenocarcinoma. The high
expression of MAGE-C2 may be closely related to the occurrence and development in lung adenocarcinoma. MAGE-C2 may
predict a poor prognosis and could be as a novel lung adenocarcinoma molecule marker.
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Fig 1 Expression of MAGE-C2 protein was detected in lung
adenocarcinoma and adjacent non-cancerous tissue by Western bolt.
MAGE-C2: melanoma antigen-C2.
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Tab 1 Relationship between expression level of MAGE-C2 mRNA and protein and clinical characteristics of patients

Clinical characteristics Cases (n) MAGE-C2 mRNA and MAGE-C2 protein expression X2 P
Positive Negative

All patients 87

All tissues 47.306 <0.01
Tumor 87 53 34
ANCT 87 0 87

Gender 0.940 >0.05
Male | 23 18
Female 46 30 16

Age (Year) 1.247 >0.05
=60 23 12 1
<60 64 41 23

Smoking 0.917 >0.05
Non-smoker 25 17 8
Smoker 62 36 26

TNM stage 5.455 <0.05
1+11 52 27 25
+1v 35 26 9

Differentiation 5.744 <0.05
Well/Mod 18 7 1
Poor 69 46 23

Metastasis 6.069 <0.05
Negative 46 23 23
Positive 41 30 1

ANCT: adjacent non-cancerous tissue; TNM: tumor-node-metastasis.
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Survival function

Tab 2 Cox multivariate analysis of prognostic factors of 1.0 MAS/EcCEczz
lung adenocarcinoma non-MACEC2
Variables RR 95%Cl P value ﬁ“ﬁf&éﬁ?ﬁéﬁimd
MAGE-C2 2.813 1.714-4.616 0.017 08
Gender 0.908 0.523-1.577 0.732 _
Age 0.989 0.967-1.012 0.359 g 06
Smoking history 1.780 0.983-3.222 0.057 §
Clinical stage 2.120 1.266-3.550 0.004 5 04
Differentiation 1.073 0.598-1.926 0.814
Metastasis 4.014 2.416-8.016 <0.000,1 0.2
0.0
0 10 20 30 40 50 60
Time (months)
A 3 MAGE-C2 mRNAREBMRIEERSHBEEERETEZANER
2.0 (Kaplan-Meier;%)
Fig 3 Relationship between expression of MAGE-C2 mRNA and protein
1.5 and overall survival rate of lung adenocarcinoma patients (Kaplan-
Meier method)
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= Poor
0.5 P<0.05
0.0
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00 Stage 1 Stage L1V Fi5R) ; C: MAGE-C2 mRNAERBEMERBAMIBAIR (U
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c Fig 2 Expression of MAGE-C2 mRNA was detected in lung
2.0 adenocarcinoma by realtime fluorescent quantitative PCR. A:
MAGE-C2 mRNA expression in well/mod differentiation group and
1.5 poor differentiation group (Compared to well/mod differentiation
” group, expression of MAGE-C2 mRNA in poor differentiation
E 1.0 Metastasis group); B: MAGE-C2 mRNA expression in stage I+l group and stage
- Non-metastasis I11+1V group (Compared to stage I+l group, expression of MAGE-C2
0.5 P<0.05 mRNA in stage IlI+1V group); C: MAGE-C2 mRNA expression
in metastasis group and non-metastasis group (Compared to
0.0 metastasis group, expression of MAGE-C2 mRNA in non-metastasis
Metastasis Non-metastasis group).
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