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Editorial on the Research Topic

Lymphocyte Functional Crosstalk and Regulation

Lymphocyte effector responses constitute a key function of the vertebrate immunological defense.
The responses are tightly controlled by a range of intracellular and intercellular mechanisms. A vast
body of research demonstrates that the full potential of lymphocyte effector function is acquired
following communications between the components of innate and adaptive immunity organized
into an architecture of an interactive social network (1). For example, besides classical T-DC
interactions (2–5), an interplay between dendritic cells (DC) and NK cells (6, 7), or T-cells and
NK cells (8–18), plays important roles in resolving infections, solid cancers, or other pathologies.
NK-T-regulatory (Treg) cell interplay maintains liver homeostasis (18). Furthermore, a tripartite
crosstalk between T lymphocytes, DC, and NK cells is important for effector immune responses
(19, 20). NK activity is also linked to T-cell and humoral responses (21). A cooperation between
CD4+ and CD8+ T-cells during the effector phase has been suggested to eliminate bystander
cancer cells (22). Thus, it is imperative to study immune compartments as an interdependent
functional unit (23). A systematic understanding of the interaction between innate immune cells,
innate lymphoid cells, including NK, and adaptive immune cells, such as T and B-cells can lead to
improved immunotherapy approaches.

In pathologies of cancer, autoimmunity, chronic infections with prolonged inflammation, or
tissue damage, lymphocytes are either compromised or they respond overtly. Immune dysfunction
is linked to skewed immune cell distribution across several subtypes, including CD8+T, CD4+T,
Treg, NK, innate lymphoid cells, DC, macrophages, neutrophils, or myeloid-derived suppressor
cells (MDSC). Moreover, the efficiency of their crosstalk, and the frequency of intermediary players
have a considerable role in determining the disease severity. Single cell and next generation
sequencing technologies are revealing that numerous immune subtypes including previously
uncharacterized subsets are affected in these diseases. Further, layers of underlying immune
resistance and escape mechanisms interfere with the clinical outcomes, indicating our poor
understanding of disease microenvironments and immune cell networkings.

This Research Topic was developed to gain an overview of these timely issues in lymphocyte
biology with a particular emphasis on functional crosstalk and its regulation. In this topic, a series
of articles ranging from basic science to translational and clinical reports, including a few very
insightful reviews, provides meaningful insights toward this interesting field. These articles strongly
support the premise that harnessing the immune cell crosstalk in immune disorders and cancermay
uncover novel strategies to cure these diseases more effectively.
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To improve the outcome of T-cell immunotherapy in cancer
patients, immune checkpoint inhibitors targeting PD-1/PD-
L1, or CTLA-4 pathways received a lot of excitement in
the past decade. Checkpoint antibodies were developed and
approved by the Food and Drug Administration (FDA) in
the USA and Europe. A blockade of T-cell exhaustion or
contraction molecules, PD-1/PD-L1 and CTLA-4, respectively,
should reactivate and expand cancer antigen-specific T-cells.
However, clinical responses were heterogeneous to none, with
several resistance mechanisms identified across cancer types.
Surprisingly, a hyperprogression was also reported recently
in multiple cancer types, including melanoma and non-
small cell lung cancer, possibly mediated by antibody-Fc/FcR
interaction and amplification of PD-1+ Treg-cells (24–27).
Seliger reviewed crucial factors pertaining to the limited
efficacy of cancer immunotherapy, such as crosstalk between
immune cells and gut microbiome, tumor-infiltrating regulatory
myeloid cells, and the role of several immune cell subsets.
The author also discussed how tumor mutational burden
and neoantigen load regulates clinical outcomes (28). Limited
success of negative immune regulators, i.e., PD-1 and CTLA-
4, initiated the hunt for other promising negative checkpoint
receptors and ligands. Several B7 molecules also regulate anti-
tumor immunity (29). Included here, Cui et al. reported
a novel B7-related molecule CD300c expressed on antigen-
presenting cells, including B-cells, monocytes, macrophages,
and DC. Its putative counter receptors were also identified
on resting and activated CD8+ and CD4+ T-cells. They
showed that CD300c blockade may reinvigorate T-cell responses.
B- and T-lymphocyte attenuator (BTLA) is another crucial
immunoregulatory receptor. Yu et al. discussed BTLA and its
ligand HVEM (herpes virus entry mediator) signaling pathways,
and highlighted chronological research needed in BTLA field.
The widespread expression of BTLA across T, B, NKT, and DC
indicates potential role of BTLA in immune crosstalk that could
be harnessed to balance lymphocyte function and counteract
immune disorders. The intracellular second messenger cyclic-
AMP (cAMP) that acts in immunosuppressive signaling in T-cells
is upregulated by multiple tumor-derived suppressive factors,
such as prostaglandin E2 and adenosine. Schmetterer et al. show
that ectopic overexpression of phosphodiesterase 4A (PDE4A)
in T-cells leads to efficient degradation of cAMP. They suggest
that PDE4A can be exploited as an immune checkpoint inhibitor
against multiple suppressive factors.

