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Since the publication of this article, the authors have noticed an
error within Figure 1, namely that the data for the IgG and IgA
patients have been linked to the wrong panel.

Figure 1a should have displayed the data for the IgG patients, and
Figure 1b should have displayed the data for the IgA patients.

The correct figure is shown here.

The authors would like to apologise for any inconvenience this
may have caused.

Figure 1. Scatter graph of the HLC values. All individual values of the 100 patients with IgG (a) and of the 56 patients with IgA M-Ig (b) were
outside the normal range. The solid squares denote patients with quantifiable M-Igs by SPEP, whereas open squares denote patients with
anodal migration of their M-Igs, which made accurate quantification impossible.
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