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CORRECT ION Open Ac c e s s

Author Correction: Genomic analysis of a
large set of currently—and historically—
important human adenovirus pathogens
Ashrafali M. Ismail1, Tiange Cui2, Kalpana Dommaraju2, Gurdeep Singh1, Shoaleh Dehghan2,3, Jason Seto2,
Susmita Shrivastava4, Nadia B. Fedorova4, Neha Gupta4, Timothy B. Stockwell4, Rebecca Halpin4, Ramana Madupu4,
Albert Heim5, Adriana E. Kajon6, Eric G. Romanowski7, Regis P. Kowalski7, Jambulingam Malathi8,
Kuzhanthai L. Therese8, Hajib Narahari Madhavan8, Qiwei Zhang9, Leonardo J. Ferreyra10, Morris S. Jones11,
Jaya Rajaiya1, David W. Dyer12, James Chodosh1 and Donald Seto2

Correction to: Emerging Microbes & Infections (2018)7:10
https://doi.org/10.1038/s41426-017-0004-y

The original publication of this Article [1] was missing the
below author that made contributions to the research and
the published Article:
Rebecca Halpin
During the submission process, the name of Halpin was

unintentionally omitted. In this correction article, the

revised author list is provided and the original publication
has been updated to state the contribution of Halpin.
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