Recently, the FDA approved chimeric antigen receptor
(CAR) T-cell therapy for relapse and refractory B-cell acute
lymphoblastic leukemia and diffuse large B-cell lymphoma
following their success in multiple phase-I/II clinical trials. While
CAR T-cells are considered as major breakthrough in the field of
cancer immunotherapy, the regulation of CAR T-cells remains
poorly understood. Dwivedi et al. reviewed the strategies that
regulate CAR T-cell efficacy and persistence with focus on roles
of different structural component of CAR construct.

Tumor microenvironment exhibits hypoxic and non-hypoxic
areas heterogeneously. Hypoxic area is immune-deserted and

appears to be resistant to immune cell attacks. Hypoxia is often
associated with high amounts of adenosine, which is generated
following ATP degradation. Adenosine restrains the effector
function of T and NK cells. Several reports have indicated
that interference with the adenosine signaling may improve
anti-tumor immunity, especially in conjunction with immune
checkpoint inhibitors. In a comprehensive review directed
toward targeting adenosine in cancer immunotherapy, Vigano
et al. presented an illustrious overview of several pre-clinical and
clinical strategies to inhibit the negative effects of adenosine for
superior cancer control. They described several mechanisms to
intersect adenosine effects impacting T-cells, DC, macrophages,
NK, neutrophils, MDSC, stromal cells, and tumor cells. Further
enhancing the cross-talk among various immune cells in a hostile
tumor microenvironment, Karan introduced the emerging
concept of targeting the inflammasome to improve antitumor
immunity. Since a multitude of cytokines play a pivotal role
in the regulation of immune cell function, inflammasome
targeting would likely modulate the profile of inflammatory
cytokines reducing immunosuppression at tumor sites. It would
be interesting to see how ongoing studies on inflammasomes
would benefit the field of cancer immunotherapy.

Several groups have detected B-cell infiltration into solid
cancers. Kotlan et al. investigated tumor-infiltrating B-
cells. They performed antibody repertoire analysis at the
genetic level and identified disialylated glycosphingolipid
as tumor antigens in melanoma. They generated a novel
tool, single-chain variable (ScFV) antibody, and performed
several other tests to confirm that tumor-infiltrated B-
cells can recognize tumor-associated glycosphingolipid on
melanoma and other solid cancers. Since tumor-derived
ganglioside can suppress B-cell antibody production,
this B cell-cancer cell crosstalk could be utilized as a
therapeutic target.

