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Translational perspective
PCSK9 is a critical protein participating in degradation of low-density lipoprotein receptor, a receptor involved in clearance of circulating low-den-
sity lipoprotein. Anti-PCSK9 therapies approved for clinical use are currently limited to antibody therapies. PCSK9 siRNA therapy is also showing
promise in clinical trials, but small molecule PCSK9 inhibitors have proven difficult to develop. This study identifies a small molecule inhibitor of a
mitochondrial fission protein, DRP1 in human hepatocytes, and hepatocyte DRP1-deficiency in mice reduces PCSK9 secretion, providing initial
proof-of-concept for novel small molecule PCSK9 inhibition.
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Cardiovascular Research, Volume 117, Issue 7, 15 June 2021, Pages 1760–1775, https://doi.org/10.1093/cvr/cvaa307

In the originally published version of this manuscript, the supplementary figures were missing. The supplementary figures have now been added
online.

VC The Author(s) 2021. Published by Oxford University Press on behalf of the European Society of Cardiology.
This is an Open Access article distributed under the terms of the Creative Commons Attribution Non-Commercial License (http://creativecommons.org/licenses/by-nc/4.0/), which permits
non-commercial re-use, distribution, and reproduction in any medium, provided the original work is properly cited. For commercial re-use, please contact journals.permissions@oup.com


	l
	l
	l