NK cells and T-cells recognize tumor cells with distinct
types of receptors; however, they utilize common effector
molecules, such as TNFα, perforin, and granzymes to exert
their cytotoxic action. Uzhachenko and Shanker presented
an emerging perspective that bidirectional crosstalk, and
membranous reorganization between these CTL and NK
cells may enable them to effectively eradicate cancer and
infections. From human immune network proteome database,
it is apparent that NK and CTL can profusely interact
with DC to prime and optimize their effector function.
Moreover, DC, being the professional antigen-presenting cells,
have been tested as antigen delivery vehicle in several
clinical trials. Vujanovic et al. interrogated the immunological
effects of autologous DC transduced with MART-1, tyrosinase,
and MAGE-A6 melanoma tumor antigens in a phase-I
clinical trial. Interestingly, they identified that systemic high
dose IFN-α2β after DC vaccination modulates a unique
CD56dimCD16negative non-cytolytic NK subset in melanoma
patients. This dominant immunoregulatory NK subset in
tumor microenvironment appears to contribute to better
clinical outcomes.
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Exosomes mediate several immunoregulatory mechanisms.
In an in vitro CTL activation model, Wu et al. report that
CTL-derived exosomes can increase the effector function and
proliferation of CTL activated by low affinity peptides. The
exosomes appear to mediate crosstalk among high and low-
affinity CTLs at the beginning of CTL response. This may
increase the repertoire of low affinity CTL and afford their
long-term sustenance, thereby significantly improving T-cell
mediated anti-cancer responses. In a mouse model, Kim et al.
demonstrated that IL-7 and IL-15 cytokine-based crosstalk
regulates the proportion and survival of naïve and memory T-
cell populations. In the context of spontaneous proliferation of
T-cells, Kim et al. showed an antigen-independent but IL-2-
dependent crosstalk between CD4+ and CD8+T-cells.

T-cells also play a central role in modulating adipose
tissue inflammation. In people living with HIV infection,
Wanjalla et al. correlated subcutaneous adipose tissue with
significantly increased frequency of CD4+ and CD8+ T-
effector-memory and effector-memory-RA+ cells. Adipose tissue
from HIV-infected individuals showed a higher expression of
TLR2, TLR8, and multiple chemokines relevant to immune
cell homing compared to HIV-negative controls with similar
glucose tolerance.

The metabolic reprogramming of T cells by
immunosuppressive drugs controls several inflammatory
disorders (30). In humans infected with cytomegalovirus (CMV),
Bak et al. showed significantly improved CMV-specific effector-
memory T-cell function following inhibition of mammalian
target of rapamycin (mTOR) with sirolimus. Monitoring
of TCR-repertoire dynamics by next generation sequencing
confirmed that the increased functionality was not related
to sirolimus-resistant CTL-clones. Instead, environmental
cues during CMV-CTL development via IL-2 receptor-driven
signal transducer and activator of transcription-5 (STAT-5)
signaling under mTOR inhibition allowed fine-tuning of T-cell
programming for enhanced antiviral responses with stable TCR-
repertoire dynamics. In a non-interventional prospective clinical
trial in patients with multiple trauma, Hefele et al. assessed
the role of platelets, Treg and Th17 cells in the post-traumatic
immune response. They observed increased IL-17A expression
in Th17 and Treg during the first 10 days following trauma.
Moreover, despite a rising number of platelets, their analysis
showed post-traumatic platelet dysfunction. Further studies are
necessary to understand the underlying functional crosstalk
between T-cells and platelets.

Recently, IL-9-producing Th9 cells have been identified in
several disorders including cancer. Roy and Awasthi presented
evidence that extracellular ATP promotes the differentiation of
Th9 cells. They proposed a “feed-forward loop model” where
nitric oxide production in Th9 cells enhances the mTOR-HIF-
1-α pathway that further culminates in Th9 cell differentiation.
This finding may have major implications in several cancer types.
The role of Th9 cells in cancer is currently under investigation
in several studies. Gaudino and Kumar described the crosstalk
of T-cells and APC at multiple layers and presented a schematic
of dysbiosis and gut microbiome. They highlighted how

intestinal IL-17 receptor signaling and reciprocal crosstalk with
gut microbiota can regulate autoimmunity. A comprehensive
understanding of molecular interactions of immune cells and
cytokines is important to refine appropriate immunotherapies.
Dayakar et al. summarized the current understanding of
a wide spectrum of cytokines and their interaction with
immune cells that determine the clinical outcome of visceral
leishmaniasis. They also highlighted opportunities for the
development of novel diagnostics and intervention therapies
for leishmaniasis.

Upadhyay describes the novel role of Ly6 gene family
in cancer immune regulation. Ly6 genes are scattered in
various chromosomes in human genome and have similarity
to stem cell antigen-1 gene, a well-known cancer stem cell
marker. The overexpression of this class of genes in solid
cancers leads to poor survival. Some of these genes are
expressed on both cancer cells and innate immune cells.
Further research is necessary to understand if the Ly6 family
genes could play a role in innate and adaptive immune
crosstalk in the context of solid tumor microenvironments.
Macrophage polarization is involved in many pathologies such
as anti-cancer immunity and autoimmune diseases. Polarized
macrophages exhibit plasticity when M2 macrophages are
reprogrammed into an M1-like phenotype following treatment
with IFNγ and/or LPS. At the same time, M1 macrophages
are resistant to reprogramming in the presence of M2-like
stimuli (IL-4). Veremeyko et al. explored the role of early
growth response (Egr) family of transcriptional regulators in
the induction and maintenance of M1 and M2 polarization.
They demonstrated that a molecular crosstalk between Egr2 and
CEBPβ transcription factors regulated macrophage polarization
under distinct inflammatory conditions. An original study by
Khare et al. investigated a switch of proximal and distal
promoters fine-tuning the expression of genome organizer,
special AT-rich sequence-binding protein (SATB1), which plays
a crucial role in expression of multiple genes in a cell
type-specific manner during the thymic development and
peripheral differentiation and polarization of T-helper cells.
Cytokine and TCR signaling crosstalk impacts SATB1 alternative
promoter usage.

Collectively, the articles contained within the Research
Topic highlight the leading concept of lymphocyte
functional crosstalk and its underlying complexity that
impacts disease pathology and outcomes. Further research
into the functional dynamics of immune networks is
essential and timely for advancing our understanding
of the immunological basis of diseases and the design of
preventive or therapeutic approaches. The knowledge acquired
from the published articles will contribute to meaningful
insights for the development of more refined and novel
immune strategies.

AUTHOR CONTRIBUTIONS

RS and AS conceived, designed, and wrote the manuscript.
FM provided substantial intellectual feedback. All

Frontiers in Immunology | www.frontiersin.org 3 December 2019 | Volume 10 | Article 2916

https://doi.org/10.3389/fimmu.2019.01274
https://doi.org/10.3389/fimmu.2019.00355
https://doi.org/10.3389/fimmu.2018.01907
https://doi.org/10.3389/fimmu.2019.00408
https://doi.org/10.3389/fimmu.2018.02953
https://doi.org/10.3389/fimmu.2019.02389
https://doi.org/10.3389/fimmu.2019.01120
https://doi.org/10.3389/fimmu.2019.00360
https://doi.org/10.3389/fimmu.2019.00670
https://doi.org/10.3389/fimmu.2019.00819
https://doi.org/10.3389/fimmu.2018.02515
https://doi.org/10.3389/fimmu.2019.00667
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org
https://www.frontiersin.org/journals/immunology#articles


Srivastava et al. Editorial: Lymphocyte Functional Crosstalk and Regulation

authors read and approved the final manuscript
for publication.

FUNDING

This work was supported by funds to AS by the following
NIH grants: SC1CA182843 and U54 CA163069. The
authors have no other relevant affiliations or financial
involvement with any organization or entity with a
financial interest in or financial conflict with the subject
matter or materials discussed in the manuscript apart
from those disclosed. There was no role of the funding

bodies in the design or writing of the manuscript. No
writing assistance was utilized in the production of
this manuscript.

ACKNOWLEDGMENTS

We express our appreciation to all contributing authors, who
participated in this Research Topic. Our gratitude is also due to
all reviewers for agreeing to participate in the peer review process
and providing their insightful comments and feedback on the
manuscripts. We also thank Ms. Tonie Farris for critical reading
of the manuscript.

REFERENCES

1. Rieckmann JC, Geiger R, Hornburg D, Wolf T, Kveler K, Jarrossay D,

et al. Social network architecture of human immune cells unveiled by

quantitative proteomics. Nat Immunol. (2017) 18:583–93. doi: 10.1038/

ni.3693

2. Hivroz C, Chemin K, Tourret M, Bohineust A. Crosstalk between T

lymphocytes and dendritic cells. Crit Rev Immunol. (2012) 32:139–55.

doi: 10.1615/CritRevImmunol.v32.i2.30

3. Tchekneva EE, GoruganthuMUL, Uzhachenko RV, Thomas PL, Antonucci A,

Chekneva I, et al. Determinant roles of dendritic cell-expressed Notch Delta-

like and Jagged ligands on anti-tumor T cell immunity. J Immunother Cancer.

(2019) 7:95. doi: 10.1186/s40425-019-0592-2

4. Pfirschke C, Siwicki M, Liao HW, Pittet MJ. Tumor microenvironment:

no effector T cells without dendritic cells. Cancer Cell. (2017) 31:614–5.

doi: 10.1016/j.ccell.2017.04.007

5. Spranger S, Dai D, Horton B, Gajewski TF. Tumor-residing Batf3 dendritic

cells are required for effector T cell trafficking and adoptive T cell therapy.

Cancer Cell. (2017) 31:711–23.e4. doi: 10.1016/j.ccell.2017.04.003

6. Ferlazzo G, Tsang ML, Moretta L, Melioli G, Steinman RM, Munz C. Human

dendritic cells activate resting natural killer (NK) cells and are recognized via

the NKp30 receptor by activated NK cells. J Exp Med. (2002) 195:343–51.

doi: 10.1084/jem.20011149

7. Srivastava RM, Lee SC, Andrade Filho PA, Lord CA, Jie HB, Davidson HC,

et al. Cetuximab-activated natural killer and dendritic cells collaborate to

trigger tumor antigen-specific T-cell immunity in head and neck cancer

patients. Clin Cancer Res. (2013) 19:1858–72. doi: 10.1158/1078-0432.CCR-

12-2426

8. Schuster IS, Coudert JD, Andoniou CE, Degli-Esposti MA. “Natural

Regulators”: NK cells as modulators of T cell immunity. Front Immunol.

(2016) 7:235. doi: 10.3389/fimmu.2016.00235

9. Martin-Fontecha A, Thomsen LL, Brett S, Gerard C, Lipp M, Lanzavecchia A,

et al. Induced recruitment of NK cells to lymph nodes provides IFN-gamma

for T(H)1 priming. Nat Immunol. (2004) 5:1260–5. doi: 10.1038/ni1138

10. Pallmer K, Oxenius A. Recognition and regulation of T cells by NK cells. Front

Immunol. (2016) 7:251. doi: 10.3389/fimmu.2016.00251

11. Lee SH, Kim KS, Fodil-Cornu N, Vidal SM, Biron CA. Activating receptors

promote NK cell expansion for maintenance, IL-10 production, and CD8T

cell regulation during viral infection. J Exp Med. (2009) 206:2235–51.

doi: 10.1084/jem.20082387

12. Shanker A, Verdeil G, Buferne M, Inderberg-Suso EM, Puthier D, Joly F,

et al. CD8T cell help for innate antitumor immunity. J Immunol. (2007)

179:6651–62. doi: 10.4049/jimmunol.179.10.6651

13. Shanker A, Buferne M, Schmitt-Verhulst AM. Cooperative action of

CD8T lymphocytes and natural killer cells controls tumour growth under

conditions of restricted T-cell receptor diversity. Immunology. (2010) 129:41–

54. doi: 10.1111/j.1365-2567.2009.03150.x

14. Kabingu E, Vaughan L, Owczarczak B, Ramsey KD, Gollnick SO. CD8+ T cell-

mediated control of distant tumours following local photodynamic therapy

is independent of CD4+ T cells and dependent on natural killer cells. Br J

Cancer. (2007) 96:1839–48. doi: 10.1038/sj.bjc.6603792

15. Arina A, Murillo O, Hervas-Stubbs S, Azpilikueta A, Dubrot J, Tirapu I,

et al. The combined actions of NK and T lymphocytes are necessary to

reject an EGFP+ mesenchymal tumor through mechanisms dependent on

NKG2D and IFN gamma. Int J Cancer. (2007) 121:1282–95. doi: 10.1002/ijc.

22795

16. Sconocchia G, Eppenberger S, Spagnoli GC, Tornillo L, Droeser R,

Caratelli S, et al. NK cells and T cells cooperate during the clinical

course of colorectal cancer. Oncoimmunology. (2014) 3:e952197.

doi: 10.4161/21624011.2014.952197

17. Waggoner SN, Cornberg M, Selin LK, Welsh RM. Natural killer cells

act as rheostats modulating antiviral T cells. Nature. (2011) 481:394–8.

doi: 10.1038/nature10624

18. Zhao ZB, Lu FT, Ma HD, Wang YH, Yang W, Long J, et al. Liver-resident NK

cells suppress autoimmune cholangitis and limit the proliferation of CD4(+)

T cells. Cell Mol Immunol. (2019). doi: 10.1038/s41423-019-0199-z. [Epub

ahead of print].

19. Mocikat R, Braumuller H, Gumy A, Egeter O, Ziegler H, Reusch U, et al.

Natural killer cells activated by MHC class I(low) targets prime dendritic

cells to induce protective CD8T cell responses. Immunity. (2003) 19:561–9.

doi: 10.1016/S1074-7613(03)00264-4

20. Nakayama M, Takeda K, Kawano M, Takai T, Ishii N, Ogasawara K. Natural

killer (NK)-dendritic cell interactions generate MHC class II-dressed NK cells

that regulate CD4+ T cells. Proc Natl Acad Sci USA. (2011) 108:18360–5.

doi: 10.1073/pnas.1110584108

21. Krebs P, Barnes MJ, Lampe K, Whitley K, Bahjat KS, Beutler B,

et al. NK-cell-mediated killing of target cells triggers robust antigen-

specific T-cell-mediated and humoral responses. Blood. (2009) 113:6593–602.

doi: 10.1182/blood-2009-01-201467

22. Schietinger A, Philip M, Liu RB, Schreiber K, Schreiber H. Bystander

killing of cancer requires the cooperation of CD4+ and CD8+ T cells

during the effector phase. J Exp Med. (2010) 207:2469–77. doi: 10.1084/jem.

20092450

23. Shanker A, Marincola FM. Cooperativity of adaptive and innate immunity:

implications for cancer therapy. Cancer Immunol Immunother. (2011)

60:1061–74. doi: 10.1007/s00262-011-1053-z

24. Sabio E, Chan TA. The good, the bad, and the ugly: hyperprogression in cancer

patients following immune checkpoint therapy. Genome Med. (2019) 11:43.

doi: 10.1186/s13073-019-0661-7

25. Champiat S, Dercle L, Ammari S, Massard C, Hollebecque A, Postel-Vinay

S, et al. Hyperprogressive disease is a new pattern of progression in cancer

patients treated by anti-PD-1/PD-L1. Clin Cancer Res. (2017) 23:1920–8.

doi: 10.1158/1078-0432.CCR-16-1741

26. Lo Russo G, Moro M, Sommariva M, Cancila V, Boeri M, Centonze

G, et al. Antibody-Fc/FcR interaction on macrophages as a mechanism

for hyperprogressive disease in non-small cell lung cancer subsequent

to PD-1/PD-L1 blockade. Clin Cancer Res. (2019) 25:989–99.

doi: 10.1158/1078-0432.CCR-18-1390

Frontiers in Immunology | www.frontiersin.org 4 December 2019 | Volume 10 | Article 2916

https://doi.org/10.1038/ni.3693
https://doi.org/10.1615/CritRevImmunol.v32.i2.30
https://doi.org/10.1186/s40425-019-0592-2
https://doi.org/10.1016/j.ccell.2017.04.007
https://doi.org/10.1016/j.ccell.2017.04.003
https://doi.org/10.1084/jem.20011149
https://doi.org/10.1158/1078-0432.CCR-12-2426
https://doi.org/10.3389/fimmu.2016.00235
https://doi.org/10.1038/ni1138
https://doi.org/10.3389/fimmu.2016.00251
https://doi.org/10.1084/jem.20082387
https://doi.org/10.4049/jimmunol.179.10.6651
https://doi.org/10.1111/j.1365-2567.2009.03150.x
https://doi.org/10.1038/sj.bjc.6603792
https://doi.org/10.1002/ijc.22795
https://doi.org/10.4161/21624011.2014.952197
https://doi.org/10.1038/nature10624
https://doi.org/10.1038/s41423-019-0199-z
https://doi.org/10.1016/S1074-7613(03)00264-4
https://doi.org/10.1073/pnas.1110584108
https://doi.org/10.1182/blood-2009-01-201467
https://doi.org/10.1084/jem.20092450
https://doi.org/10.1007/s00262-011-1053-z
https://doi.org/10.1186/s13073-019-0661-7
https://doi.org/10.1158/1078-0432.CCR-16-1741
https://doi.org/10.1158/1078-0432.CCR-18-1390
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org
https://www.frontiersin.org/journals/immunology#articles


Srivastava et al. Editorial: Lymphocyte Functional Crosstalk and Regulation

27. Kamada T, Togashi Y, Tay C, Ha D, Sasaki A, Nakamura Y, et al.

PD-1+ regulatory T cells amplified by PD-1 blockade promote

hyperprogression of cancer. Proc Natl Acad Sci USA. (2019) 116:9999–10008.

doi: 10.1073/pnas.1822001116

28. Chan TA, Yarchoan M, Jaffee E, Swanton C, Quezada SA, Stenzinger

A, et al. Development of tumor mutation burden as an immunotherapy

biomarker: utility for the oncology clinic. Ann Oncol. (2019) 30:44–56.

doi: 10.1093/annonc/mdy495

29. Seliger B, Marincola FM, Ferrone S, Abken H. The complex role of

B7 molecules in tumor immunology. Trends Mol Med. (2008) 14:550–9.

doi: 10.1016/j.molmed.2008.09.010

30. Pallet N, Fernandez-Ramos AA, Loriot MA. Impact of

immunosuppressive drugs on the metabolism of T cells. Int Rev

Cell Mol Biol. (2018) 341:169–200. doi: 10.1016/bs.ircmb.2018.

05.009

Conflict of Interest: FM is employed by the company Refuge Biotechnologies Inc.,

Menlo Park, CA. FM is also on the Advisory Boards of Calidi Biotherapeutics Inc.,

San Diego, CA and CHIPSATM Hospital, Playas Tijuana, Baja California, Mexico.

The remaining authors declare that the research was conducted in the absence of

any commercial or financial relationships that could be construed as a potential

conflict of interest.

Copyright © 2019 Srivastava, Marincola and Shanker. This is an open-access article

distributed under the terms of the Creative Commons Attribution License (CC BY).

The use, distribution or reproduction in other forums is permitted, provided the

original author(s) and the copyright owner(s) are credited and that the original

publication in this journal is cited, in accordance with accepted academic practice.

No use, distribution or reproduction is permitted which does not comply with these

terms.

Frontiers in Immunology | www.frontiersin.org 5 December 2019 | Volume 10 | Article 2916

https://doi.org/10.1073/pnas.1822001116
https://doi.org/10.1093/annonc/mdy495
https://doi.org/10.1016/j.molmed.2008.09.010
https://doi.org/10.1016/bs.ircmb.2018.05.009
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org
https://www.frontiersin.org/journals/immunology#articles

	Editorial: Lymphocyte Functional Crosstalk and Regulation
	Author Contributions
	Funding
	Acknowledgments
	References


